
LOCUS       HM405888                 657 bp ds-DNA     linear   INV 10-AUG-2016
DEFINITION  Ophiacantha bidentata voucher BIOUG<CAN>:09CHON-021 cytochrome
            oxidase subunit 1 (COI) gene, partial cds; mitochondrial.
ACCESSION   HM405888
DBLINK      BioProject: PRJNA37833
KEYWORDS    BARCODE.
SOURCE      mitochondrion Ophiacantha bidentata
  ORGANISM  Ophiacantha bidentata
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   Corstorphine,E.A.
  TITLE     DNA barcoding of echinoderms: species diversity and patterns of
            molecular evolution
  JOURNAL   Thesis (2011) University of Guelph, Ontario, Canada
REFERENCE   2  (bases 1 to 658)
  CONSRTM   International Barcode of Life (iBOL)
  TITLE     iBOL Data Release
  JOURNAL   Unpublished
REFERENCE   3  (bases 1 to 658)
  CONSRTM   International Barcode of Life (iBOL)
  TITLE     Direct Submission
  JOURNAL   Submitted (01-JUN-2010) Biodiversity Institute of Ontario,
            University of Guelph, 50 Stone Rd West, Guelph, Ontario N1G2W1,
            Canada
COMMENT     ##International Barcode of Life (iBOL)Data-START## Barcode Index
            Number BOLD:AAD0922 Order Assignment Ophiurida iBOL Working Group
            iBOL:WG1.10 iBOL Release Status Phase 2 ##International Barcode of
            Life (iBOL)Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome oxidase subunit 1"
                     /protein_id="ADK01917.1"
                     /db_xref="GI:300363679"
                     /translation="TLYLIAGVGGGAFGTSMSNIIRMELSQPGSLIQDDQIYNVMVTS
                     HAFLMIFFMVXPIMIGGFGNWLVPLMIGSPDMIFPRMNNMSFWLSPPAFILLISSLYT
                     DSGVGTGWTIYPPLSSSIAHAGGCVDLVIFSLHLAGASSILASINFIATIINMRAPGM
                     SMDYLPLFIWSILITTVLLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha bidentata"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /specimen_voucher="BIOUG<CAN>:09CHON-021"
                     /db_xref="BOLD:CHONE021-10.COI-5P"
                     /db_xref="taxon:72733"
                     /country="Canada: Beaufort Sea"
                     /lat_lon="71.7907 N 126.502 W"
                     /collection_date="12-Oct-2009"
                     /collected_by="Melanie Levesque"
                     /PCR_primers="fwd_seq: ttttttctactaaacacaaggatattgg,
                     rev_seq: taaacttcagggtgaccaaaaaatca"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actttatatc ttatagccgg agtgggggga ggagcatttg gaacttctat gagaaaaata
       61 atacgtatgg agttgtctca acctggttca ttgattcagg atgatcaaat ttataatgta
      121 atggttacat ctcatgcttt tctaatgatt ttttttatgg ttatnccaat aatgattggg
      181 ggttttggaa aatggttggt cccattaatg atagggtccc cagatatgat atttcctcga
      241 atgaataaaa tgagtttttg gttatcccct cctgctttta ttctcttaat ttcttcatta
      301 tacactgata ggggggtagg aactgggtga actatttacc ctccactttc taggtctatt
      361 gctcatgcag gcgggtgtgt agatcttgta attttttctc ttcatttggc tggagcttca
      421 tctattctag catctattaa ttttattgct acaattatca aaatgcgtgc tccaggtatg
      481 agaatggatt atcttcctct ttttatttgg tctatactta taactactgt tttattattg
      541 ttgtctttgc cggtcttggc tggggctatc acaatgttat taactgatcg taatatcaac
      601 acaacatttt ttgatcccac cggagggggg gatcctatct tgttccaaca tttgttt
//
LOCUS       HM405889                 631 bp ds-DNA     linear   INV 06-MAR-2012



