
CLUSTAL O(1.2.4) multiple sequence alignment 

 

SP|P14679|TYRO_HUMAN MLLAVLYCLLWSFQTSAGHFPRACVSSKNLMEKECCPPWSGDRSPCGQLSGRGSCQNILL 60 

SP|Q9BDE0|TYRO_GORGO MLLAVLYCLLWSFQTSAGHFPRACVSSKNLMEKECCPPWSGDRSPCGQLSGRGSCQNILL 60 

SP|P54834|TYRO_CANLF MLLAALCCLLWSFRTSTGHFPRACASSKSLMEKECCPPWSGDGSPCGQLSGRGACQDIIL 60 

SP|Q8MIU0|TYRO_BOVIN MLLAALYCLLWSFRTSAGHFPRACASSKSLTEKECCPPWAGDGSPCGRLSGRGSCQDVIL 60 

SP|P11344|TYRO_MOUSE MFLAVLYCLLWSFQISDGHFPRACASSKNLLAKECCPPWMGDGSPCGQLSGRGSCQDILL 60 

SP|P55024|TYRO_CHICK MFLFAMGLLLVILQPSTGQFPRVCANTQSLLRKECCPPWDGDGTPCGERSNRGTCQRILL 60 

*:* .: ** :: * *:***.*..::.* ******* ** :***. *.**:** ::* 

 

SP|P14679|TYRO_HUMAN SNAPLGPQFPFTGVDDRESWPSVFYNRTCQCSGNFMGFNCGNCKFGFWGPNCTERRLLVR 120 

SP|Q9BDE0|TYRO_GORGO SNAPLGPQFPFTGVDDRESWPSVFYNRTCQCSGNFMGFNCGNCKFGFWGPNCTERRLLVR 120 

SP|P54834|TYRO_CANLF SNAPFGPQFPFTGVDDRESWPSVFYNRTCQCFGNFMGFNCGNCKFGFWGQNCTEKRLLVR 120 

SP|Q8MIU0|TYRO_BOVIN STAPLGPQFPFTGVDDRESWPSIFYNRTCQCFSNFMGFNCGSCKFGFRGPRCTERRLLVR 120 

SP|P11344|TYRO_MOUSE SSAPSGPQFPFKGVDDRESWPSVFYNRTCQCSGNFMGFNCGNCKFGFGGPNCTEKRVLIR 120 

SP|P55024|TYRO_CHICK SQAPLGPQFPFSGVDDREDWPSVFYNRTCRCRGNFMGFNCGECKFGFSGQNCTERRLRTR 120 

* ** ******.******.***:******:* .********.***** * .***:*: * 

 

SP|P14679|TYRO_HUMAN RNIFDLSAPEKDKFFAYLTLAKHTISSDYVIPIGTYGQMKNGSTPMFNDINIYDLFVWMH 180 

SP|Q9BDE0|TYRO_GORGO RNIFDLSAPEKDKFFAYLTLAKHTISSDYVIPIGTYGQMKNGSTPMFNDINIYDLFVWMH 180 

SP|P54834|TYRO_CANLF KNIFDLSVPEKNKFLAYLTLAKHTTSPDYVIPTGTYGQMNNGSTPMFNDINIYDLFVWMH 180 

SP|Q8MIU0|TYRO_BOVIN RNIFDLSVPEKNKFLAYLTLAKHTTSPDYVIPTGTYGQMNHGTTPLFNDVSVYDLFVWMH 180 

SP|P11344|TYRO_MOUSE RNIFDLSVSEKNKFFSYLTLAKHTISSVYVIPTGTYGQMNNGSTPMFNDINIYDLFVWMH 180 

SP|P55024|TYRO_CHICK RNIFQLTISEKDKFLAYLNLAKNIPSKDYVIATGTYAQMNNGSNPMFRNINVYDLFVWMH 180 
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SP|P14679|TYRO_HUMAN YYVSMDALLGGSEIWRDIDFAHEAPAFLPWHRLFLLRWEQEIQKLTGDENFTIPYWDWRD 240 

SP|Q9BDE0|TYRO_GORGO YYVSMDALLGGSEIWRDIDFAHEAPAFLPWHRLFLLRWEQEIQKLTGDENFTIPYWDWRD 240 

SP|P54834|TYRO_CANLF YYVSRDTLLGGSEIWKDIDFAHEAPGFLPWHRLFLLLWEQEIQKLTGDENFTIPYWDWRD 240 

SP|Q8MIU0|TYRO_BOVIN YYVSRDTLLGDSEVWRDIDFAHEAPGFLPWHRLFLLLWEQEIQKLTGDENFTIPYWDWRD 240 

SP|P11344|TYRO_MOUSE YYVSRDTLLGGSEIWRDIDFAHEAPGFLPWHRLFLLLWEQEIRELTGDENFTVPYWDWRD 240 

SP|P55024|TYRO_CHICK YYASRDTLLGGSNVWRDIDFAHEAPGFLPWHRAFLLLWEREIQKITGDENFTIPYWDWRD 240 
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SP|P14679|TYRO_HUMAN AEKCDICTDEYMGGQHPTNPNLLSPASFFSSWQIVCSRLEEYNSHQSLCNGTPEGPLRRN 300 

