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NMR and MS spectra
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Supplementary figure S1. *H NMR (CD3;OD) spectrum of 2,6-bis(1H-
benzo[d]imidazol-1-yl)pyridine.
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Supplementary figure S2. ESI mass spectrum (positive ionization) of 2,6-bis(1H-

benzo[d]imidazol-1-yl)pyridine.
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Supplementary figure S3. *H NMR (CD30D) spectrum of 3.
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Supplementary figure S4. **C NMR (DMSO-ds) spectrum of 3.
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Supplementary figure S5. ESI mass spectrum (positive ionization) of 3.
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Supplementary figure S6. *H NMR (CD30D) spectrum of 5.
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Supplementary figure S7. **C NMR (DMSO-dg) spectrum of 5.
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Supplementary figure S8. ESI mass spectrum (negative ionization) of 5.
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Supplementary figure S9. *H NMR (CDs0D) spectrum of 2,6-bis((1H-

benzo[d]imidazol-1-yl)methyl)pyridine.
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Supplementary figure S10. ESI mass spectrum (positive ionization) of 2,6-bis((1H-

benzo[d]imidazol-1-yl)methyl)pyridine.
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Supplementary figure S13. ESI mass spectrum (positive ionization) of 6.
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Supplementary figure S14. *H NMR (CD3OD) spectrum of 8.
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Anion transport assays in DPPC and EYPC liposomes
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Supplementary figure S17. Chloride efflux out of DPPC liposomes at 35 °C, 40 °C and
45 °C. The data at each temperature are obtained by using 10 mol% of benzimidazolium
salt 1 (relative to DPPC concentrations). The data at each temperature are the average of

three series of measurements.
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Supplementary figure S18. Hill plot for chloride release mediated by compound 1 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNO; buffered to pH 6.4 with 10 mM
phosphate buffer. Chloride efflux was measured 250 s after injection.
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Supplementary figure S19. Hill plot for chloride release mediated by compound 1 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNOj buffered to pH 6.4 with 10 mM
phosphate buffer. Chloride efflux was measured 10 s after injection.
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Supplementary figure S20. Hill plot for chloride release mediated by compound 2 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNOj; buffered to pH 6.4 with 10 mM
phosphate buffer. Chloride efflux was measured 10 s after injection.
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Supplementary figure S21. Hill plot for chloride release mediated by compound 3 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNOj; buffered to pH 6.4 with 10 mM
phosphate buffer. Chloride efflux was measured 250 s after injection.
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Supplementary figure S22. Hill plot for chloride release mediated by compound 3 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNO; buffered to pH 6.4 with 10 mM
phosphate buffer. Chloride efflux was measured 10 s after injection.
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Supplementary figure S23. Hill plot for chloride release mediated by compound 4 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNOj buffered to pH 6.4 with 10 mM
phosphate buffer. Chloride efflux was measured 250 s after injection.
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Supplementary figure S24. Hill plot for chloride release mediated by compound 4 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNO; buffered to pH 6.4 with 10 mM
phosphate buffer. Chloride efflux was measured 10 s after injection.
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Supplementary figure S25. Hill plot for chloride release mediated by compound 5 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNOj buffered to pH 6.4 with 10 mM
phosphate buffer. Chloride efflux was measured 250 s after injection.
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Supplementary figure S26. Hill plot for chloride release mediated by compound 5 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNO; buffered to pH 6.4 with 10 mM
phosphate buffer. Chloride efflux was measured 10 s after injection.
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Supplementary figure S27. Hill plot for chloride release mediated by compound 6 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNOj buffered to pH 6.4 with 10 mM
phosphate buffer. Chloride efflux was measured 250 s after injection.
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Supplementary figure S28. Hill plot for chloride release mediated by compound 6 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNO; buffered to pH 6.4 with 10 mM
phosphate buffer. Chloride efflux was measured 10 s after injection.
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Supplementary figure S29. Hill plot for chloride release mediated by compound 7 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNOj buffered to pH 6.4 with 10 mM
phosphate buffer. Chloride efflux was measured 250 s after injection.