DEFINITION  Ophiacantha bidentata voucher BIOUG<CAN>:09CHON-022 cytochrome
            oxidase subunit 1 (COI) gene, partial cds; mitochondrial.
ACCESSION   HM405889
DBLINK      BioProject: PRJNA37833
KEYWORDS    BARCODE.
SOURCE      mitochondrion Ophiacantha bidentata
  ORGANISM  Ophiacantha bidentata
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 631)
  AUTHORS   Corstorphine,E.A.
  TITLE     DNA barcoding of echinoderms: species diversity and patterns of
            molecular evolution
  JOURNAL   Thesis (2011) University of Guelph, Ontario, Canada
REFERENCE   2  (bases 1 to 631)
  CONSRTM   International Barcode of Life (iBOL)
  TITLE     iBOL Data Release
  JOURNAL   Unpublished
REFERENCE   3  (bases 1 to 631)
  CONSRTM   International Barcode of Life (iBOL)
  TITLE     Direct Submission
  JOURNAL   Submitted (01-JUN-2010) Biodiversity Institute of Ontario,
            University of Guelph, 50 Stone Rd West, Guelph, Ontario N1G2W1,
            Canada
COMMENT     ##International Barcode of Life (iBOL)Data-START## Barcode Index
            Number BOLD:AAD0922 Order Assignment Ophiurida iBOL Working Group
            iBOL:WG1.10 iBOL Release Status Phase 2 ##International Barcode of
            Life (iBOL)Data-END##
FEATURES             Location/Qualifiers
     source          1..631
                     /organism="Ophiacantha bidentata"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /specimen_voucher="BIOUG<CAN>:09CHON-022"
                     /db_xref="BOLD:CHONE022-10.COI-5P"
                     /db_xref="taxon:72733"
                     /country="Canada: Beaufort Sea"
                     /lat_lon="71.7907 N 126.502 W"
                     /collection_date="12-Oct-2009"
                     /collected_by="Melanie Levesque"
                     /PCR_primers="fwd_seq: ttttttctactaaacacaaggatattgg,
                     rev_seq: taaacttcagggtgaccaaaaaatca"
     gene            <1..>631
                     /gene="COI"
     CDS             <1..>631
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome oxidase subunit 1"
                     /protein_id="ADK01918.1"
                     /db_xref="GI:300363681"
                     /translation="GGAFGTSMSNIIRMELSQPGSLIQDDQIYNVMVTSHAFLMIFFM
                     VMPIMIGGFGNWLVPLMIGSPDMIFPRMNNMSFWLSPPAFILLISSLYTDSGVGTGWT
                     IYPPLSSSIAHAGGCVDLVIFSLHLAGASSILASINFIATIINMRAPGMSMDYLPLFI
                     WSILITTVLLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHLF"
ORIGIN      
        1 gggaggagca tttggaactt ctatgagaaa aataatacgt atggagttgt ctcaacctgg
       61 ctcattgatt caggacgatc aaatttataa tgtaatggtt acatctcatg cttttctaat
      121 gatttttttt atggttatgc caataatgat tgggggtttt ggaaaatggt tggtcccatt
      181 aatgataggg tccccagata tgatatttcc tcgaatgaat aaaatgagtt tttggttatc
      241 ccctcctgct tttattcttt taatttcttc attatacact gatagggggg taggaactgg
      301 gtgaactatt tatcctccac tttctaggtc tattgctcat gcaggtgggt gtgtagatct
      361 cgtaattttt tctcttcatt tggctggagc ttcatctatt ctagcatcta ttaattttat
      421 tgctacaatt atcaaaatgc gtgctccagg tatgagaatg gattatcttc ctctttttat
      481 ttggtctata cttataacta ctgttttatt attgttgtct ttgccggtct tggctggggc
      541 tatcacaatg ttattaactg atcgtaatat caacacaaca ttttttgatc ccaccggagg
      601 gggggatcct atcttgttcc aacatttgtt t
//
LOCUS       HM405904                 657 bp ds-DNA     linear   INV 10-AUG-2016
DEFINITION  Ophiacantha bidentata voucher BIOUG<CAN>:09CHON-038 cytochrome
            oxidase subunit 1 (COI) gene, partial cds; mitochondrial.
ACCESSION   HM405904
DBLINK      BioProject: PRJNA37833
KEYWORDS    BARCODE.
SOURCE      mitochondrion Ophiacantha bidentata



  ORGANISM  Ophiacantha bidentata
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   Corstorphine,E.A.
  TITLE     DNA barcoding of echinoderms: species diversity and patterns of
            molecular evolution
  JOURNAL   Thesis (2011) University of Guelph, Ontario, Canada
REFERENCE   2  (bases 1 to 658)
  CONSRTM   International Barcode of Life (iBOL)
  TITLE     iBOL Data Release
  JOURNAL   Unpublished
REFERENCE   3  (bases 1 to 658)
  CONSRTM   International Barcode of Life (iBOL)
  TITLE     Direct Submission
  JOURNAL   Submitted (01-JUN-2010) Biodiversity Institute of Ontario,
            University of Guelph, 50 Stone Rd West, Guelph, Ontario N1G2W1,
            Canada
COMMENT     ##International Barcode of Life (iBOL)Data-START## Barcode Index
            Number BOLD:AAD0922 Order Assignment Ophiurida iBOL Working Group
            iBOL:WG1.10 iBOL Release Status Phase 2 ##International Barcode of
            Life (iBOL)Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome oxidase subunit 1"
                     /protein_id="ADK01933.1"
                     /db_xref="GI:300363711"
                     /translation="TLYLIAGVSGGAFGTSMSNIIRMELSQPGSLIQDDQIYNVMVTS
                     HAFLMIFFMVMPIMIGGFGNWLVPLMIGSPDMIFPRMNNMSFWLSPPAFTLLISSLYT
                     DSGVGTGWTIYPPLSSSIAHAGGCVDLVIFSLHLAGASSILASINFIATIINMRAPGM
                     SMDYLPLFIWSILITTVLLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha bidentata"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /specimen_voucher="BIOUG<CAN>:09CHON-038"
                     /db_xref="BOLD:CHONE038-10.COI-5P"
                     /db_xref="taxon:72733"
                     /country="Canada: Baffin Bay"
                     /lat_lon="76.2933 N 75.7637 W"
                     /collection_date="27-Oct-2009"
                     /collected_by="Melanie Levesque"
                     /PCR_primers="fwd_seq: ttttttctactaaacacaaggatattgg,
                     rev_seq: taaacttcagggtgaccaaaaaatca"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actttgtatc ttatagccgg agtgagggga ggagcatttg gaacttctat gagaaaaata
       61 atacgtatgg agttgtctca acctggctca ttgattcagg atgatcaaat ttataatgta
      121 atggttacat ctcatgcttt tctaatgatt ttttttatgg ttatgccaat aatgattggg
      181 gggtttggaa aatggttggt tccattaatg atagggtccc cagatatgat atttcctcga
      241 atgaataaaa tgagtttttg gttatccccc cctgctttta ctctcttaat ttcttcatta
      301 tacactgata ggggggtagg aactgggtga actatttatc ccccactttc taggtctatt
      361 gctcatgcag gtgggtgtgt agatctcgta attttttctc ttcatttggc tggagcttca
      421 tctattctag catctattaa ttttattgct acaattatca aaatgcgtgc tccaggtatg
      481 agaatggatt atcttcctct ttttatttgg tctatactta taactactgt tttattattg
      541 ttgtctttgc cggtcttggc tggggctatc acaatgttat taactgatcg taatatcaat
      601 acaacatttt ttgatcccac cggagggggg gatcctatct tgttccaaca tttgttt
//
LOCUS       HM543031                 630 bp ds-DNA     linear   INV 10-AUG-2016
DEFINITION  Ophiacantha bidentata voucher BIOUG<CAN>:HLC-30043 cytochrome
            oxidase subunit 1 (COI) gene, partial cds; mitochondrial.
ACCESSION   HM543031
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha bidentata
  ORGANISM  Ophiacantha bidentata
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;



