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Supplementary Figure S1. Analysis of Bayesian phylogenetic inference using MrBayes version 3.2.7a ((Ronquist et al., 2012); http://nbisweden.github.io/MrBayes/). Two simultaneous runs of 10 million generations were conducted for the datasets, and trees were sampled every 1,000 generations, with the first 25 % discarded as burn-in. The only Bayesian support value below 100 % was depicted. Black: hibernators, blue: cold-adapted individual; grey: not cold-adapted and not hibernating phenotype.
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