
FosA2__680030__Enterobacter_kobei hypothetical	protein Topoisomerase	II hypothetical	protein Cytosine-specific	methyltransferase HNH	nuclease Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein Klebicin	B Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 95.0 5
FosA2__805177__Enterobacter_kobei hypothetical	protein Putative	PD-(D/E)XK	family	member Z1	domain-containing	protein Histidine	kinase-,	DNA	gyrase	B-,	and	HSP90-like	ATPase HNH	nuclease Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 95.0 5
FosA2__650203__Enterobacter_kobei Ssb von	Willebrand	factor	type	A hypothetical	protein hypothetical	protein Rha	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Klebicin	B Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein QacG2 hypothetical	protein 93.6 2
FosA2__669086__Enterobacter_kobei Uncharacterised	protein Domain	of	uncharacterised	function	(DUF932) DNA	repair	protein	RadC YafW	family	antitoxin YpjF	toxin	protein Z1226	protein HNH	nuclease Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein Klebicin	B Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 93.6 3
FosA2__610690__Enterobacter_kobei Antirestriction	protein DNA	repair	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein HNH	nuclease Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein Diguanylate	cyclase Uncharacterised	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein QacG2 hypothetical	protein 93.6 4
FosA2__661383__Enterobacter_kobei hypothetical	protein hypothetical	protein ATP-binding	protein RES	domain	protein hypothetical	protein HNH	nuclease Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein Klebicin	B Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 93.6 1
FosA2__1843464__Enterobacter_hormaechei hypothetical	protein Uncharacterized	conserved	protein Restriction	endonuclease hypothetical	protein Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein Cloacin hypothetical	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	proteinhypothetical	protein 93.6 1
FosA2__671992__Enterobacter_hormaechei Antirestriction	protein DNA	repair	protein Antitoxin	of	the	YpjF-YfjZ	toxin-antitoxin	system Toxin hypothetical	protein Restriction	endonuclease HNH	nuclease Toxic	protein	SymE Uncharacterised	protein hypothetical	protein Colicin	immunity	protein Cloacin Klebicin	B Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 1
FosA2__552129__Enterobacter_hormaechei Domain	of	uncharacterised	function	(DUF932) DNA	repair	protein	RadC Antitoxin	YeeU Toxin	of	the	YpjF-YfjZ	toxin-antitoxin	system Z1226	protein Restriction	endonuclease Macrolide	phosphotransferase Toxic	protein	SymE Colicin	immunity	protein/pyocin	immunity	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter Recombination	endonuclease	VII N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 1
FosA2__904004__Enterobacter_hormaechei YagBYeeUYfjZ	family	protein YpjF	toxin	protein Z1226	protein Restriction	endonuclease HNH	nuclease Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein/pyocin	immunity	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase hypothetical	protein hypothetical	protein DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein Histidine	kinase hypothetical	protein 95.0 1
FosA2__613862__Enterobacter_roggenkampii hypothetical	protein Putative	endonuclease,	HNH	family Uncharacterised	protein Uncharacterised	protein Recombination	endonuclease	VII hypothetical	protein Predicted	integrase Macrolide	phosphotransferase Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein Klebicin	B Uncharacterised	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein QacG2 93.6 1
FosA2__562776__Enterobacter_cloacae hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Putative	capsid	protein Putative	endonuclease,	HNH	family Uncharacterised	protein Uncharacterised	protein Recombination	endonuclease	VII Predicted	integrase Macrolide	phosphotransferase Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 97.2 2
FosA2__831082__Enterobacter_hormaechei Uncharacterised	protein Uncharacterised	protein Putative	capsid	protein Putative	endonuclease,	HNH	family Uncharacterised	protein Uncharacterised	protein Recombination	endonuclease	VII hypothetical	protein Predicted	integrase HNH	nuclease Toxic	protein	SymE Conjugal	transfer	protein RNA	methyltransferase Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 94.3 4
FosA2__563698__Enterobacter_cloacae Putative	capsid	protein Putative	endonuclease,	HNH	family Uncharacterised	protein Uncharacterised	protein Recombination	endonuclease	VII Type	II	restriction	enzyme	NmeDIP Modification	methylase Acriflavin	resistance	protein	AcrA Restriction	endonuclease Toxic	protein	SymE Conjugal	transfer	protein RNA	methyltransferase Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 94.3 2
FosA2__608057__Enterobacter_cloacae hypothetical	protein hypothetical	protein hypothetical	protein HNH	endonuclease Restriction	endonuclease Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 2
FosA2__551717__Enterobacter_cloacae hypothetical	protein hypothetical	protein NgrB	family	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Transposase Transposase Toxic	protein	SymE Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrBC	5-methylcytosine	restriction	system	component	family	protein ATP-binding	protein Arylesterase MFS	transporter DoxX	family	protein 95.7 2
FosA2__1597445__Enterobacter_roggenkampii hypothetical	protein Prophage	CP4-57	regulatory	family	protein hypothetical	protein Uncharacterised	protein p4	phage	protein Plasmid	and	phage	DNA	primase HNH	nuclease Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator Queuine	tRNA-ribosyltransferase Sugar	transporter	protein McrBC	5-methylcytosine	restriction	system	component	family	protein ATP-binding	protein Arylesterase MFS	transporter Autoinducer	2-degrading	protein	LsrG 95.7 1
FosA8__551743__Leclercia_sp._UBA2479 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Phosphoadenosine	phosphosulfate	reductase	family	protein hypothetical	protein Endoribonuclease	SymE FosA8 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sodium:galactoside	symporter MFS	transporter Enolase Dihydrodipicolinate	synthase	family	protein 2-keto-3-deoxy-galactonokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Transcriptional	regulator hypothetical	protein 84.3 1
FosA8__552400__Leclercia_sp._UBA5958 hypothetical	protein Tellurite	resistance	protein HNH	endonuclease hypothetical	protein Putative	L-rhamnose	permease Alpha-L-rhamnosidase Porin Endoribonuclease	SymE FosA8 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sodium:galactoside	symporter MFS	transporter Enolase Dihydrodipicolinate	synthase	family	protein 2-keto-3-deoxy-galactonokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Transcriptional	regulator 84.3 1
FosA8__603007__Enterobacter_cloacae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Tellurite	resistance	protein HNH	endonuclease Endoribonuclease	SymE hypothetical	protein hypothetical	protein hypothetical	protein FosA8 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sodium:galactoside	symporter MFS	transporter Enolase Dihydrodipicolinate	synthase	family	protein 2-keto-3-deoxy-galactonokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Transcriptional	regulator 85.0 1

FosA2__669138__Enterobacter_hormaechei_subsp._xiangfangensis Uncharacterised	protein Sel1	repeat	protein Uncharacterised	protein H-NS-like	DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Dipicolinate	synthase Macrolide	phosphotransferase Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 95.0 1
FosA2__646278__Enterobacter_sp._HMSC16D10 hypothetical	protein Plectin-1	PLTN	PCN	Hemidesmosomal	protein	1	HD1	Plectin-6	Plectin-11 Cytoplasmic	protein Membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein QacG2 92.9 1
FosA2__669133__Enterobacter_hormaechei_subsp._xiangfangensis Putative	transposase Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 3
FosA2__1857653__Enterobacter_hormaechei hypothetical	protein DNA	restriction	subunit	(Type	III	restriction	and	modification	system),	similar	to	LlaFI hypothetical	protein hypothetical	protein Tetracycline	repressor	protein	tetR Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 3
