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Phylogeny based on the complete
mitochondrial genome

of Hermetia illucens with

the ATP8 gene sequence removed.

ML phylogenetic tree, of 57 mitochondrial DNA
sequences of Hermetia illucens,

deprived of D-Loop regions. MAFFT

was used to align the sequences,

500 Bootstrap replicas were performed.

The outgroup used is Exaireta spinigera (Stratiomyidae).
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