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	FTND
Mean (SD)
	PCDS
Mean (SD)
	CWS-21
Mean (SD)

	Model 1
	
	
	

	CYP2A6
	
	
	

	Wild type 
	3.90 (2.16), N = 49
	40.56 (13.42), N = 61
	53.11 (15.84), N = 57

	High activity 
	3.55 (2.16), N = 96
	35.98 (14.38), N = 121
	53.08 (16.50), N = 110

	Low activity 
	3.89 (2.04), N = 36
	35.44 (14.98), N = 45
	50.02 (19.51), N = 43

	Pa
	0.563
	0.087
	0.573

	Model 2
	
	
	

	COMT 
	
	
	

	COMT rs4680 
	
	
	

	Wild type
	3.73 (2.18), N = 103
	37.42 (14.91), N = 130
	52.79 (18.16), N = 121

	Variant
	3.69 (2.09), N = 78
	36.68 (13.61), N = 97
	52.02 (15.24), N = 89

	Pb
	0.911
	0.700
	0.748

	COMT rs165599
	
	
	

	Wild type
	4.04 (2.24), N = 46
	40.35 (15.08), N = 55
	56.14 (17.04), N = 51

	Variant
	3.60 (2.09), N = 135
	36.07 (13.99), N = 172
	51.28 (16.8), N = 159

	Pb
	0.224
	0.054
	0.075

	Model 3
	
	
	

	COMT rs4680/COMT rs165599
	
	
	

	Wild type/wild type
	4.25 (2.71), N = 20
	41.83 (15.99), N = 23
	57.50 (18.63), N = 22

	Wild type/variant
	3.60 (2.03), N = 83
	36.48 (14.58), N = 107
	51.74 (17.98), N = 99

	Variant/wild type
	3.88 (1.84), N = 26
	39.28 (14.55), N = 32
	55.10 (15.99), N = 29

	Variant/variant
	3.60 (2.21, N = 52)
	35.40 (13.05), N = 65
	50.53 (14.76), N = 60

	Pa
	0.615
	0.226
	0.309

	Model 4
	
	
	

	COMT rs4680 wild type
	
	
	

	CYP2A6 wild type
	4.00 (2.00), N = 28
	41.15 (13.61), N = 34
	53.35 (16.75), N = 31

	CYP2A6 high activity
	3.54 (2.28), N = 52
	36.56 (15.08), N = 66
	54.66 (17.20), N = 62

	CYP2A6 low activity
	3.83 (2.21), N = 23
	35.10 (15.67), N = 30
	48.00 (21.29), N = 28

	Pa
	0.650
	0.217
	0.270

	Model 5
	
	
	

	COMT rs4680 variant
	
	
	

	CYP2A6 wild type
	3.76 (2.41), N = 21
	39.81 (13.40), N = 27
	52.81 (15.02), N = 26

	CYP2A6 high activity
	3.57 (2.04), N = 44
	35.29 (13.61), N = 55
	51.04 (15.48), N = 48

	CYP2A6 low activity
	4.00 (1.78), N = 13
	36.13 (13.99), N = 15
	53.80 (15.63), N = 15

	Pa
	0.798
	0.366
	0.793

	Model 6
	
	
	

	COMT rs165599 wild type
	
	
	

	CYP2A6 wild type
	3.55 (1.57), N = 11
	43.27 (13.37), N =15
	55.92 (18.52), N = 13

	CYP2A6 high activity
	4.15 (2.38), N = 26
	40.89 (16.15), N =28
	58.92 (16.02), N = 26

	CYP2A6 low activity
	4.33 (2.65), N = 9
	35.42 (14.45), N = 12
	50.33 (17.54), N = 12

	Pa
	0.694
	0.397
	0.359

	Model 7
	
	
	

	COMT rs165599 variant
	
	
	

	CYP2A6 wild type
	4.00 (2.31), N = 38
	39.67 (13.46), N = 46
	52.27 (15.10), N = 44

	CYP2A6 high activity
	3.33 (2.05), N = 70
	34.51 (13.55), N = 93
	51.27 (16.31), N = 84

	CYP2A6 low activity
	3.74 (1.83), N = 27
	35.45 (15.38), N = 33
	49.90 (20.49), N = 31

	Pa
	0.262
	0.117
	0.836


aANOVA, bStudent’s t test.

