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Supplementary Figure S2. Heatmap and hierarchal clustering of non-redundant differentially
expressed transcripts (67 DETs) found in comparison of the 10.5 °C and 16.5 °C groups
associated with GO:0016491 - Oxidoreductase Activity. RNA samples used in sequencing are
labeled on the base of the figure, with standardized fragments per kilobase of transcript per
million mapped reads (FPKM) values for each DET clustered along the vertical axis.



