
GPC-1__1886568__Shinella_sp._CPCC_100929 Magnesium	transport	protein	CorA Sulfotransferase MOSC	domain	protein HD	domain	protein hypothetical	protein Phenylacetic	acid	degradation	protein DNA	repair	protein	RecO L,D-transpeptidase	catalytic	domain	protein Glyoxalase/bleomycin	resistance	protein/dihydroxybiphenyl	dioxygenase Putative	transmembrane	protein Bacterial	regulatory,	arsR	family	protein GPC-1 Putative	RNA-binding	transcriptional	regulator Bacterial	extracellular	solute-binding	family	protein Biofilm	architecture	maintenance	protein	MbaA Glycerophosphoryl	diester	phosphodiesterase	family	protein GTPase	Era Ribonuclease	3 Signal	peptidase	I hypothetical	protein 83.2 1
GPC-1__749995__Sinorhizobium_sp._RAC02 Magnesium	transport	protein	CorA Ribonuclease	VapC Antidote-toxin	recognition	MazE	family	protein MOSC	domain	protein HD	domain	protein hypothetical	protein Phenylacetic	acid	degradation	protein DNA	repair	protein	RecO L,D-transpeptidase	catalytic	domain	protein Glyoxalase/bleomycin	resistance	protein/dihydroxybiphenyl	dioxygenase Putative	transmembrane	protein Bacterial	regulatory,	arsR	family	protein GPC-1 Putative	RNA-binding	transcriptional	regulator Bacterial	extracellular	solute-binding	family	protein Biofilm	architecture	maintenance	protein	MbaA Glycerophosphoryl	diester	phosphodiesterase	family	protein GTPase	Era Ribonuclease	3 Signal	peptidase	I Holo-[acyl-carrier-protein]	synthase 84.8 1
GPC-1__1900839__Shinella_kummerowiae Magnesium	transport	protein	CorA Ribonuclease	VapC Antidote-toxin	recognition	MazE	family	protein MOSC	domain	protein HD	domain	protein hypothetical	protein Phenylacetic	acid	degradation	protein DNA	repair	protein	RecO L,D-transpeptidase	catalytic	domain	protein Glyoxalase/bleomycin	resistance	protein/dihydroxybiphenyl	dioxygenase Putative	transmembrane	protein Bacterial	regulatory,	arsR	family	protein GPC-1 Putative	RNA-binding	transcriptional	regulator Bacterial	extracellular	solute-binding	family	protein Biofilm	architecture	maintenance	protein	MbaA Glycerophosphoryl	diester	phosphodiesterase	family	protein GTPase	Era Ribonuclease	3 Signal	peptidase	I Holo-[acyl-carrier-protein]	synthase 84.5 1

BKC-1__810238__Shinella_zoogloeoides hypothetical	protein MFS	permease MOSC	domain-containing	protein Phosphohydrolase hypothetical	protein Phenylacetic	acid	degradation	protein DNA	repair	protein	RecO L,D-transpeptidase Putative	transmembrane	protein Transcriptional	regulator BKC-1 Putative	RNA-binding	transcriptional	regulator Bacterial	extracellular	solute-binding	family	protein Biofilm	architecture	maintenance	protein	MbaA GTPase	Era Ribonuclease	3 Signal	peptidase	I Holo-[acyl-carrier-protein]	synthase hypothetical	protein DUF3563	domain-containing	protein81.7 1
GPC-1__688343__Shinella_sp._65-6 MFS	permease Magnesium	transporter MOSC	domain-containing	protein Phosphohydrolase hypothetical	protein DNA	repair	protein	RecO L,D-transpeptidase Glyoxalase/bleomycin	resistance	protein/dihydroxybiphenyl	dioxygenase Putative	transmembrane	protein Transcriptional	regulator GPC-1 MarR	family	transcriptional	regulator Putative	RNA-binding	transcriptional	regulator Spermidine/putrescine	ABC	transporter	substrate-binding	protein	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein Ribonuclease	3 Signal	peptidase	I hypothetical	protein 81.9 1
BKC-1__1900842__Shinella_zoogloeoides hypothetical	protein Magnesium	transport	protein	CorA Ribonuclease	VapC Antidote-toxin	recognition	MazE	family	protein Fe-S	protein Phosphohydrolase hypothetical	protein Phenylacetic	acid	degradation	protein DNA	repair	protein	RecO L,D-transpeptidase Putative	transmembrane	protein Bacterial	regulatory,	arsR	family	protein BKC-1 Putative	RNA-binding	transcriptional	regulator Bacterial	extracellular	solute-binding	family	protein Biofilm	architecture	maintenance	protein	MbaA GTPase	Era Ribonuclease	3 Signal	peptidase	I Holo-[acyl-carrier-protein]	synthase hypothetical	protein DUF3563	domain-containing	protein 85.3 1

BKC-1__1832121__Klebsiella_pneumoniae_plasmid BKC-1 hypothetical	protein 100.0 2
BKC-1__1835504__Klebsiella_pneumoniae_plasmid ISKpn23-like hypothetical	protein MobC MobA hypothetical	protein C-terminal	modified	protein	Cac RepA Replication	protein	RepC hypothetical	protein APH BKC-1 100.0 1

