P6H 31

1.0
0.8
80
% b
v |
Q. "~ _0.6
) n wv
) S
— 1 o
S >
‘5 120 l (e
N : -0.4
~ n
S N

- llli-“l n =y

m/z of source peak

Figure 1 : Heatmap of the p-values from the amino acid extract of the P6H permafrost sample. As can be seen it is very hard
to get information out of such a complex heatmap, which is another reason why correlation network analysis is a very good
alternative to this analysis method.