            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 631)
  AUTHORS   Corstorphine,E.A.
  TITLE     DNA barcoding of echinoderms: species diversity and patterns of
            molecular evolution
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 631)
  AUTHORS   Corstorphine,E.A.
  TITLE     Direct Submission
  JOURNAL   Submitted (15-JUN-2010) Biodiversity Institute of Ontario,
            University of Guelph, 50 Stone Road E, Guelph, ON N1G 2W1, Canada
FEATURES             Location/Qualifiers
     CDS             <1..>630
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome oxidase subunit 1"
                     /protein_id="ADK76489.1"
                     /db_xref="GI:301505572"
                     /translation="TLYLIAGVSGGAFGTSMSNIIRMELSQPGSLIQDDQIYNVMVTS
                     HAFLMIFFMVMPIMIGGFGNWLVPLMIGSPDMIFPRMNNMSFWLSPPAFILLISSLYT
                     DSGVGTGWTIYPPLSSSIAHAGGCVDLVIFSLHLAXASSILASINFIATIINMRAPGM
                     SMDYLPLFIWSILITTVLLLLSLPVLAGAITMLLTDRNIXTXFXDPTGGG"
     gene            <1..>630
                     /gene="COI"
     source          <1..630
                     /organism="Ophiacantha bidentata"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /specimen_voucher="BIOUG<CAN>:HLC-30043"
                     /db_xref="taxon:72733"
                     /country="Canada: Nunavut, Resolute, Resolute Bay"
                     /lat_lon="74.684 N 94.857 W"
                     /collection_date="01-Aug-2000"
                     /collected_by="J. deWaard"
                     /identified_by="Erin Corstorphine"
                     /PCR_primers="fwd_seq: ttttttctactaaacacaaggatattgg,
                     rev_seq: taaacttcagggtgaccaaaaaatca"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actttatatc ttatagccgg agtgagggga ggagcatttg gaacttctat gagaaaaata
       61 atacgtatgg agttgtctca acctggctca ttgattcagg acgatcaaat ttataatgta
      121 atggttacat ctcatgcttt tctaatgatt ttttttatgg ttatgccaat aatgattggg
      181 ggttttggaa aatggttggt cccattaatg atagggtccc cagatatgat atttcctcga
      241 atgaataaaa tgagtttttg gttatcccct cctgctttta ttcttttaat ttcttcatta
      301 tacactgata ggggggtagg aactgggtga actatttatc ctccactttc taggtctatt
      361 gctcatgcag gtgggtgtgt agatctcgta attttttctc ttcatttggc tgnagcttca
      421 tctattctag catctattaa ttttattgct acaattatca aaatgcgtgc tccaggtatg
      481 agaatggatt atcttcctct ttttatttgg tctatactta taactactgt tttattattg
      541 ttgtctttgc cggtcttggc tggggctatc acaatgttat taactgatcg taatatcnac
      601 acannttttt tngatcccac cggagggggg
//
LOCUS       HM543032                 627 bp ds-DNA     linear   INV 10-AUG-2016
DEFINITION  Ophiacantha bidentata voucher BIOUG<CAN>:HLC-30273 cytochrome
            oxidase subunit 1 (COI) gene, partial cds; mitochondrial.
ACCESSION   HM543032
KEYWORDS    BARCODE.
SOURCE      mitochondrion Ophiacantha bidentata
  ORGANISM  Ophiacantha bidentata
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 628)
  AUTHORS   Corstorphine,E.A.
  TITLE     DNA barcoding of echinoderms: species diversity and patterns of
            molecular evolution
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 628)
  AUTHORS   Corstorphine,E.A.
  TITLE     Direct Submission
  JOURNAL   Submitted (15-JUN-2010) Biodiversity Institute of Ontario,
            University of Guelph, 50 Stone Road E, Guelph, ON N1G 2W1, Canada