FosA2__564266__Enterobacter_cloacae hypothetical	protein hypothetical	protein Transposase Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Putative	phage-associated	acyl	carrier	protein Hcp	family	T6SS	protein	CtsH1 hypothetical	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein QacG2 hypothetical	protein 97.2 2
FosA2__674962__Enterobacter_roggenkampii Chromosome	partitioning	protein	ParB Transcriptional	regulator,	AlpA	family hypothetical	protein HNH	endonuclease hypothetical	protein hypothetical	protein hypothetical	protein HNH	nuclease Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 97.2 1
FosA2__615453__Enterobacter_roggenkampii hypothetical	protein Uncharacterised	protein Resolvase,	N-terminal	domain	protein Uncharacterised	protein DNA-binding	helix-turn-helix	protein HNH	nuclease Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein QacG2 95.7 3
FosA2__1858132__Enterobacter_kobei DNA	helicase Type	11	methyltransferase Uncharacterised	protein Tetracycline	repressor	protein	tetR Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 95.0 1
FosA2__943837__Enterobacter_asburiae Antitoxin	YeeU Toxin Z1226	protein HNH	nuclease Toxic	protein	SymE hypothetical	protein hypothetical	protein Guanine	deaminase hypothetical	protein Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 1

FosA3__1129925__Salmonella_enterica_subsp._enterica_serovar_Infantis hypothetical	protein FosA3 Uncharacterised	protein hypothetical	protein hypothetical	protein IS3-like Transposase 100.0 93
FosA3__1902655__Escherichia_coli Macrolide	phosphotransferase MFS	transporter Macrolide	2'-phosphotransferase IS6-like FosA3 Tn3 100.0 6
FosA3__693412__Escherichia_coli Macrolide	phosphotransferase MFS	transporter hypothetical	protein IS6-like FosA3 Uncharacterised	protein CadC	family	transcriptional	regulator TetR	family	transcriptional	regulator 100.0 6
FosA3__1902518__Escherichia_coli FosA3 Uncharacterised	protein CadC	family	transcriptional	regulator 93.5 32
FosA3__1822488__Salmonella_enterica_subsp._enterica_serovar_Typhimurium hypothetical	protein FosA3 hypothetical	protein hypothetical	protein 93.5 1
FosA3__671865__Kluyvera_georgiana Phosphate	propanoyltransferase BMC	domain-containing	protein Choline	trimethylamine-lyase	activating	enzyme Choline	trimethylamine-lyase Alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM FosA3 Uncharacterised	protein CadC	family	transcriptional	regulator TetR	family	transcriptional	regulator Putative	secreted	protein Amino	acid	ABC	transporter	substrate-binding	protein,	PAAT	family ATP-binding	component	of	an	ABC	superfamily	phosphate	transporter Permease	component	of	a	glutamate/aspartate	transporter Glutamate	transport	membrane-spanning	protein Uncharacterized	protein	YccJ NAD(P)H	dehydrogenase	(quinone) hypothetical	protein Stress-induced	acidophilic	repeat	motif-containing	protein TetR	family	transcriptional	regulator Putative	secreted	protein hypothetical	protein 93.5 65
FosA3__1794393__Escherichia_coli hypothetical	protein Choline	trimethylamine-lyase Alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM NAD(P)H	dehydrogenase Transcriptional	regulator FosA3 Uncharacterised	protein CadC	family	transcriptional	regulator TetR	family	transcriptional	regulator Late	histone	H1 Putative	secreted	protein Amino	acid	ABC	transporter	substrate-binding	protein,	PAAT	family ATP-binding	component	of	an	ABC	superfamily	phosphate	transporter IS6-like Glutamate	transport	membrane-spanning	protein Uncharacterized	protein	YccJ NAD(P)H	dehydrogenase	(quinone) hypothetical	protein Stress-induced	acidophilic	repeat	motif-containing	protein TetR	family	transcriptional	regulator Putative	secreted	protein hypothetical	protein 98.6 1
FosA3__769331__Escherichia_coli FosA3 Uncharacterised	protein IS91-like hypothetical	protein hypothetical	protein Resolvase hypothetical	protein Uncharacterised	protein Diguanylate	cyclase Hnh Uncharacterised	protein DUF305	domain-containing	protein Copper-binding	protein hypothetical	protein 100.0 6
FosA3__1796619__Escherichia_coli hypothetical	protein FosA3 99.3 4
FosA3__992409__Salmonella_enterica_subsp._enterica_serovar_Infantis FosA3 Uncharacterised	protein CadC	family	transcriptional	regulator TetR	family	transcriptional	regulator Ankyrin	repeat	family	protein Aac(3)IV hypothetical	protein IS6-like Truncated	transposase Putative	transposase	(Fragment) 100.0 3
FosA3__1838846__Klebsiella_pneumoniae_plasmid Replication	initiation	protein	belongs	to	the	incFII	repa	family IS1236	transposase	family	protein Transposase	insF	for	insertion	sequence	IS3C IS3-like hypothetical	protein Endo-1,4-beta-xylanase	A Maltoporin IS5-like Ankyrin	repeat	family	protein FosA3 Uncharacterised	protein CadC	family	transcriptional	regulator TetR	family	transcriptional	regulator Ankyrin	repeat	family	protein Transposase	for	transposon	Tn1721 Transposase IS5-like Bacteriophytochrome	cph2 Ankyrin	repeat	family	protein hypothetical	protein 100.0 4
FosA3__768432__Escherichia_coli hypothetical	protein FosA3 Uncharacterised	protein CadC	family	transcriptional	regulator 100.0 27
FosA3__1062316__Salmonella_enterica Transposase hypothetical	protein FosA3 Uncharacterised	protein CadC	family	transcriptional	regulator TetR	family	transcriptional	regulator 100.0 1
FosA3__754942__Escherichia_coli hypothetical	protein Florfenicol/	chloramphenicol	export	protein	FloR hypothetical	protein hypothetical	protein TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) 3'-kinase Aminoglycoside	3'-phosphotransferase Dihydropteroate	synthase Integrase IS1-like IS6-like FosA3 Uncharacterised	protein CadC	family	transcriptional	regulator TetR	family	transcriptional	regulator IS6-like Transposase PmgS PmgR PmgQ Ppp PmgP HdmA hypothetical	protein IS5-like Dimethylsulfoxide	reductase,	chain	B hypothetical	protein 100.0 3356
FosA3__525108__Escherichia_coli hypothetical	protein Phage	integrase	SAM-like	domain	protein TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) 3'-kinase hypothetical	protein Putative	IclR	family	transcriptional	regulator Integrase IS1-like Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA FosA3 Uncharacterised	protein CadC	family	transcriptional	regulator TetR	family	transcriptional	regulator Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Uncharacterised	protein Transcriptional	regulator hypothetical	protein AAA	family	ATPase Virulence	factor hypothetical	protein ABC	transporter	nucleotide-binding	protein 100.0 3
FosA3__725821__Klebsiella_pneumoniae hypothetical	protein FosA3 Uncharacterised	protein hypothetical	protein 100.0 166

FosA3__1585007__Escherichia_coli FosA3 Transposase 100.0 1
FosA3__441027__Salmonella_enterica transposase-like IS66-like rRNA	adenine	N-6-methyltransferase	(Fragment) FosA3 Uncharacterised	protein CadC	family	transcriptional	regulator hypothetical	protein 100.0 17
FosA6__719171__Klebsiella_variicola hypothetical	protein Transcriptional	regulator FosA6 hypothetical	protein hypothetical	protein 95.0 1
FosA7__578399__Klebsiella_pneumoniae hypothetical	protein PF12915	family	protein Membrane	protein Maltoporin	(Maltose/maltodextrin	high-affinity	receptor,	phage	lambda	receptor	protein) Xylose	isomerase Xyloside	transporter Beta-xylosidase hypothetical	protein FosA7 6-carboxy-5,6,7,8-tetrahydropterin	synthase Transposase hypothetical	protein Transposase ATP-dependent	helicase	HepA DEAD/DEAH	box	helicase Uncharacterised	protein Putative	glutamate--cysteine	ligase	2 90.0 23
FosA7__849036__Klebsiella_pneumoniae hypothetical	protein 2-aminoethylphosphonate	ABC	transporter,	permease	protein 2-aminoethylphosphonate	ABC	transport	system,	membrane	component	PhnV Maltoporin	(Maltose/maltodextrin	high-affinity	receptor,	phage	lambda	receptor	protein) Xylose	isomerase Xyloside	transporter Beta-xylosidase HNH	endonuclease	family	protein FosA7 6-carboxy-5,6,7,8-tetrahydropterin	synthase Transposase hypothetical	protein Transposase ATP-dependent	helicase	HepA DEAD/DEAH	box	helicase Uncharacterised	protein hypothetical	protein 90.0 5
FosA8__527785__Escherichia_coli Orf16 YffA Uncharacterized	protein	YubJ Putative	antirestriction	protein	KlcA IPF	24 Uncharacterized	protein	YubF Protein	YfcA	(Fragment) Methyltransferase	(Fragment) YccB Plasmid	segregation	protein	ParM Stable	plasmid	inheritance	protein	StbB Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein hypothetical	protein FosA8 hypothetical	protein ArdK Uracil-DNA	glycosylase Basic	proline-rich	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Toxin	RelE2 YcgL	domain-containing	protein	PBPRA1080 hypothetical	protein hypothetical	protein Protein	of	uncharacterised	function	(DUF2726) 100.0 10
