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variable positions are shown. Positions in the alignment start with the first base after the forward primer. Colors are for better distinction of the variation. Samples in bold cover the variation and were used for tree construction. poly: all polymorphisms included, major: dominant ribotype (excluding small additional peaks).
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variable positions are shown. Positions in the alignment start with the first base after the forward primer. Colors are for better distinction of the variation. Samples in bold were used for tree construction. poly: all polymorphisms included, major: dominant ribotype (excluding small additional peaks).
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Cloned sequences of the same sample are on gray background; clones were submitted to GenBank, but used only to unequivocally determine the position of indels.
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