Elucidating the encapsulation of siRNA in PEGylated cationic liposomes
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Supporting Information

To demonstrate that the total particle number in the size distribution plot (Figure 2 in the manuscript) is indeed
100%, a cumulative size distribution plot is depicted in Figure S1. It might seem that the total particle number in the
size distribution plot is lower than 100%. However, the reason why it might seem less is that the size intervals used

to plot this graph are quite narrow. Therefore, the number of particles within each interval is relatively low.
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Figure S1. Cumulative size distribution of CLASSIC (black) and HYDRA (gray) siPLexes in absence (solid lines) and

presence (dashed lines) of serum (FBS). SiPLexes were incubated for 1 hour at 37°C.