FosA8__1439037__Escherichia_coli hypothetical	protein CcgEIII ArdR ArdB ExcA MucB hypothetical	protein FosA8 hypothetical	protein hypothetical	protein RepA 100.0 20
FosA5__917942__Samsonia_erythrinae hypothetical	protein Aspartate	ammonia-lyase LysR	family	transcriptional	regulator Porin hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein FosA5 hypothetical	protein Uncharacterised	protein Restriction	endonuclease Putative	outer	membrane	lipoprotein SulP	family	transporter Carbonic	anhydrase Methyl-accepting	chemotaxis	sensory	transducer hypothetical	protein Nickel	ABC	transporter	substrate-binding	protein 72.1 1

FosA5__612856__Enterobacter_sp._Bisph1 hypothetical	protein Inner	membrane	protein	YjiY Uncharacterized	protein	YjiX Putative	GTPase Restriction	endonuclease Succinate-semialdehyde	dehydrogenase mRNA	interferase	YafQ DNA-damage-inducible	protein	J Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family FosA5 hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit hypothetical	protein N-acetylmuramic	acid	6-phosphate	etherase PTS	N-acetylmuramic	acid	transporter	subunits	IIBC 71.5 1
FosA5__916896__Kosakonia_sp._WCHEs120001 Nucleoside	recognition CynR AraC	family	transcriptional	regulator Threonine	transporter	RhtB Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family Uncharacterized	conserved	protein,	DUF2164	family Benzoyl-CoA	reductase/2-hydroxyglutaryl-CoA	dehydratase	subunit,	BcrC/BadD/HgdB CoA-substrate-specific	enzyme	activase,	putative hypothetical	protein 1,4-alpha-glucan	branching	protein Hemolysin	secretion	protein	D MarR	family	transcriptional	regulator FosA5 hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit DUF1127	domain-containing	protein DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain Endopeptidase RNA	polymerase	sigma	factor	FliA hypothetical	protein hypothetical	protein hypothetical	protein N-acetylmuramic	acid	6-phosphate	etherase PTS	N-acetylmuramic	acid	transporter	subunits	IIBC 72.3 1
FosA5__1825094__Kosakonia_sacchari Nucleoside	recognition CynR AraC	family	transcriptional	regulator Threonine	transporter	RhtB Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family Uncharacterized	conserved	protein,	DUF2164	family 2-hydroxyglutaryl-CoA	dehydratase,	D-component	family	protein CoA-substrate-specific	enzyme	activase,	putative hypothetical	protein 1,4-alpha-glucan	branching	protein Hemolysin	secretion	protein	D MarR	family	transcriptional	regulator FosA5 hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit DUF1127	domain-containing	protein DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain Endopeptidase RNA	polymerase	sigma	factor	FliA hypothetical	protein hypothetical	protein hypothetical	protein N-acetylmuramic	acid	6-phosphate	etherase PTS	N-acetylmuramic	acid	transporter	subunits	IIBC 75.9 1
FosA5__614906__Kosakonia_oryzae Nucleoside	recognition CynR AraC	family	transcriptional	regulator Threonine	transporter	RhtB Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family Uncharacterized	conserved	protein,	DUF2164	family Benzoyl-CoA	reductase/2-hydroxyglutaryl-CoA	dehydratase	subunit,	BcrC/BadD/HgdB CoA-substrate-specific	enzyme	activase,	putative hypothetical	protein 1,4-alpha-glucan	branching	protein Hemolysin	secretion	protein	D MarR	family	transcriptional	regulator FosA5 hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit DUF1127	domain-containing	protein DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain Endopeptidase RNA	polymerase	sigma	factor	FliA hypothetical	protein hypothetical	protein hypothetical	protein N-acetylmuramic	acid	6-phosphate	etherase Sulfate	permease,	SulP	family 73.0 1
FosA5__932300__uncultured_Enterobacteriaceae_bacterium AraC-type	DNA-binding	protein Iron	complex	outermembrane	recepter	protein DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain Uncharacterized	conserved	protein	YjiS,	DUF1127	family ATP-dependent	Clp	protease	proteolytic	subunit DUF1176	domain-containing	protein NAD(P)H	dehydrogenase DNA-binding	transcriptional	regulator,	LysR	family FosA5 YcfA	family	protein Phage-like	protein Predicted	O-methyltransferase	YrrM Transcriptional	regulator,	TetR	family Type	IV	secretion	protein	Rhs hypothetical	protein hypothetical	protein Endoribonuclease	SymE Restriction	endonuclease	subunit	S Type	I	restriction-modification	system hypothetical	protein 77.0 1
FosA5__552185__Enterobacteriaceae_bacterium_UBA4747 Transcriptional	regulator,	TetR	family hypothetical	protein AraC-type	DNA-binding	protein Iron	complex	outermembrane	recepter	protein DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain Uncharacterized	conserved	protein	YjiS,	DUF1127	family ATP-dependent	Clp	protease	proteolytic	subunit DUF1176	domain-containing	protein NAD(P)H	dehydrogenase DNA-binding	transcriptional	regulator,	LysR	family FosA5 4'-phosphopantetheinyl	transferase	CesP Transcriptional	regulator,	TetR	family Type	IV	secretion	protein	Rhs hypothetical	protein hypothetical	protein hypothetical	protein Endoribonuclease	SymE Restriction	endonuclease	subunit	S Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) DEAD/DEAH	box	helicase 77.0 1
FosA5__551695__Enterobacteriaceae_bacterium_UBA2606 AraC-type	DNA-binding	protein Iron	complex	outermembrane	recepter	protein DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain Uncharacterized	conserved	protein	YjiS,	DUF1127	family ATP-dependent	Clp	protease	proteolytic	subunit DUF1176	domain-containing	protein NAD(P)H	dehydrogenase DNA-binding	transcriptional	regulator,	LysR	family FosA5 4'-phosphopantetheinyl	transferase	CesP Transcriptional	regulator,	TetR	family Type	IV	secretion	protein	Rhs hypothetical	protein hypothetical	protein hypothetical	protein Endoribonuclease	SymE Restriction	endonuclease	subunit	S Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) hypothetical	protein 77.0 1
FosA8__1889817__Enterobacteriaceae_bacterium_RIT714 Endoribonuclease	SymE 1,4-beta-xylanase Pectate	lyase Oligogalacturonate-specific	porin Response	regulator	receiver	protein Tryptophanyl-tRNA	synthetase FosA8 Bleomycin	resistance	protein Transcriptional	regulator,	DeoR	family ATP-dependent	Clp	protease	proteolytic	subunit hypothetical	protein Cupin	family	protein hypothetical	protein hypothetical	protein hypothetical	protein Helix-turn-helix-domain	containing	protein,	AraC	type hypothetical	protein 80.9 1
FosA5__584273__Kosakonia_oryzendophytica N-acetylmuramic	acid	6-phosphate	etherase Sigma	54-dependent	transcriptional	activator	containing	CheY-like	receiver	domain hypothetical	protein DNA-binding	winged	helix-turn-helix	(WHTH)	domain-containing	protein RNA	polymerase	sigma	factor DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain DUF1127	domain-containing	protein ATP-dependent	Clp	protease	proteolytic	subunit hypothetical	protein DUF1176	domain-containing	protein FosA5 MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Benzoyl-CoA	reductase/2-hydroxyglutaryl-CoA	dehydratase	subunit,	BcrC/BadD/HgdB Uncharacterized	conserved	protein,	DUF2164	family Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family DNA-damage-inducible	protein	J mRNA	interferase	YafQ Threonine/homoserine/homoserine	lactone	efflux	protein AraC-type	DNA-binding	protein CynR 75.2 1
FosA5__1842155__Kosakonia_sp._MH5 hypothetical	protein PTS	system,	N-acetylmuramic	acid-specific	IIC	component N-acetylmuramic	acid	6-phosphate	etherase RNA	polymerase	sigma	factor	FliA DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain Uncharacterized	conserved	protein	YjiS,	DUF1127	family ATP-dependent	Clp	protease	proteolytic	subunit hypothetical	protein Cro/C1-type	HTH	DNA-binding	domain-containing	protein Toxin	HipA FosA5 MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative 2-hydroxyglutaryl-CoA	dehydratase,	D-component	family	protein Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family Threonine/homoserine/homoserine	lactone	efflux	protein AraC-type	DNA-binding	protein CynR Nucleoside	recognition hypothetical	protein 75.9 1