FEATURES             Location/Qualifiers
     CDS             <1..>627
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome oxidase subunit 1"
                     /protein_id="ADK76490.1"
                     /db_xref="GI:301505574"
                     /translation="TLYLIAGVGGGAFGTSMSNIIRMELSQPGSLIQDDQIYNVMVTS
                     HAFLMIFFMVMPIMIGGFGNWLVPLMIGSPDMIFPRMNNMSFWLSPPAFILLISSLYT
                     DSGVGTGWTIYPPLSSSIAHAGGCVDLVIFSLHLAGASSILASINFIATIINMRAPGM
                     SMDYLPLFIWSILITTVLLLLSLPVXAGAITMLLTXRNINTTFFDPTGG"
     gene            <1..>627
                     /gene="COI"
     source          <1..627
                     /organism="Ophiacantha bidentata"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /specimen_voucher="BIOUG<CAN>:HLC-30273"
                     /db_xref="taxon:72733"
                     /country="Canada: Nunavut, Igloolik, Turton Bay, The Wall
                     (dive site)"
                     /lat_lon="69.372 N 81.791 W"
                     /collection_date="02-Aug-2001"
                     /identified_by="Erin Corstorphine"
                     /PCR_primers="fwd_seq: ttttttctactaaacacaaggatattgg,
                     rev_seq: taaacttcagggtgaccaaaaaatca"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actttatatc ttatagccgg agtgggggga ggagcatttg gaacttctat gagaaaaata
       61 atacgtatgg agttgtctca acctggttca ttgattcagg atgatcaaat ttataatgta
      121 atggttacat ctcatgcttt tctaatgatt ttttttatgg ttatgccaat aatgattggg
      181 ggttttggaa aatggttggt cccattaatg atagggtccc cagatatgat atttcctcga
      241 atgaataaaa tgagtttttg gttatcccct cctgctttta ttctcttaat ttcttcatta
      301 tacactgata ggggggtagg aactgggtga actatttacc ctccactttc taggtctatt
      361 gctcatgcag gtgggtgtgt agatctcgta attttttctc ttcatttggc tggagcttca
      421 tctattctag catctattaa ttttattgct acaattatca aaatgcgtgc tccaggtatg
      481 agaatggatt atcttcctct ttttatttgg tctatactta taactactgt tttattattg
      541 ttgtctttgc cggtctnggc tggggctatc acaatgttat taacggntcg taatatcaac
      601 acaacatttt ttgatcccac cggaggg
//
LOCUS       HM400539                 657 bp ds-DNA     linear   INV 10-AUG-2016
DEFINITION  Ophiacantha bidentata voucher BIOUG<CAN>:HLC-30779 cytochrome
            oxidase subunit 1 (COI) gene, partial cds; mitochondrial.
ACCESSION   HM400539
DBLINK      BioProject: PRJNA37833
KEYWORDS    BARCODE.
SOURCE      mitochondrion Ophiacantha bidentata
  ORGANISM  Ophiacantha bidentata
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   Corstorphine,E.A.
  TITLE     DNA barcoding of echinoderms: species diversity and patterns of
            molecular evolution
  JOURNAL   Thesis (2011) University of Guelph, Ontario, Canada
REFERENCE   2  (bases 1 to 658)
  CONSRTM   International Barcode of Life (iBOL)
  TITLE     iBOL Data Release
  JOURNAL   Unpublished
REFERENCE   3  (bases 1 to 658)
  CONSRTM   International Barcode of Life (iBOL)
  TITLE     Direct Submission
  JOURNAL   Submitted (01-JUN-2010) Biodiversity Institute of Ontario,
            University of Guelph, 50 Stone Rd West, Guelph, Ontario N1G2W1,
            Canada
COMMENT     ##International Barcode of Life (iBOL)Data-START## Barcode Index
            Number BOLD:AAD0922 Order Assignment Ophiurida iBOL Working Group
            iBOL:WG1.10 iBOL Release Status Phase 2 ##International Barcode of
            Life (iBOL)Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657