GPC-1__916079__Shinella_sp._JR1-6 Holo-[acyl-carrier-protein]	synthase Signal	peptidase	I Ribonuclease	3 GTPase	Era Putative	glycerophosphoryl	diester	phosphodiesterase Biofilm	architecture	maintenance	protein	MbaA Norspermidine	sensor Putative	RNA-binding	transcriptional	regulator GPC-1 Regulatory	protein	ArsR Putative	transmembrane	protein Glyoxalase/bleomycin	resistance	protein/dihydroxybiphenyl	dioxygenase L,D-transpeptidase	catalytic	domain	protein DNA	repair	protein	RecO Phenylacetic	acid	degradation	protein Twin-arginine	translocation	pathway	signal hypothetical	protein Putative	HD	superfamily	hydrolase Fe-S	protein Sulfotransferase 92.9 4
GPC-1__917834__Shinella_granuli hypothetical	protein Signal	peptidase	I Ribonuclease	3 GTPase	Era Putative	glycerophosphoryl	diester	phosphodiesterase Biofilm	architecture	maintenance	protein	MbaA Norspermidine	sensor Putative	RNA-binding	transcriptional	regulator GPC-1 Regulatory	protein	ArsR Putative	transmembrane	protein Glyoxalase/bleomycin	resistance	protein/dihydroxybiphenyl	dioxygenase L,D-transpeptidase	catalytic	domain	protein DNA	repair	protein	RecO Phenylacetic	acid	degradation	protein hypothetical	protein hypothetical	protein Putative	HD	superfamily	hydrolase Fe-S	protein Magnesium	transport	protein	CorA 92.6 2
GPC-1__818156__Shinella_sp._WSJ-2 DUF3563	domain-containing	protein hypothetical	protein Holo-[acyl-carrier-protein]	synthase Signal	peptidase	I Ribonuclease	3 GTPase	Era Biofilm	architecture	maintenance	protein	MbaA Norspermidine	sensor Putative	RNA-binding	transcriptional	regulator GPC-1 Bacterial	regulatory,	arsR	family	protein Putative	transmembrane	protein Glyoxalase/bleomycin	resistance	protein/dihydroxybiphenyl	dioxygenase L,D-transpeptidase	catalytic	domain	protein DNA	repair	protein	RecO Phenylacetic	acid	degradation	protein hypothetical	protein HD	domain	protein MOSC	domain	protein Magnesium	transport	protein	CorA hypothetical	protein 81.8 1
GPC-1__551869__Rhizobiaceae_bacterium_UBA3138 DUF3563	domain-containing	protein hypothetical	protein Holo-[acyl-carrier-protein]	synthase Signal	peptidase	I Ribonuclease	3 hypothetical	protein Biofilm	architecture	maintenance	protein	MbaA ISL3-like Putative	RNA-binding	transcriptional	regulator GPC-1 Bacterial	regulatory,	arsR	family	protein Putative	transmembrane	protein Glyoxalase/bleomycin	resistance	protein/dihydroxybiphenyl	dioxygenase L,D-transpeptidase	catalytic	domain	protein DNA	repair	protein	RecO hypothetical	protein HD	domain	protein MOSC	domain	protein Magnesium	transport	protein	CorA MFS	permease 78.8 1
GPC-1__704670__Shinella_sp._MEC089 DUF3563	domain-containing	protein hypothetical	protein Holo-[acyl-carrier-protein]	synthase Signal	peptidase	I Ribonuclease	3 hypothetical	protein Biofilm	architecture	maintenance	protein	MbaA Norspermidine	sensor Putative	RNA-binding	transcriptional	regulator GPC-1 Transcriptional	regulator Aerobic-type	carbon	monoxide	dehydrogenase	small	subunit	CoxS/CutS	homologs L,D-transpeptidase	catalytic	domain	protein DNA	repair	protein	RecO hypothetical	protein HD	domain	protein MOSC	domain	protein Magnesium	transport	protein	CorA MFS	permease 80.1 2

GPC-1__1900844__Shinella_sp._AETb1-6 hypothetical	protein MFS	permease Magnesium	transport	protein	CorA MOSC	domain	protein HD	domain	protein hypothetical	protein DNA	repair	protein	RecO L,D-transpeptidase	catalytic	domain	protein Putative	transmembrane	protein Transcriptional	regulator GPC-1 Putative	RNA-binding	transcriptional	regulator Norspermidine	sensor Biofilm	architecture	maintenance	protein	MbaA GTPase	Era Ribonuclease	3 Signal	peptidase	I Holo-[acyl-carrier-protein]	synthase hypothetical	protein DUF3563	domain-containing	protein 80.1 1
GPC-1__1886571__Shinella_curvata hypothetical	protein Magnesium	transport	protein	CorA Fe-S	protein HD	domain	protein hypothetical	protein Phenylacetic	acid	degradation	protein DNA	repair	protein	RecO L,D-transpeptidase Glyoxalase/bleomycin	resistance	protein/dihydroxybiphenyl	dioxygenase Putative	transmembrane	protein Bacterial	regulatory,	arsR	family	protein GPC-1 Putative	RNA-binding	transcriptional	regulator Bacterial	extracellular	solute-binding	family	protein Biofilm	architecture	maintenance	protein	MbaA GTPase	Era Ribonuclease	3 Signal	peptidase	I Holo-[acyl-carrier-protein]	synthase hypothetical	protein DUF3563	domain-containing	protein 81.5 1
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