FosA5__722722__Kosakonia_sacchari Sulfate	permease,	SulP	family N-acetylmuramic	acid	6-phosphate	etherase hypothetical	protein hypothetical	protein hypothetical	protein RNA	polymerase	sigma	factor	FliA Endopeptidase DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain DUF1127	domain-containing	protein ATP-dependent	Clp	protease	proteolytic	subunit hypothetical	protein FosA5 MarR	family	transcriptional	regulator Hemolysin	secretion	protein	D 1,4-alpha-glucan	branching	protein hypothetical	protein CoA-substrate-specific	enzyme	activase,	putative Benzoyl-CoA	reductase/2-hydroxyglutaryl-CoA	dehydratase	subunit,	BcrC/BadD/HgdB Uncharacterized	conserved	protein,	DUF2164	family Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family Threonine	transporter	RhtB AraC	family	transcriptional	regulator CynR Nucleoside	recognition 73.2 2
FosA5__722721__Kosakonia_pseudosacchari Sulfate	permease,	SulP	family N-acetylmuramic	acid	6-phosphate	etherase hypothetical	protein hypothetical	protein hypothetical	protein RNA	polymerase	sigma	factor	FliA Endopeptidase DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain DUF1127	domain-containing	protein ATP-dependent	Clp	protease	proteolytic	subunit hypothetical	protein FosA5 MarR	family	transcriptional	regulator Hemolysin	secretion	protein	D 1,4-alpha-glucan	branching	protein hypothetical	protein CoA-substrate-specific	enzyme	activase,	putative Benzoyl-CoA	reductase/2-hydroxyglutaryl-CoA	dehydratase	subunit,	BcrC/BadD/HgdB Uncharacterized	conserved	protein,	DUF2164	family Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family Threonine	transporter	RhtB AraC	family	transcriptional	regulator CynR Nucleoside	recognition 73.0 2
FosA5__502458__Raoultella_ornithinolytica hypothetical	protein 5-methylcytosine	restriction	system	component Dihydroxy-acid	dehydratase HsdS HsdR Endoribonuclease	SymE Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 hypothetical	protein hypothetical	protein NAD(P)H	dehydrogenase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase hypothetical	protein 86.3 1
FosA6__777129__Raoultella_ornithinolytica hypothetical	protein 5-methylcytosine	restriction	system	component Type	I	restriction-modification	system,	M	subunit hypothetical	protein HsdR Endoribonuclease	SymE Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA6 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Tellurite	resistance	protein Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase hypothetical	protein 88.5 1
FosA6__818250__Raoultella_ornithinolytica DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Subunit	S	of	type	I	restriction-modification	system Endoribonuclease	SymE 5-methylcytosine-specific	restriction	enzyme	with	GTPase	activity 5-methylcytosine	restriction	system	component Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA6 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase hypothetical	protein 86.1 4
FosA5__485655__Raoultella_ornithinolytica_NBRC_105727_=_ATCC_31898 DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Type	I	restriction	endonuclease	subunit	S Endoribonuclease	SymE 5-methylcytosine-specific	restriction	enzyme	with	GTPase	activity 5-methylcytosine	restriction	system	component Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 DNA-binding	protein hypothetical	protein Tellurite	resistance	protein Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase Phosphoethanolamine	transferase 91.4 1
FosA3__653266__Kluyvera_cryocrescens Membrane	protein Transcriptional	regulator Dephospho-CoA	kinase/protein	folding	accessory	domain-containing	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Phenazine	biosynthesis	protein,	PhzF	family TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Aldehyde-alcohol	dehydrogenase Choline	trimethylamine-lyase Choline	trimethylamine-lyase	activating	enzyme Propanediol	utilization	protein	PduA Phosphate	propanoyltransferase hypothetical	protein 81.2 1
FosA3__1864166__Kluyvera_cryocrescens Nitrilotriacetate	monooxygenase	component	A Periplasmic	component	of	an	ABC	superfamily	phosphate/phosphonate	transporter Fatty	acid	desaturase Putative	exported	protein Signal	peptide	protein Phenazine	biosynthesis	protein,	PhzF	family TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase Choline	trimethylamine-lyase Choline	trimethylamine-lyase	activating	enzyme BMC	domain-containing	protein Phosphate	propanoyltransferase hypothetical	protein 81.9 1
FosA3__832288__Kluyvera_cryocrescens Beta-lactamase-like	protein Probable	transcriptional	regulatory	protein	YeeN hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Two-component-system	connector	protein	YcgZ YcgF	family	protein Putative	HTH-type	transcriptional	regulator Phenazine	biosynthesis	protein,	PhzF	family TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase Choline	trimethylamine-lyase 81.9 1
FosA5__827761__Raoultella_sp._BIGb0399 hypothetical	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein Uncharacterized	conserved	protein 2-hydroxyglutaryl-CoA	dehydratase,	D-component	family	protein CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator hypothetical	protein Transcriptional	regulator Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase Choline	trimethylamine-lyase 89.9 1
FosA5__917970__Raoultella_sp._BIGb0138 hypothetical	protein Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family MFS	transporter Uncharacterized	conserved	protein,	DUF2164	family 2-hydroxyglutaryl-CoA	dehydratase,	D-component	family	protein CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	small	protein Transcriptional	regulator FosA5 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase hypothetical	protein 87.8 1
FosA5__722705__Enterobacter_sp._10-1 Bacterial	regulatory	helix-turn-helix,	lysR	family	protein Uncharacterized	conserved	protein,	DUF2164	family Putative	dehydratase	subunit	YjiM CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Conjugal	transfer	protein	TrbL hypothetical	protein FosA5 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 89.2 2
FosA5__1611020__Raoultella_sp._18117 hypothetical	protein Inner	membrane	protein Uncharacterized	conserved	protein,	DUF2164	family Putative	dehydratase	subunit	YjiM CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Transcriptional	regulator Membrane	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Transposase	Tn3	family	protein Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 89.2 24
FosA5__672018__Raoultella_planticola hypothetical	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Conjugal	transfer	protein	TrbL Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase hypothetical	protein 89.2 7
FosA5__733210__Raoultella_planticola Bacterial	regulatory	helix-turn-helix,	lysR	family	protein Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Conjugal	transfer	protein	TrbL hypothetical	protein FosA5 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase hypothetical	protein 89.2 2
FosA6__791723__Raoultella_ornithinolytica hypothetical	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Conjugal	transfer	protein	TrbL Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA6 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase hypothetical	protein 89.2 10
FosA6__827681__Raoultella_ornithinolytica Transporter,	dicarboxylate/amino	acid:cation	Na+/H+	symporter	family	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Conjugal	transfer	protein	TrbL Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA6 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator 88.5 6
FosA5__490110__Raoultella_planticola hypothetical	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein Uncharacterized	conserved	protein AMPC	cephalosporinase CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Conjugal	transfer	protein	TrbL Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Tellurite	resistance	protein 89.2 2
FosA6__717384__Raoultella_ornithinolytica ATP-binding	component	of	an	ABC	superfamily	transporter Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Type	I	restriction-modification	protein	subunit	S Endoribonuclease	SymE 5-methylcytosine-specific	restriction	enzyme	with	GTPase	activity 5-methylcytosine	restriction	system	component Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA6 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Tellurite	resistance	protein 88.5 3