                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome oxidase subunit 1"
                     /protein_id="ADJ74298.1"
                     /db_xref="GI:300211815"
                     /translation="TLYLIAGVGGGAFGTSMSNIIRMELSQPGSLIQDDQIYNVMVTS
                     HAFLMIFFMVXPIMIGGFGNWLVPLMIGSPDMIFPRMNNMSFWLSPPAFILLISSLYT
                     DSGVGTGWTIYPPLSSSIAHAGGCVDLVIFSLHLAGASSILASINFIATIINMRAPGM
                     SMDYLPLFIWSILITTVLLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha bidentata"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /specimen_voucher="BIOUG<CAN>:HLC-30779"
                     /db_xref="BOLD:ECNN154-09.COI-5P"
                     /db_xref="taxon:72733"
                     /country="Canada: Nunavut, Resolute"
                     /lat_lon="74.684 N 94.857 W"
                     /collection_date="25-Aug-1995"
                     /PCR_primers="fwd_seq: ttttttctactaaacacaaggatattgg,
                     rev_seq: taaacttcagggtgaccaaaaaatca"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actttatatc ttatagccgg agtgggggga ggagcatttg gaacttctat gagaaaaata
       61 atacgtatgg agttgtctca acctggttca ttgattcagg atgatcaaat ttataatgta
      121 atggttacat ctcatgcttt tctaatgatt ttttttatgg ttatnccaat aatgattggg
      181 ggttttggaa aatggttggt cccattaatg atagggtccc cagatatgat atttcctcga
      241 atgaataaaa tgagtttttg gttatcccct cctgctttta ttctcttaat ttcttcatta
      301 tacactgata ggggggtagg aactgggtga actatttacc ctccactttc taggtctatt
      361 gctcatgcag gtgggtgtgt agatctcgta attttttctc ttcatttggc tggagcttca
      421 tctattctag catctattaa ttttattgct acaattatca aaatgcgtgc tccaggtatg
      481 agaatggatt atcttcctct ttttatttgg tctatactta taactactgt tttattattg
      541 ttgtctttgc cggtcttggc tggggctatc acaatgttat taactgatcg taatatcaac
      601 acaacatttt ttgatcccac cggagggggg gatcctatct tgttccaaca tttgttt
//
LOCUS       GU670188                 657 bp ds-DNA     linear   INV 10-AUG-2016
DEFINITION  Ophiacantha bidentata voucher BIOUG<CAN>:HLC-L13502 cytochrome
            oxidase subunit 1 (COI) gene, partial cds; mitochondrial.
ACCESSION   GU670188
DBLINK      BioProject: PRJNA37833
KEYWORDS    BARCODE.
SOURCE      mitochondrion Ophiacantha bidentata
  ORGANISM  Ophiacantha bidentata
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   Corstorphine,E.A.
  TITLE     DNA barcoding of echinoderms: species diversity and patterns of
            molecular evolution
  JOURNAL   Thesis (2011) University of Guelph, Ontario, Canada
REFERENCE   2  (bases 1 to 658)
  CONSRTM   International Barcode of Life (iBOL)
  TITLE     iBOL Data Release
  JOURNAL   Unpublished
REFERENCE   3  (bases 1 to 658)
  CONSRTM   International Barcode of Life (iBOL)
  TITLE     Direct Submission
  JOURNAL   Submitted (04-FEB-2010) Biodiversity Institute of Ontario,
            University of Guelph, 50 Stone Rd West, Guelph, Ontario N1G2W1,
            Canada
COMMENT     ##International Barcode of Life (iBOL)Data-START## Barcode Index
            Number BOLD:AAD0922 Order Assignment Ophiurida iBOL Working Group
            WG1.8 iBOL Release Status Phase 2 ##International Barcode of Life
            (iBOL)Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2



                     /transl_table=9
                     /product="cytochrome oxidase subunit 1"
                     /protein_id="ADH58788.1"
                     /db_xref="GI:296831803"
                     /translation="TLYLIAGVSGGAFGTSMSNIIRMELSQPGSLIQDDQIYNVMVTS
                     HAFLMIFFMVMPIMIGGFGNWLVPLMIGSPDMIFPRMNNMSFWLSPPAFILLISSLYT
                     DSGVGTGWTIYPPLSSSIAHAGGCVDLVIFSLHLAGASSILASINFIATIINMRAPGM
                     SMDYLPLFIWSILITTVLLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha bidentata"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /specimen_voucher="BIOUG<CAN>:HLC-L13502"
                     /db_xref="BOLD:ECNN093-08.COI-5P"
                     /db_xref="taxon:72733"
                     /country="Canada: Nunavut, Near Resolute Bay, Barrow
                     Strait, benthic drag"
                     /lat_lon="74.664 N 94.845 W"
                     /collection_date="20-Aug-2001"
                     /PCR_primers="fwd_seq: ttttttctactaaacacaaggatattgg,
                     rev_seq: taaacttcagggtgaccaaaaaatca"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actttgtatc ttatagccgg agtgagggga ggagcatttg gaacttctat gagaaaaata
       61 atacgtatgg agttgtctca acctggctca ttgattcagg atgatcaaat ttataatgta
      121 atggttacat ctcatgcttt tctaatgatt ttttttatgg ttatgccaat aatgattggg
      181 gggtttggaa aatggttggt tccattaatg atagggtccc cagatatgat atttcctcga
      241 atgaataaaa tgagtttttg gttatccccc cctgctttta ttctcttaat ttcttcatta
      301 tacactgata ggggggtagg aactgggtga actatttatc ccccactttc taggtctatt
      361 gctcatgcag gtgggtgtgt agatctcgta attttttctc ttcatttggc tggagcttca
      421 tctattctag catctattaa ttttattgct acaattatca aaatgcgtgc tccaggtatg
      481 agaatggatt atcttcctct ttttatttgg tctatactta taactactgt tttattattg
      541 ttgtctttgc cggtcttggc tggggctatc acaatgttat taactgatcg taatatcaat
      601 acaacatttt ttgatcccac cggagggggg gatcctatct tgttccaaca tttgttt
//
LOCUS       HM543033                 657 bp ds-DNA     linear   INV 10-AUG-2016
DEFINITION  Ophiacantha bidentata voucher BIOUG<CAN>:HLC-L20101 cytochrome
            oxidase subunit 1 (COI) gene, partial cds; mitochondrial.
ACCESSION   HM543033
KEYWORDS    BARCODE.
SOURCE      mitochondrion Ophiacantha bidentata
  ORGANISM  Ophiacantha bidentata
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   Corstorphine,E.A.
  TITLE     DNA barcoding of echinoderms: species diversity and patterns of
            molecular evolution
  JOURNAL   Unpublished
REFERENCE   2  (bases 1 to 658)
  AUTHORS   Corstorphine,E.A.
  TITLE     Direct Submission
  JOURNAL   Submitted (15-JUN-2010) Biodiversity Institute of Ontario,
            University of Guelph, 50 Stone Road E, Guelph, ON N1G 2W1, Canada
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome oxidase subunit 1"
                     /protein_id="ADK76491.1"
                     /db_xref="GI:301505576"
                     /translation="TLYLIAGVSGGAFGTSMSNIIRMELSQPGSLIQDDQIYNVMVTS
                     HAFLMIFFMVMPIMIGGFGNWLVPLMIGSPDMIFPRMNNMSFWLSPPAFILLISSLYT
                     DSGVGTGWTIYPPLSSSIAHAGGCVDLVIFSLHLAGASSILASINFIATIINMRAPGM
                     SMDYLPLFIWSILITTVLLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"



