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Placement of 5S-NTS sequences from GenBank among species and genotypes of this study
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A Neighbor Joining tree shows the same dataset as in Figure 3 except that hybrids and some identical

sequences were omitted. Additional sequences retrieved from GenBank with accession numbers starting with
DQ are from Lindqvist et al. (2006), those starting with FJ are from Zhang and Wang (unpubl.). Sequences of
the same nominal species are shown in matching colors; countries of origin are given for each sequence. The

sample attributed to Potamogeton pusillus is different from that in Supplementary Figure 1 (/TS). Obviously or
most likely misidentified samples are summarized in Table 1.