FosA5__917870__Raoultella_ornithinolytica DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Restriction	endonuclease Endoribonuclease	SymE 5-methylcytosine-specific	restriction	enzyme	with	GTPase	activity 5-methylcytosine	restriction	system	component Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator 90.6 1
FosA5__779848__Raoultella_sp._T31 hypothetical	protein 5-methylcytosine	restriction	system	component Type	I	restriction-modification	system,	M	subunit Type	I	restriction	endonuclease	subunit	M HsdR Endoribonuclease	SymE Toxin-antitoxin	system,	antitoxin	component FosA5 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase hypothetical	protein hypothetical	protein PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator 90.6 1
FosA5__866502__Raoultella_planticola hypothetical	protein 5-methylcytosine	restriction	system	component Type	I	restriction-modification	system,	M	subunit hypothetical	protein HsdR Endoribonuclease	SymE Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator 89.2 1
FosA6__827755__Raoultella_terrigena CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator 5-methylcytosine-specific	restriction	enzyme	with	GTPase	activity 5-methylcytosine	restriction	system	component Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA6 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase hypothetical	protein 89.9 19
FosA5__699699__Raoultella_terrigena hypothetical	protein Putative	dehydratase	subunit	YjiM CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator hypothetical	protein hypothetical	protein Endoribonuclease	SymE Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 DNA-binding	protein NAD(P)H	dehydrogenase Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator 90.6 1
FosA5__1860692__Raoultella_terrigena hypothetical	protein Inner	membrane	protein Uncharacterized	conserved	protein,	DUF2164	family Putative	dehydratase	subunit	YjiM CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 LysR	family	transcriptional	regulator NAD(P)H	dehydrogenase Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase hypothetical	protein Transcriptional	regulator 90.6 2

FosA6__694078__Klebsiella_variicola CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) Amidohydrolase Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Diguanylate	cyclase hypothetical	protein 97.1 4
FosA6__806581__Klebsiella_variicola hypothetical	protein CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) Amidohydrolase Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Diguanylate	cyclase Biotin-lipoyl	like 96.4 36
FosA6__586051__Klebsiella_variicola hypothetical	protein CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) Amidohydrolase Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 LysR	substrate	binding	domain	protein	(Fragment) NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Diguanylate	cyclase 97.1 1
FosA6__568146__Klebsiella_pneumoniae Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Restriction	endonuclease Type	I	restriction-modification	system,	M	subunit hypothetical	protein Regulator hypothetical	protein FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system Poly(Glycerol-phosphate)	alpha-glucosyltransferase Psp	operon	transcriptional	activator	PspF TrpS2	protein Glycosyl	transferase hypothetical	protein 99.3 158
FosA6__789861__Klebsiella_quasipneumoniae_subsp._quasipneumoniae hypothetical	protein Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Restriction	endonuclease Type	I	restriction-modification	system,	M	subunit hypothetical	protein Regulator hypothetical	protein FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein ABC	transporter,	ATP-binding	protein	(Fragment) 94.2 2
FosA6__1823846__Klebsiella_variicola hypothetical	protein Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Restriction	endonuclease Type	I	restriction-modification	system,	M	subunit Putative	type	I	restriction	modification	protein HsdR hypothetical	protein FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter LacI	family	transcriptional	regulator TrpS2	protein Diguanylate	cyclase Biotin-lipoyl	like 96.4 1
FosA6__843755__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein Ribosome-dependent	ATPase Inner	membrane	transport	permease	YhhJ Uncharacterised	protein IS110-like DNA	helicase FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 97.8 2
FosA5__1887349__Klebsiella_pneumoniae hypothetical	proteinUncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Restriction	endonuclease Type	I	restriction-modification	system,	M	subunit Putative	toxin-antitoxin	system,	toxin	component HsdR hypothetical	protein FosA5 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter LacI	family	transcriptional	regulator TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein ABC	transporter,	ATP-binding	protein	(Fragment) 97.1 39
FosA6__667255__Klebsiella_pneumoniae Acetamidase Porin Restriction	endonuclease Type	I	restriction-modification	system,	M	subunit Restriction	endonuclease	S	subunit hypothetical	protein Regulator hypothetical	protein FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein hypothetical	protein 99.3 11
FosA6__721609__Klebsiella_pneumoniae hypothetical	protein Porin Restriction	endonuclease Type	I	restriction-modification	system,	M	subunit Type	I	restriction	enzyme,	S	subunit Regulator hypothetical	protein FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein hypothetical	protein 97.8 9

FosA6__806634__Klebsiella_variicola hypothetical	protein Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Restriction	endonuclease Type	I	restriction-modification	system,	M	subunit Putative	type	I	restriction	modification	protein HsdR hypothetical	protein FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 97.1 2
FosA6__763404__Klebsiella_quasipneumoniae Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Restriction	endonuclease Type	I	restriction-modification	system,	M	subunit Type	I	restriction	enzyme,	S	subunit HsdR hypothetical	protein FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Peptidase	family	M23 Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 97.8 5
FosA6__840397__Klebsiella_pneumoniae MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator 5'-nucleotidase DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Subunit	S	of	type	I	restriction-modification	system hypothetical	protein hypothetical	protein FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 97.1 2
FosA5__1859216__Klebsiella_pneumoniae MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Uncharacterised	protein DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Restriction	endonuclease	subunit	S Endoribonuclease	SymE FosA5 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter LacI	family	transcriptional	regulator hypothetical	protein FosA	protein Transcriptional	regulator hypothetical	protein NAD(P)H	oxidoreductase	YRKL 97.1 2
FosA6__854845__Klebsiella_quasipneumoniae Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Restriction	endonuclease Type	I	restriction-modification	system,	M	subunit Restriction	modification	system,	type	I Regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 97.1 1
FosA6__1843354__Klebsiella_quasipneumoniae Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Restriction	endonuclease Type	I	restriction-modification	system,	M	subunit hypothetical	protein HsdR hypothetical	protein FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator hypothetical	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase ABC	transporter	ATP-binding	protein	uup 96.4 8

FosA5__585727__Klebsiella_sp._2680 hypothetical	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator Acetyl-CoA	acetyltransferase Acetate	CoA-transferase Acetyl-CoA:acetoacetyl-CoA	transferase	subunit	alpha Beta-lactamase ABC	transporter	substrate-binding	protein Citrate	transporter LysR	family	transcriptional	regulator FosA5 Transcriptional	regulator Flavin	reductase hypothetical	protein Tryptophanase Tryptophan	permease TrpS2	protein Putative	diguanylate	cyclase	YddV Membrane	fusion	protein	family	auxiliary	transport	protein ABC	transporter,	ATP-binding	protein	(Fragment) 87.1 1
FosA5__767896__Cronobacter_malonaticus ATP-dependent	RNA	helicase	HrpA transposase-like O-methyltransferase Cation	efflux	system	protein	CusC DSBA	oxidoreductase Major	facilitator	transporter Transcriptional	regulator,	MarR	family Predicted	acetyltransferase FosA5 hypothetical	protein hypothetical	protein Protein	ydcF Lactaldehyde	dehydrogenase Pectin	acetylesterase Cytochrome	b(561) Proline/betaine	transporter hypothetical	protein DNA-binding	transcriptional	regulator,	FrmR	family S-(hydroxymethyl)glutathione	dehydrogenase hypothetical	protein 70.8 1
