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Figure S-3. AIC versus theoretical maximum eDNA proportion at banks downstream from
fish (Pmax) for the full and reduced dataset. The reduced dataset excludes distances > 1600 m,
which were not sampled for all streams. Even lateral eDNA dispersion across a stream (i.e.
across one midstream and both bankside samples) would result in an optimum Pmax value of

0.67.



