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Supplementary Table 1. Genome mapping efficiency (ME) and breadth of coverage (BC)

percentages (%) of the three fish species reference genomes.

Specimen Ref. genome 1 Ref. genome 2 Ref. genome 3
names G. aculeatus P. pungitius D. labrax

ME BC ME BC ME BC
Japan3 98.85 91.11 20.56 27.90 5.05 4.02
Japan9 17.96 27.81 17.91 39.45 3.84 3.41

Lib311 91.30 94.58 18.54 29.72 - -
LibB2-P9M 2 17.94 50.55 77.54 84.71 3.78 3.74
LibB3-PP 85.36 95.00 17.36 28.95 4.82 4.30
LibB9-1 18.64 28.02 79.66 84.43 3.98 3.57
LibChM42 20.53 25.70 74.64 82.09 5.76 4.02
LibChM72 12.72 28.24 53.46 84.30 3.11 4.54
LibChu82 9.84 30.16 42.64 84.58 2.14 4.68
LibChu83 11.50 29.64 47.34 84.32 2.49 4.77
LibD1 17.61 29.17 75.22 84.57 3.91 3.76
LibK3 21.06 27.74 79.27 83.34 4.96 4.46
LibK7 19.42 28.64 80.15 84.32 4.21 4.28

Note that all quantities are expressed as percentage (%).