FosA5__483210__Franconibacter_helveticus_1159 Alcohol	dehydrogenase	GroES-like	domain	protein	(Fragment)Protein	of	hypothetical	function	DUF156 hypothetical	protein MFS	transporter Cytochrome	b561 Phosphate	starvation-inducible	protein Pectin	acetylesterase Aldehyde	dehydrogenase Protein	ydcF hypothetical	protein Major	facilitator	transporter FosA5 Acetyltransferase MarR	family	transcriptional	regulator Major	facilitator	transporter DSBA	oxidoreductase Transporter ATP-dependent	RNA	helicase	HrpA FMN-dependent	NADH-azoreductase 70.3 4
FosA5__697206__Cronobacter_muytjensii hypothetical	protein DNA-binding	transcriptional	regulator,	FrmR	family hypothetical	protein hypothetical	protein hypothetical	protein Proline/betaine	transporter Cytochrome	b(561) Pectin	acetylesterase Lactaldehyde	dehydrogenase Protein	ydcF MFS	transporter FosA5 Predicted	acetyltransferase Transcriptional	regulator,	MarR	family Major	facilitator	transporter DSBA	oxidoreductase Transporter O-methyltransferase ATP-dependent	RNA	helicase	HrpA 71.5 2
FosA5__1846104__Cronobacter_muytjensii hypothetical	protein S-(hydroxymethyl)glutathione	dehydrogenase DNA-binding	transcriptional	regulator,	FrmR	family hypothetical	protein Proline/betaine	transporter Cytochrome	b(561) Pectin	acetylesterase Lactaldehyde	dehydrogenase Protein	ydcF MFS	transporter FosA5 Predicted	acetyltransferase Transcriptional	regulator,	MarR	family Major	facilitator	transporter DSBA	oxidoreductase Copper/silver	efflux	system	outer	membrane	protein	CusC O-methyltransferase ATP-dependent	RNA	helicase	HrpA 71.5 1
FosA5__613276__Cronobacter_malonaticus_ENBT0334 hypothetical	protein hypothetical	protein hypothetical	protein IS91-like Cytochrome	b(561) Pectin	acetylesterase Lactaldehyde	dehydrogenase Protein	ydcF MFS	transporter FosA5 Predicted	acetyltransferase Transcriptional	regulator,	MarR	family Major	facilitator	transporter Lipopolysaccharide	1,2-N-acetylglucosaminetransferase Cation	efflux	system	protein	CusC O-methyltransferase transposase-like ATP-dependent	helicase	hrpA 70.8 2
FosA3__767878__Cronobacter_turicensis hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Proline/betaine	transporter Cytochrome	b(561) Pectin	acetylesterase hypothetical	protein Lactaldehyde	dehydrogenase Protein	ydcF EF	hand	domain	protein hypothetical	protein FosA3 Predicted	acetyltransferase Transcriptional	regulator,	MarR	family Major	facilitator	transporter hypothetical	protein 71.0 1
FosA6__650147__Klebsiella_aerogenes Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) Amidohydrolase Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator FosA6 Uncharacterized	protein	YegI Uncharacterized	protein	YegK von	Willebrand	factor	type	A	domain	protein Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 94.2 1
FosA5__483328__Enterobacter_cloacae_S611 hypothetical	protein Uncharacterized	protein	YjiX GTPase,	G3E	family Succinate-semialdehyde	dehydrogenase Glyoxalase AraC	family	transcriptional	regulator LysE	type	translocator	family	protein Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family 1,4-alpha-glucan	branching	protein Hemolysin	secretion	protein	D MarR	family	transcriptional	regulator FosA5 hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit DUF1127	domain-containing	protein GntR	family	transcriptional	regulator Endopeptidase RNA	polymerase	sigma	factor	FliA hypothetical	protein hypothetical	protein Anti-sigma-28	factor,	FlgM	family	protein N-acetylmuramic	acid	6-phosphate	etherase PTS	N-acetylmuramic	acid	transporter	subunits	IIBC hypothetical	protein 75.9 1
FosA5__938130__Kosakonia_cowanii hypothetical	protein Succinate-semialdehyde	dehydrogenase Glyoxalase AraC	family	transcriptional	regulator LysE	type	translocator	family	protein mRNA	interferase	YafQ Bifunctional	antitoxin/transcriptional	repressor	RelB Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family hypothetical	protein Type	IV	secretion	protein	Rhs 1,4-alpha-glucan	branching	protein Hemolysin	secretion	protein	D MarR	family	transcriptional	regulator FosA5 Toxin	HipA Transcriptional	regulator hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit DUF1127	domain-containing	protein GntR	family	transcriptional	regulator Endopeptidase RNA	polymerase	sigma	factor	FliA hypothetical	protein hypothetical	protein Anti-sigma-28	factor,	FlgM	family	protein N-acetylmuramic	acid	6-phosphate	etherase hypothetical	protein 71.5 3
FosA5__552662__Enterobacteriaceae_bacterium_UBA7722 GTPase,	G3E	family Succinate-semialdehyde	dehydrogenase Glyoxalase AraC	family	transcriptional	regulator LysE	type	translocator	family	protein mRNA	interferase	YafQ Bifunctional	antitoxin/transcriptional	repressor	RelB Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family 1,4-alpha-glucan	branching	protein Hemolysin	secretion	protein	D MarR	family	transcriptional	regulator FosA5 Toxin	HipA TatD	family	deoxyribonuclease hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit DUF1127	domain-containing	protein GntR	family	transcriptional	regulator Endopeptidase RNA	polymerase	sigma	factor	FliA hypothetical	protein hypothetical	protein Anti-sigma-28	factor,	FlgM	family	protein N-acetylmuramic	acid	6-phosphate	etherase hypothetical	protein 72.3 1
FosA5__552218__Enterobacteriaceae_bacterium_UBA5138 GTPase,	G3E	family Succinate-semialdehyde	dehydrogenase Glyoxalase AraC	family	transcriptional	regulator LysE	type	translocator	family	protein mRNA	interferase	YafQ Bifunctional	antitoxin/transcriptional	repressor	RelB Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family 1,4-alpha-glucan	branching	protein Hemolysin	secretion	protein	D MarR	family	transcriptional	regulator FosA5 Toxin	HipA TatD	family	deoxyribonuclease hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit DUF1127	domain-containing	protein GntR	family	transcriptional	regulator Endopeptidase RNA	polymerase	sigma	factor	FliA hypothetical	protein hypothetical	protein Anti-sigma-28	factor,	FlgM	family	protein N-acetylmuramic	acid	6-phosphate	etherase hypothetical	protein 72.3 2
FosA5__552179__Enterobacteriaceae_bacterium_UBA4753 Succinate-semialdehyde	dehydrogenase Glyoxalase AraC	family	transcriptional	regulator LysE	type	translocator	family	protein mRNA	interferase	YafQ Bifunctional	antitoxin/transcriptional	repressor	RelB Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family hypothetical	protein Type	IV	secretion	protein	Rhs 1,4-alpha-glucan	branching	protein Hemolysin	secretion	protein	D MarR	family	transcriptional	regulator FosA5 hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit DUF1127	domain-containing	protein GntR	family	transcriptional	regulator Endopeptidase RNA	polymerase	sigma	factor	FliA hypothetical	protein hypothetical	protein Anti-sigma-28	factor,	FlgM	family	protein N-acetylmuramic	acid	6-phosphate	etherase PTS	N-acetylmuramic	acid	transporter	subunits	IIBC hypothetical	protein 73.7 1
FosA5__551802__Enterobacteriaceae_bacterium_UBA3398 hypothetical	protein Succinate-semialdehyde	dehydrogenase Glyoxalase AraC	family	transcriptional	regulator LysE	type	translocator	family	protein mRNA	interferase	YafQ Bifunctional	antitoxin/transcriptional	repressor	RelB Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family hypothetical	protein Type	IV	secretion	protein	Rhs 1,4-alpha-glucan	branching	protein Hemolysin	secretion	protein	D MarR	family	transcriptional	regulator FosA5 hypothetical	protein TatD	family	deoxyribonuclease hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit DUF1127	domain-containing	protein GntR	family	transcriptional	regulator Endopeptidase RNA	polymerase	sigma	factor	FliA hypothetical	protein hypothetical	protein Anti-sigma-28	factor,	FlgM	family	protein N-acetylmuramic	acid	6-phosphate	etherase PTS	N-acetylmuramic	acid	transporter	subunits	IIBC 73.0 1

FosA6__1835876__Escherichia_coli_plasmid Domain	of	uncharacterised	function	(DUF3560) YdaB YffA Uncharacterized	protein	YubJ Putative	antirestriction	protein	KlcA IPF	24 Uncharacterized	protein	YubF Putative	cytoplasmic	protein Methyltransferase	(Fragment) Plasmid	segregation	protein	ParM Stable	plasmid	inheritance	protein	StbB hypothetical	protein ISVsa5-like hypothetical	protein FosA6 IS6-like hypothetical	protein hypothetical	protein hypothetical	protein Putative	regulator	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	VI	secretion	protein Ankyrin	repeat	family	protein YbaA Toxin	RelE2 Orf,	hypothetical 100.0 10
