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Supplementary Figure S1. Comparison of GT-seq results as a function of primer pooling. (A) Genotyping rates of each sample. (B) Genotyping rates of loci in the reads. Gray and pink indicate random pooling and PrimerPooler pooling, respectively.
[bookmark: _GoBack]
image1.png
A) (B)

%GT

100 A

. - 7

80 ]
. .
60 ]
40 . i
209 . Pool 4
® Random
od * © Pooler

10000 15000 20000 25000 30000 0 10 20 30 40 50
Reads Number




