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Infestations by Sitophilus oryzae and Sitophilus zeamais are one of the main reasons for quantity and quality loss _—
during rice storage’. This hidden insect infestation in rice grains poses a significant challenge to both producers /
and consumers across the globe and has far-reaching implications for food security, economic stability, . e
and public health. These genetically close insect species are particularly adapted to attack rice grains and i |
spend a considerable part of their life cycle, including the entire larval feeding period, inside them [1],
representing the hidden infestation that visual inspection cannot successfully detect. They do this by
creating an entrance hole, covering it after entry, and then, after the pupation process [2,3] an exit
hole is made, from which it then emerges the adult insect [4,5].

The main goal of this study is to develop a fast molecular detection method, such as a multiplex
real-time polymerase chain reaction (qPCR) to detect specifically and efficiently hidden infestation
in stored rice for monitorization purposes and two activities were performed:

1. To verify primer performance, by analyzing its efficiency; lustr 32’0'; of t’/’fl stages gf "’Lf ZSZta“'I‘(’” of rice ™\,
: _— : rains itophilus spp. By: ec
2. Determine the Limit of Detection (LoD) of the qPCR alone. ’ /=P S
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=  Most of the current methods to detect hidden infestation in grains are
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