Il F B O

prevotella_bivia_DsM_20514 [ N ENENEGNGEGEGNGNGEGEGE

Campylobacter
Dietzia
Ambiguous_taxa
Dietziaceae
Exiguobacterium
Family_XII
Chloroplast
Faecalibacterium
Nocardioidaceae
Ambiguous_taxa
Paracoccus
Cyanobacteria
Rhodobacterales
Lactobacillus_vaginalis
Rhodobacteraceae
Acetobacteraceae
Roseomonas
Enhydrobacter
uncultured_bacterium

1 1 1 1 1 1 1
-4 -3 -2 -1 0 1 2 3

LDA SCORE (log 10)

—_

Figure S3. Specific taxa associated with different PD-L1 expression levels.
Association of specific microbial taxa with higher PD-L1 expression (group
F, PD-L1>5%) and lower PD-L1 expression (group O, 1%<PD-L1<5%)

is exhibited by linear discriminant analysis effect size (LEfSe).Green
indicates taxa enriched in group O and red indicates taxa enriched in group

F.



