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PRIMERS AND 
PROBES DESIGN

RT-PCR  -  PRIMER EFFICIENCY  
AND LOD ASSAYS

DNA EXTRACTION

oryzae zeamais

Sitophilus zeamais primer efficiency plot

≈ 92% Efficiency

Sitophilus zeamais LoD plot

x

LoD=0,0005 ng of DNA
per μL

Sitophilus oryzae primer efficiency plot

≈ 95% Efficiency
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