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List of abbreviations: DMF, N,N-dimethylformamide; DMSO, dimethyl sulfoxide; DPC, DNA-protein 
crosslink; ICE, immunocomplex of enzyme; MGM, mean graph midpoint; NCI, National Cancer 
Institute; PI, propidium iodide; TFA, trifluoroacetic acid; Top1, topoisomerase I; Top1cc, 
topoisomeraseI–DNA cleavage complex; SAR, structure-activity relationship. 	
  



 
Figure 1. A. Mean centered graph generated for GI50 data across the NCI60. B. Negative 

logarithms of MGM for 11, 14 and 20 are indicated under corresponding plots along with 

Pearson’s correlations between the GI50 activity profiles with that of 20. 

	
  


