
	
	
Figure	 S4:	 Multiple	 sequence	 alignment	 of	 Aurora	 Kinase	 (AUK)	 orthologous	
from	 the	 indicated	 species.	 Sequences	were	 aligned	 using	 the	 Clustal	 Omega	 tool	
(https://www.ebi.ac.uk/Tools/msa/clustalo/).	The	active	site	and	the	activation	loop	
of	the	enzyme	from	those	species	is	indicated.	
	