     source          <1..657
                     /organism="Ophiacantha bidentata"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /specimen_voucher="BIOUG<CAN>:HLC-L20101"
                     /db_xref="taxon:72733"
                     /country="Canada: Nunavut, Somerset Island, Creswell Bay"
                     /lat_lon="72.729 N 93.492 W"
                     /collection_date="15-Aug-2001"
                     /identified_by="Erin Corstorphine"
                     /PCR_primers="fwd_seq: ttttttctactaaacacaaggatattgg,
                     rev_seq: taaacttcagggtgaccaaaaaatca"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actttatatc ttatagccgg agtgagggga ggagcatttg gaacttctat gagaaaaata
       61 atacgtatgg agttgtctca acctggctca ttgattcagg acgatcaaat ttataatgta
      121 atggttacat ctcatgcttt tctaatgatt ttttttatgg ttatgccaat aatgattggg
      181 ggttttggaa aatggttggt cccattaatg atagggtccc cagatatgat atttcctcga
      241 atgaataaaa tgagtttttg gttatcccct cctgctttta ttcttttaat ttcttcatta
      301 tacactgata ggggggtagg aactgggtga actatttatc ctccactttc taggtctatt
      361 gctcatgcag gtgggtgtgt agatctcgta attttttctc ttcatttggc tggagcttca
      421 tctattctag catctattaa ttttattgct acaattatca aaatgcgtgc tccaggtatg
      481 agaatggatt atcttcctct ttttatttgg tctatactta taactactgt tttattattg
      541 ttgtctttgc cggtcttggc tggggctatc acaatgttat taactgatcg taatatcaac
      601 acaacatttt ttgatcccac cggagggggg gatcctatct tgttccaaca tctgttt
//
LOCUS       KF663165                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha pentactis* isolate OvMRsmt8882 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663165
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52782.1"
                     /db_xref="GI:566072460"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLIASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     TMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt8882"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"



ORIGIN      
        1 actctatacc tactatttgg tgcttgagca ggaactgttg ggacagccat gagaaaaata
       61 attcgtgtag aattatccca accaggttca ctaatacaag atgaccaagt ttataatgtt
      121 atggtcactg cccatgcctt cgtaatgata ttttttatgg taatgccaat aatgattggt
      181 ggattcggaa aatgattagt acccctcatg ataggggctc ctgatatggc attcccacga
      241 atgaacaaaa tgagcttttg gcttatccct ccttcatttt tattactaat agcctcagca
      301 ggaaaagaaa gaggagtagg gacagggtga acattatacc ccccactttc taggaccata
      361 gcccacgcag gaggatgtgt agatttagct attttttccc tacatctagc cggagcttca
      421 tctattatgg cctcaattaa atttattacc acaattataa aaatgcgagc cccaggtatg
      481 acaatggatc ggctacccct ttttatatgg tcaatattta ttacaactat attacttctt
      541 ctatcactcc cagtattagc cggtgcaata acaatgttac tcactgaccg taaaattaat
      601 acaacattct ttgacccaac aggaggagga gaccccatcc tatttcaaca tctgttc
//
LOCUS       KF663175                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSd961 cytochrome c oxidase subunit
            I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663175
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52792.1"
                     /db_xref="GI:566072480"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSd961"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663176                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSd962 cytochrome c oxidase subunit
            I (COI) gene, partial cds; mitochondrial.



ACCESSION   KF663176
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52793.1"
                     /db_xref="GI:566072482"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSd962"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663177                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSd991 cytochrome c oxidase subunit
            I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663177
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,



            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52794.1"
                     /db_xref="GI:566072484"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSd991"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663178                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSd992 cytochrome c oxidase subunit
            I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663178
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52795.1"
                     /db_xref="GI:566072486"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"



     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSd992"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgattggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc attttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663179                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSd993 cytochrome c oxidase subunit
            I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663179
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52796.1"
                     /db_xref="GI:566072488"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSd993"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg



      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663180                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSg1061 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663180
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52797.1"
                     /db_xref="GI:566072490"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSg1061"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663181                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSg1062 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663181
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara



            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52798.1"
                     /db_xref="GI:566072492"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSg1062"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgattggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc attttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663182                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSg1063 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663182
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers



     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52799.1"
                     /db_xref="GI:566072494"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSg1063"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc attttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663184                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSg1065 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663184
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52801.1"
                     /db_xref="GI:566072498"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"