25



100

©
o
1
i

2

8 604

=

L

Q

=

©

§ 40+ Equation  y=Vmax*x*n/(k"n+x"n

£

? Adj. R-Squ 0,86454

O 204 Value  Standard Er
E Vmax 110,35  71,12033
E Kk 15,082  13,91048

04 E E n 1,5055  0,66218

LI L B R SR EEL B LR R
15 20 25 30 35 40 45

Mol % of 7

Supplementary figure S30. Hill plot for chloride release mediated by compound 7 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNO; buffered to pH 6.4 with 10 mM
phosphate buffer. Chloride efflux was measured 250 s after injection.
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Supplementary figure S31. Hill plot for chloride release mediated by compound 8 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNOj; buffered to pH 6.4 with 10 mM
phosphate buffer. Chloride efflux was measured 250 s after injection.
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Supplementary figure S32. Hill plot for chloride release mediated by compound 8 from
EYPC LUVs loaded with 100 mM NaCl buffered to pH 6.4 with 10 mM phosphate
buffer. The vesicles were dispersed in 100 mM NaNO; buffered to pH 6.4 with 10 mM

phosphate buffer. Chloride efflux was measured 10 s after injection.

U-tube experiment

U=00

Supplementary figure S33. U-tube experiment scheme. A: Aqueous donating phase
containing 0.1 mM Lucigenin (water, 5 mL). B: Receiving phase (water, 5 mL). C: Bulk

organic phase (CHCl3, 10 mL) with ionophore (1mM) or without.
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Supplementary figure S34. Increase of the lucigenin’s fluorescence in U-tube tests in
the presence of compounds 6,7 and the blank.

Minimal inhibitory concentration (MIC) determination
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Supplementary figure S35. Dose-dependent growth inhibition of E.coli (DH5a) by 1.
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Supplementary figure S36. Dose-dependent growth inhibition of E.coli (DH5a) by 2.
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Supplementary figure S37. Dose-dependent growth inhibition of E.coli (DH5a) by 3.

Supplementary figure S38. Dose-dependent growth inhibition of E.coli (DH5a) by 4.
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Supplementary figure S39. Dose-dependent growth inhibition of E.coli (DH5a) by 5.
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Supplementary figure S40. Dose-dependent growth inhibition of E.coli (DH5a) by 6.
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Supplementary figure S41. Dose-dependent growth inhibition of E.coli (DH5a) by 7.
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Supplementary figure S42. Dose-dependent growth inhibition of E.coli (DH5a) by 8.
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Supplementary figure S43. Dose-dependent growth inhibition of E.coli (SK037) by 1.
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Supplementary figure S44. Dose-dependent growth inhibition of E.coli (SK037) by 2.
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Supplementary figure S45. Dose-dependent growth inhibition of E.coli (SK037) by 3.
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Supplementary figure S46. Dose-dependent growth inhibition of E.coli (SK037) by 4.
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Supplementary figure S47. Dose-dependent growth inhibition of E.coli (SK037) by 5.
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Supplementary figure S48. Dose-dependent growth inhibition of E.coli (SK037) by 6.
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Supplementary figure S49. Dose-dependent growth inhibition of E.coli (SK037) by 7.
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Supplementary figure S50. Dose-dependent growth inhibition of E.coli (SK037) by 8.
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Supplementary figure S51. Dose-dependent growth inhibition of B.thuringiensis

(HD73) by 1.
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Supplementary figure S52. Dose-dependent growth inhibition of B.thuringiensis
(HD73) by 2.
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Supplementary figure S53. Dose-dependent growth inhibition of B.thuringiensis
(HD73) by 3.
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Supplementary figure S54. Dose-dependent growth inhibition of B.thuringiensis
(HD73) by 4.
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Supplementary figure S55. Dose-dependent growth inhibition of B.thuringiensis

(HD73) by 5.
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Supplementary figure S56. Dose-dependent growth inhibition of B.thuringiensis

(HD73) by 6.
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Supplementary figure S57. Dose-dependent growth inhibition of B.thuringiensis
(HD73) by 7.
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Supplementary figure S58. Dose-dependent growth inhibition of B.thuringiensis
(HD73) by 8.
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