1.00

0.7

(63}

0.5

Relative abundance
o

ooo/NBE NN anaHRRRER - ARESsRE
~H |41 5 6 [ 7 [8 ]9 [10]11]12]13 |14 | 15| 16 |

1.1 213 12 17 _|Seal #

0.2

(63}

Louse sample ID

b)

0.125 4
8
c 0.1001 | °
©
©
g i °
o 0.0751 °
© 1 ° o
[)) i .
= i
= ]
© 0.050 . h
()] L ®
°
o o
= *!*** * %
0.000 1 ] ° . B o o
NEIFIFIRIF SIPIP P SRIP I GEAP SR EP G T aP aP g r T SRR
Ry °°‘°®°&«®‘\°‘@°c;°‘°°e‘3‘°(:e'°°fe'°°®@°°@'°°%°\\\{“&@‘“ﬁ@%@°%@°°%\\w“g:‘<“«@%‘°fé‘°i P s
NPAR 4000 & o @ o o 0,000'\ O A% R N AT O QOQ\ Vi W LQ @
PP MW A WP o PP PR P PO @I E R0 Rt R S
RPN & B0 @ o NP ST e o s O R g
0"5}6 A ‘eg\bQ& (;\&éo" @504}"00 & &°Q0@<}0‘\ & @éé\\eQ o A°0Kf0&$0@é?%°5ke‘&*\fo"a\\é‘&i‘}a\; ?yv'b(}ao\"%o fp\\\;e;\‘c’o o“,b%&"&&@
P NP 5 W@ Q0 o2 P e PO f AP 3 N
(}(\0\%}\{@’ Ay o® & 0‘\6'\60‘@‘\00\00 o"%o (}00‘\(}’06:’@‘\\) *d“ < ifb@'&\o R \\é\‘ \‘i@@ © ea‘)d‘
LY, o VQ@‘\XQQQ\QQGQ5 PN D) B\ & O
¢ \\’0 O O o 07 X ¢
Q7 ,b(\e’ & ¢S & &
& o o
N
OC?
&
N\
¢
&
R
2@
&
S
XQ'
&
&
o

Figure S2. Kaiju data (species level). (a) Stacked bar plot showing bacterial relative abundances in
each seal louse sample. Note that samples are sorted according to host individual (i.e., samples from
the same seal are next to each other). (b) Boxplots summarizing the relative abundance of each
taxon across all louse samples.