                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSg1065"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663185                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSp1021 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663185
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52802.1"
                     /db_xref="GI:566072500"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSp1021"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca



      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663186                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSp1022 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663186
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52803.1"
                     /db_xref="GI:566072502"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSp1022"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc attttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663187                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSp1023 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663187
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)



  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52804.1"
                     /db_xref="GI:566072504"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSp1023"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc attttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663188                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSp1024 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663188
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9



                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52805.1"
                     /db_xref="GI:566072506"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSp1024"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663189                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSp1025 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663189
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52806.1"
                     /db_xref="GI:566072508"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSp1025"
                     /db_xref="taxon:1401229"



     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatccca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggggtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663192                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvGSz95 cytochrome c oxidase subunit
            I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663192
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52809.1"
                     /db_xref="GI:566072514"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvGSz95"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggggga gaccctatct tattccaaca tttattc



//
LOCUS       KF663152                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvMRsmt1192 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663152
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52769.1"
                     /db_xref="GI:566072434"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt1192"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663153                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvMRsmt3331 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663153
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)



REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52770.1"
                     /db_xref="GI:566072436"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCIDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt3331"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgatagga
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggggtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcat cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtattagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatat tattccaaca tttattc
//
LOCUS       KF663154                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvMRsmt3332 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663154
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52771.1"
                     /db_xref="GI:566072438"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA



                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt3332"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663156                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvMRsmt5481 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663156
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52773.1"
                     /db_xref="GI:566072442"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt5481"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"



ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663157                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvMRsmt5482 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663157
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52774.1"
                     /db_xref="GI:566072444"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt5482"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgatagga
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggggtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtattagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatat tattccaaca tttattc
//
LOCUS       KF663158                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvMRsmt5483 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.



ACCESSION   KF663158
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52775.1"
                     /db_xref="GI:566072446"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt5483"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663159                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvMRsmt7791 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663159
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,



            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52776.1"
                     /db_xref="GI:566072448"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt7791"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663160                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvMRsmt7792 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663160
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52777.1"
                     /db_xref="GI:566072450"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"



     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt7792"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag atgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663161                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvMRsmt7821 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663161
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52778.1"
                     /db_xref="GI:566072452"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt7821"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg



      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663163                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvMRsmt7841 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663163
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52780.1"
                     /db_xref="GI:566072456"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt7841"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag atgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663168                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvMRsmt8943 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663168
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara



            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52785.1"
                     /db_xref="GI:566072466"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt8943"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattatttgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663169                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvMRsmt8944 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663169
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers



     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52786.1"
                     /db_xref="GI:566072468"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt8944"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663171                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvMRsmt8946 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663171
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52788.1"
                     /db_xref="GI:566072472"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"



                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt8946"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattatttgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tactactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663172                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvMRsmt8947 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663172
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52789.1"
                     /db_xref="GI:566072474"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt8947"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgagattttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca



      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663193                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvSHeh1391 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663193
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52810.1"
                     /db_xref="GI:566072516"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvSHeh1391"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattatttgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663196                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvSHeh1394 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663196
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)



  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52813.1"
                     /db_xref="GI:566072522"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvSHeh1394"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttggcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663197                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSb1251 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663197
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9



                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52814.1"
                     /db_xref="GI:566072524"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSb1251"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattatttgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663198                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSb1252 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663198
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52815.1"
                     /db_xref="GI:566072526"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSb1252"
                     /db_xref="taxon:1401229"



     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663199                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSb1253 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663199
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52816.1"
                     /db_xref="GI:566072528"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSb1253"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc



//
LOCUS       KF663201                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSmm342 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663201
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52818.1"
                     /db_xref="GI:566072532"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSmm342"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663202                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSmm343 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663202
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)



REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52819.1"
                     /db_xref="GI:566072534"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSmm343"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663204                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSu121 cytochrome c oxidase subunit
            I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663204
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52821.1"
                     /db_xref="GI:566072538"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA



                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSu121"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattatttgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663205                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSu122 cytochrome c oxidase subunit
            I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663205
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52822.1"
                     /db_xref="GI:566072540"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSu122"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"



ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag atgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663206                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSu123 cytochrome c oxidase subunit
            I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663206
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52823.1"
                     /db_xref="GI:566072542"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSu123"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattatttgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663207                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSu124 cytochrome c oxidase subunit
            I (COI) gene, partial cds; mitochondrial.



ACCESSION   KF663207
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52824.1"
                     /db_xref="GI:566072544"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSu124"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag atgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663212                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSz9581 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663212
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,



            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52829.1"
                     /db_xref="GI:566072554"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSz9581"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattatttgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgagattttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663213                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSz9582 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663213
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52830.1"
                     /db_xref="GI:566072556"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"



     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSz9582"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag atgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663214                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSz9583 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663214
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52831.1"
                     /db_xref="GI:566072558"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFTTTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSz9583"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtt
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg



      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggggtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta ccacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663215                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSz9584 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663215
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52832.1"
                     /db_xref="GI:566072560"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSz9584"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag atgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663208                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSz56521 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663208
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara



            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52825.1"
                     /db_xref="GI:566072546"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSz56521"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag acgaccaagt ctataatgtc
      121 atggttactg cccatgcctt tgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663209                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara* isolate OvTSz56522 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663209
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers



     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52826.1"
                     /db_xref="GI:566072548"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLVPLMIGAPDMAFPRMNNMSFWLIPPSFLLLVASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     LMDRLPLFIWSIFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"
                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvTSz56522"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 actctatatt tattattcgg tgcttgagct ggtaccgtcg gaacagccat gagaaaaata
       61 attcgtgtag aactatctca accaggttca ctaatccaag atgaccaagt ctataatgtc
      121 atggttactg cccatgcctt cgtaatgata tttttcatgg ttatgccaat aatgataggg
      181 ggattcggaa aatgattagt ccctctcatg ataggagcac ctgatatggc atttccacga
      241 atgaacaaaa tgaggttttg acttatcccc ccctcatttt tgctactagt tgcctcagca
      301 ggaaaagaaa gaggagtagg aacaggatga acattatacc ccccactctc aagaactata
      361 gcccatgcgg gaggatgcgt cgacttagcc atcttttctc ttcatctagc aggagcctca
      421 tcaatcatgg cctcaattaa atttataact actattataa aaatgcgagc tccgggtatg
      481 ttaatggacc gactacccct ttttatatga tcaatattta tcacaactat attacttctt
      541 ctatcacttc cagtactagc cggcgcaata acaatgctac tcactgatcg taaaattaat
      601 acaacattct ttgaccccac aggaggagga gaccctatct tattccaaca tttattc
//
LOCUS       KF663174                 657 bp ds-DNA     linear   INV 19-SEP-2016
DEFINITION  Ophiacantha vivipara isolate OvMRsmt9981 cytochrome c oxidase
            subunit I (COI) gene, partial cds; mitochondrial.
ACCESSION   KF663174
KEYWORDS    .
SOURCE      mitochondrion Ophiacantha vivipara
  ORGANISM  Ophiacantha vivipara
            Eukaryota; Metazoa; Echinodermata; Eleutherozoa; Asterozoa;
            Ophiuroidea; Ophiuridea; Ophiurida; Ophiurina; Ophiacanthidae;
            Ophiacantha.
REFERENCE   1  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Limited phylogeographic structure for five bathyal ophiuroids at
            continental scales
  JOURNAL   Deep Sea Res. Part I Oceanogr. Res. Pap. 84, 18-28 (2014)
REFERENCE   2  (bases 1 to 658)
  AUTHORS   O'Hara,T.D., England,P.R., Gunasekera,R.M. and Naughton,K.M.
  TITLE     Direct Submission
  JOURNAL   Submitted (06-SEP-2013) Sciences, Museum Victoria, GPO Box 666,
            Melbourne, Victoria 3001, Australia
COMMENT     ##Assembly-Data-START## Sequencing Technology Sanger dideoxy
            sequencing ##Assembly-Data-END##
FEATURES             Location/Qualifiers
     CDS             <1..>657
                     /gene="COI"
                     /codon_start=2
                     /transl_table=9
                     /product="cytochrome c oxidase subunit I"
                     /protein_id="AHC52791.1"
                     /db_xref="GI:566072478"
                     /translation="TLYLLFGAWAGTVGTAMSNIIRVELSQPGSLIQDDQVYNVMVTA
                     HAFVMIFFMVMPIMIGGFGNWLIPLMIGAPDMAFPRMNNMSFWLIPPSFLLLIASAGN
                     ESGVGTGWTLYPPLSSTIAHAGGCVDLAIFSLHLAGASSIMASINFITTIINMRAPGM
                     SMDRLPLFIWSVFITTILLLLSLPVLAGAITMLLTDRNINTTFFDPTGGGDPILFQHL
                     F"
     gene            <1..>657
                     /gene="COI"
     source          <1..657
                     /organism="Ophiacantha vivipara"



                     /organelle="mitochondrion"
                     /mol_type="genomic DNA"
                     /isolate="OvMRsmt9981"
                     /db_xref="taxon:1401229"
     misc_feature    
                     /Original_Bases="A"
                     /label="A"
                     /note="Geneious type: Editing History Deletion"
ORIGIN      
        1 accctatatc tactattcgg agcttgagca ggtactgttg gaacagccat gagaaaaata
       61 atccgtgttg aattatccca accaggttca cttatccaag atgaccaagt ttacaatgtt
      121 atggtcactg cccatgcctt tgtaatgata ttttttatgg ttatgccaat aatgatagga
      181 ggattcggaa aatggttaat ccctcttatg ataggagcgc ctgatatggc attcccacga
      241 atgaataaaa tgagcttttg gcttatccct ccctcattct tattgttaat tgcttcagca
      301 gggaaagaaa gaggagtagg gacaggatga accctgtacc cccccctttc tagaactata
      361 gctcacgcgg ggggatgtgt tgatttagct atattttctc ttcatttggc tggagcctca
      421 tcaattatgg cctcaattaa atttataaca actattataa aaatgcgggc cccaggaatg
      481 tccatggacc gcctacccct ttttatatgg tcagtattta tcacaaccat attacttctc
      541 ctatcactcc cagtactagc cggtgcaata acaatgctac ttactgaccg taaaattaac
      601 acaacattct ttgacccaac cggagggggg gaccctattc tatttcaaca tttattt
//