FosA6__1585593__Escherichia_coli Domain	of	uncharacterised	function	(DUF3560) YdaB YffA Uncharacterized	protein	YubJ Putative	antirestriction	protein	KlcA IPF	24 Uncharacterized	protein	YubF Putative	cytoplasmic	protein Methyltransferase	(Fragment) Plasmid	segregation	protein	ParM Stable	plasmid	inheritance	protein	StbB hypothetical	protein Conjugative	transfer	protein hypothetical	protein FosA6 Putative	transposase	for	insertion	sequence	element	IS801	domain	protein IS91-like hypothetical	protein HTH-like	domain	protein Putative	transposase	DNA	binding	site	ISRme15 82.0 2
FosA3__485587__Kluyvera_cryocrescens_NBRC_102467 hypothetical	protein Phosphate	propanoyltransferase BMC	domain-containing	protein Dienelactone	hydrolase Choline	trimethylamine-lyase Alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A FosA3 Uncharacterised	protein Extracellular	solute-binding	protein	family	3 TetR	family	transcriptional	regulator Phenazine	biosynthesis	protein,	PhzF	family Signal	peptide	protein Putative	exported	protein Fatty	acid	desaturase Periplasmic	component	of	an	ABC	superfamily	phosphate/phosphonate	transporter Nitrilotriacetate	monooxygenase	component	A 81.9 1
FosA5__824072__Kluyvera_ascorbata Phosphate	propanoyltransferase PduA	family	propanediol	utilization	polyhedral	body	protein Choline	trimethylamine-lyase	activating	enzyme Choline	trimethylamine-lyase Aldehyde-alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM FosA5 Uncharacterised	protein CadC	family	transcriptional	regulator TetR	family	transcriptional	regulator Proteic	killer	suppression	protein HigA	family	protein Late	histone	H1 Putative	secreted	protein Amino	acid	ABC	transporter	substrate-binding	protein,	PAAT	family ATP-binding	component	of	an	ABC	superfamily	phosphate	transporter Permease	component	of	a	glutamate/aspartate	transporter Glutamate	transport	membrane-spanning	protein Uncharacterized	protein	YccJ NAD(P)H	dehydrogenase	(quinone) Stress-induced	acidophilic	repeat	motif-containing	protein TetR	family	transcriptional	regulator Putative	secreted	protein 81.0 2
FosA3__676013__Kluyvera_georgiana_ATCC_51603 AMP-dependent	synthetase DNA	gyrase	subunit	B Acyl	carrier	protein Acyl	Carrier	Protein 1-acyl-sn-glycerol-3-phosphate	acyltransferase 3-oxoacyl-[ACP]	synthase FadR/GntR	family	transcriptional	regulator Ethanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A FosA3 Uncharacterised	protein CadC	family	transcriptional	regulator TetR	family	transcriptional	regulator Late	histone	H1 Putative	secreted	protein Amino	acid	ABC	transporter	substrate-binding	protein,	PAAT	family ATP-binding	component	of	an	ABC	superfamily	phosphate	transporter Permease	component	of	a	glutamate/aspartate	transporter Glutamate	transport	membrane-spanning	protein Uncharacterized	protein	YccJ NAD(P)H	dehydrogenase	(quinone) hypothetical	protein Stress-induced	acidophilic	repeat	motif-containing	protein TetR	family	transcriptional	regulator Putative	secreted	protein hypothetical	protein 94.2 1
FosA5__1623607__Klebsiella_oxytoca Choline	trimethylamine-lyase Alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative 2-hydroxyglutaryl-CoA	dehydratase,	D-component	family	protein Uncharacterized	conserved	protein Inner	membrane	protein Threonine	efflux	protein 89.9 2
FosA5__1889823__Raoultella_sp._RIT712 Choline	trimethylamine-lyase Alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator hypothetical	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative 2-hydroxyglutaryl-CoA	dehydratase,	D-component	family	protein Uncharacterized	conserved	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein hypothetical	protein 89.9 1
FosA5__1611062__Raoultella_sp._18095 Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component 5-methylcytosine	restriction	system	component 5-methylcytosine-specific	restriction	enzyme	with	GTPase	activity Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative 91.4 8
FosA5__827767__Raoultella_terrigena hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	dehydratase	subunit	YjiM Uncharacterized	conserved	protein,	DUF2164	family Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family hypothetical	protein 92.8 2
FosA5__490976__Raoultella_terrigena hypothetical	protein Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator NAD(P)H	dehydrogenase DNA-binding	protein FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Endoribonuclease	SymE HsdR	domain	protein hypothetical	protein Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	dehydratase	subunit	YjiM 92.8 1
FosA5__943830__Raoultella_terrigena Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	dehydratase	subunit	YjiM Uncharacterized	conserved	protein,	DUF2164	family Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family hypothetical	protein 92.1 1
FosA5__502444__Raoultella_terrigena Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator NAD(P)H	dehydrogenase DNA-binding	protein FosA5 hypothetical	protein Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	dehydratase	subunit	YjiM Uncharacterized	conserved	protein,	DUF2164	family Membrane	protein	(Fragment) 89.2 1
FosA5__786362__Klebsiella_aerogenes Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator FosA5 Uncharacterized	conserved	protein Endoribonuclease	SymE Putative	restriction	modification	enzyme	S	subunit Type	I	restriction-modification	system	M	subunit DEAD/DEAH	box	helicase Uncharacterised	protein hypothetical	protein 94.2 3
FosA5__650143__Klebsiella_aerogenes Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator FosA5 Porin Acetamidase Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein Amidohydrolase 95.0 35
FosA5__650135__Klebsiella_aerogenes Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator FosA5 Porin Acetamidase Putative	exported	protein hypothetical	protein Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator hypothetical	protein 95.7 9
FosA5__1865093__Klebsiella_aerogenes Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator FosA5 Porin Acetamidase Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein hypothetical	protein 95.7 2

FosA5__650085__Klebsiella_aerogenes Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator FosA5 Porin Acetamidase Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein,	DUF2164	familyhypothetical	protein 95.7 23
FosA5__650118__Klebsiella_aerogenes Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator FosA5 Porin Acetamidase Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Amidohydrolase Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative 2-hydroxyglutaryl-CoA	dehydratase,	D-component	family	protein94.2 34
FosA6__641966__Klebsiella_aerogenes_MGH_61 Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator FosA6 Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein Amidohydrolase Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein,	DUF2164	family95.0 1
FosA6__650097__Klebsiella_aerogenes Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator FosA6 Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein,	DUF2164	family MFS	transporter Putative	membrane	protein 96.4 5
FosA6__650107__Klebsiella_aerogenes Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator FosA6 Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein Amidohydrolase Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) 95.0 5
FosA6__1865616__Klebsiella_aerogenes hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator von	Willebrand	factor	type	A	domain	protein Uncharacterized	protein	YegK Uncharacterized	protein	YegI FosA6 Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein Amidohydrolase Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) 94.2 1

FosA5__1863713__Raoultella_sp._Lac1 Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	componenthypothetical	protein Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Uncharacterized	conserved	protein,	DUF2164	family MFS	transporter Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family 92.1 1