SP|Q9BDE0|TYRO_GORGO AEKCDICTDEYMGGQHPTNPNLLSPASFFSSWQIVCSRLEEYNSHQSLCNGTPEGPLQRN 300 

SP|P54834|TYRO_CANLF AKSCDICTDEYMGGRNPANPNLLSPASFFSSWQIVCTRLEEYNSRQALCDGTPEGPLLRN 300 

SP|Q8MIU0|TYRO_BOVIN AENCDVCTDEYMGGRNPANPNLLSPASFFSSWQIVCSRLEEYNSRQALCNGTSEGPLLRN 300 

SP|P11344|TYRO_MOUSE AENCDICTDEYLGGRHPENPNLLSPASFFSSWQIICSRSEEYNSHQVLCDGTPEGPLLRN 300 

SP|P55024|TYRO_CHICK AEDCVICTDEYMGGQHPTNPNLLSPASFFSSWQVICTQSEEYNSQQALCNATSEGPILRN 300 
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SP|P14679|TYRO_HUMAN PGNHDKSRTPRLPSSADVEFCLSLTQYESGSMDKAANFSFRNTLEGFASPLTGIADASQS 360 

SP|Q9BDE0|TYRO_GORGO PGNHDKSRTPRLPSSADVEFCLSLTQYESGSMDKAANFSFRNTLEGFASPLTGIADASQS 360 

SP|P54834|TYRO_CANLF PGNHDKARTPRLPSSADVEFCLSLTQYESDSMDKAANFSFRNTLEGFASPLTGIADASQS 360 

SP|Q8MIU0|TYRO_BOVIN PGNHDKARTPRLPSSADVEFCLSLTQYESGSMDKAANFSFRNTLEGFADPVTGIADASQS 360 

SP|P11344|TYRO_MOUSE PGNHDKAKTPRLPSSADVEFCLSLTQYESGSMDRTANFSFRNTLEGFASPLTGIADPSQS 360 

SP|P55024|TYRO_CHICK PGNNDKSRTPRLPSSSEVEFCLTLTQYESGSMDKMANYSFRNTLEGFADPHTAISNISQS 360 

***:**::*******::*****:******.***: **:**********.* *.*:: *** 

 

SP|P14679|TYRO_HUMAN SMHNALHIYMNGTMSQVQGSANDPIFLLHHAFVDSIFEQWLRRHRPLQEVYPEANAPIGH 420 

SP|Q9BDE0|TYRO_GORGO SMHNALHIYMNGTMSQVQGSANDPIFLLHHAFVDSIFEQWLRRHRPLQEVYPEANAPIGH 420 

SP|P54834|TYRO_CANLF SMHNALHIYMNGTMSQVPGSANDPIFLLHHAFVDSIFEQWLRRHHPLREVYPEANAPIGH 420 

SP|Q8MIU0|TYRO_BOVIN SMHNALHIYMNGTMSQVPGSANDPIFLLHHAFVDSIFEQWLRKYHPLQDVYPEANAPIGH 420 

SP|P11344|TYRO_MOUSE SMHNALHIFMNGTMSQVQGSANDPIFLLHHAFVDSIFEQWLRRHRPLLEVYPEANAPIGH 420 

SP|P55024|TYRO_CHICK GLHNALHIYMNGSMSQVQGSANDPIFILHHAFVDSIFERWLRRHRPMLEVYPAANAPIGH 420 

.:******:***:**** ********:***********:***:::*: :*** ******* 

 

SP|P14679|TYRO_HUMAN NRESYMVPFIPLYRNGDFFISSKDLGYDYSYLQDSDPDSFQDYIKSYLEQASRIWSWLLG 480 

SP|Q9BDE0|TYRO_GORGO NRESYMVPFIPLYRNGDFFISSKDLGYDYSYLQDSDPDSFQDYIKSYLEQASRIWSWLLG 480 

SP|P54834|TYRO_CANLF NRESYMVPFIPLYRNGDLFISSRDLGYDYSNLQESERDIFQDYIKPYLEQASRIWPWLIG 480 

SP|Q8MIU0|TYRO_BOVIN NRESYMVPFIPLYRNGDFFISSKDXGYDYSYLQDSEPDIFQDYIKPYLEQAQRIWPWLIG 480 

SP|P11344|TYRO_MOUSE NRDSYMVPFIPLYRNGDFFITSKDLGYDYSYLQESDPGFYRNYIEPYLEQASRIWPWLLG 480 

SP|P55024|TYRO_CHICK NRENYMVPFIPLYRNGEFFISSRELGYDYEYLQEPALGSFQDFLIPYLKQAHQIWPWLVG 480 

**:.************::**:*:: ****. **: . ::::: **:** :** **:* 

 

SP|P14679|TYRO_HUMAN AAMVGAVLTALLAGLVSLLCRHK---RKQLPEEKQPLLMEKEDYHSL-YQSHL 529 

SP|Q9BDE0|TYRO_GORGO AAMVGAVLTALLAGLVSLLCRHK---RKQLPEEKQPLLMEKEDYHSL-YQSHL 529 

SP|P54834|TYRO_CANLF AAVVGCVVTAVLGGLTSLLCRRN---RKQLHEEKQPLLMEKEDYHSLLYQTHL 530 

SP|Q8MIU0|TYRO_BOVIN AAVVGSVLTAVLGGLTSLLCRRK---RNQLPEEKQPLLMEKEDYHNLMYQSHL 530 

SP|P11344|TYRO_MOUSE AALVGAVIAAALSGLSSRLCLQKKKKKKQPQEERQPLLMDKDDYHSLLYQSHL 533 

SP|P55024|TYRO_CHICK AAVIGGIITAVLSGLIL-ACRK---KRKGTSPEIQPLLTESEDYNNVSYQSHF 529 
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