FosA5__672025__Raoultella_planticola hypothetical	protein Alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Conjugal	transfer	protein	TrbL DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein hypothetical	protein 89.2 8
FosA5__1865294__Raoultella_planticola hypothetical	protein Alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutM Ethanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein hypothetical	protein 89.2 1
FosA5__873536__Raoultella_planticola hypothetical	protein Alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA5 hypothetical	protein Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein 87.8 1
FosA5__699001__Raoultella_sp._YJ hypothetical	protein Alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA5 Conjugal	transfer	protein	TrbL DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein Putative	proton:glutamate	symporter 89.2 2
FosA5__761073__Raoultella_planticola Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Conjugal	transfer	protein	TrbL DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein hypothetical	protein 87.8 1
FosA6__827682__Raoultella_ornithinolytica Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA6 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Conjugal	transfer	protein	TrbL DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein Transporter,	dicarboxylate/amino	acid:cation	Na+/H+	symporter	family	protein 88.5 3
FosA6__1901257__Raoultella_ornithinolytica hypothetical	protein Alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA6 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein Transporter,	dicarboxylate/amino	acid:cation	Na+/H+	symporter	family	protein 89.2 10
FosA6__1863692__Raoultella_ornithinolytica hypothetical	protein Alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA6 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator DUF1127	domain-containing	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein Transporter,	dicarboxylate/amino	acid:cation	Na+/H+	symporter	family	protein 89.2 4
FosA6__773455__Raoultella_ornithinolytica hypothetical	protein Alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Tellurite	resistance	protein NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA6 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Endoribonuclease	SymE HsdR hypothetical	protein Type	I	restriction-modification	system,	M	subunit 5-methylcytosine	restriction	system	component hypothetical	protein 88.5 2
FosA5__1866670__Raoultella_planticola hypothetical	protein Alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Endoribonuclease	SymE HsdR Putative	type	I	restriction	modification	protein Type	I	restriction-modification	system,	M	subunit 5-methylcytosine	restriction	system	component hypothetical	protein 89.2 2
FosA5__505577__Klebsiella_huaxiensis Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Ethanolamine	utilization	protein	eutK Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator von	Willebrand	factor	type	A	domain	protein Uncharacterized	protein	YegK Uncharacterized	protein	YegI Flavin	reductase Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component hypothetical	protein HsdR Restriction	endonuclease	subunit	S Type	I	restriction-modification	system,	M	subunit 5-methylcytosine	restriction	system	component hypothetical	protein 88.5 1
FosA5__503421__Klebsiella_michiganensis Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Putative	transposition	helper	protein Transcriptional	regulator von	Willebrand	factor	type	A	domain	protein Uncharacterized	protein	YegK Uncharacterized	protein	YegI Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein hypothetical	protein hypothetical	protein HsdR Restriction	modification	system,	type	I Type	I	restriction-modification	system,	M	subunit 88.5 1
FosA5__505609__Klebsiella_michiganensis Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator von	Willebrand	factor	type	A	domain	protein Uncharacterized	protein	YegK Uncharacterized	protein	YegI Flavin	reductase Transcriptional	regulator FosA5 hypothetical	protein Type	I	restriction	enzyme	specificity	protein Type	I	restriction	enzyme	StySJI	M	protein Type	I	restriction	enzyme	EcoKI	R	protein Restriction	endonuclease Cell	filamentation	protein	Fic hypothetical	protein 89.2 1
FosA5__505571__Klebsiella_michiganensis hypothetical	protein Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator von	Willebrand	factor	type	A	domain	protein Uncharacterized	protein	YegK Uncharacterized	protein	YegI Flavin	reductase Transcriptional	regulator FosA5 hypothetical	protein Type-1	restriction	enzyme	EcoKI	specificity	protein Resolvase	protein Type	I	restriction	enzyme	EcoKI	R	protein Restriction	endonuclease Cell	filamentation	protein	Fic hypothetical	protein 88.5 1

FosA5__490044__Raoultella_ornithinolytica Transcriptional	regulator 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Endoribonuclease	SymE HsdR Restriction	endonuclease	subunit	S Dihydroxy-acid	dehydratase 5-methylcytosine	restriction	system	component hypothetical	protein 92.8 1
FosA6__791701__Raoultella_ornithinolytica hypothetical	protein Alcohol	dehydrogenase Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA6 Membrane	protein Toxin-antitoxin	system,	antitoxin	component 5-methylcytosine	restriction	system	component 5-methylcytosine-specific	restriction	enzyme	with	GTPase	activity Endoribonuclease	SymE Type	I	restriction	modification	DNA	specificity	domain	protein Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) DEAD/DEAH	box	helicase 88.5 7
FosA6__717407__Raoultella_ornithinolytica Tellurite	resistance	protein 4-hydroxy-2-ketovalerate	aldolase Selenocysteine	synthase PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID PTS	sorbose	transporter	subunit	IIC PTS	sugar	transporter PTS	fructose	transporter	subunit	IIA Transcriptional	regulator NAD(P)H	dehydrogenase LysR	family	transcriptional	regulator FosA6 Membrane	protein Toxin-antitoxin	system,	antitoxin	component 5-methylcytosine	restriction	system	component 5-methylcytosine-specific	restriction	enzyme	with	GTPase	activity Endoribonuclease	SymE Type	I	restriction-modification	protein	subunit	S Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) ATP-binding	component	of	an	ABC	superfamily	transporter 88.5 4

fosA__669586__Janthinobacterium_sp._HH104 hypothetical	protein Toxin	secretion	ATP-binding	protein PEP-CTERM	motif	protein Cadherin-like Cofactor-independent	phosphoglycerate	mutase Single-stranded	DNA	exonuclease fosA Uncharacterized	conserved	protein RES	domain	protein hypothetical	protein Antitoxin Plasmid	stabilization	system	protein ABC	transporter	ATP-binding	protein ABC	transporter Amino	acid/amide	ABC	transporter	membrane	protein	1,	HAAT	family Amino	acid	ABC	transporter	substrate-binding	protein hypothetical	protein hypothetical	protein Sel1	repeat	protein hypothetical	protein 70.1 1
fosA__662078__Janthinobacterium_sp._Ant5-2-1 hypothetical	protein ABC	transporter	homologue PEP-CTERM	motif	protein Cadherin-like Cofactor-independent	phosphoglycerate	mutase Single-stranded	DNA	exonuclease fosA Uncharacterized	conserved	protein RES	domain	protein hypothetical	protein Ferric	enterobactin	receptor ABC	transporter	ATP-binding	protein ABC	transporter Amino	acid/amide	ABC	transporter	membrane	protein	1,	HAAT	family Amino	acid	ABC	transporter	substrate-binding	protein hypothetical	protein hypothetical	protein 70.1 1
FosA5__484861__Kosakonia_cowanii_JCM_10956_=_DSM_18146 hypothetical	protein N-acetylmuramic	acid	6-phosphate	etherase Anti-sigma-28	factor,	FlgM	family	protein hypothetical	protein hypothetical	protein hypothetical	protein RNA	polymerase	sigma	factor	FliA hypothetical	protein GntR	family	transcriptional	regulator DUF1127	domain-containing	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein TatD	family	deoxyribonuclease Toxin	HipA FosA5 MarR	family	transcriptional	regulator Hemolysin	secretion	protein	D 1,4-alpha-glucan	branching	protein Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family Bifunctional	antitoxin/transcriptional	repressor	RelB mRNA	interferase	YafQ LysE	type	translocator	family	protein AraC	family	transcriptional	regulator Glyoxalase Succinate-semialdehyde	dehydrogenase GTPase,	G3E	family 71.5 2
FosA5__484550__Klebsiella_cf._planticola_B43 hypothetical	protein PTS	N-acetylmuramic	acid	transporter	subunits	IIBC N-acetylmuramic	acid	6-phosphate	etherase hypothetical	protein hypothetical	protein RNA	polymerase	sigma	factor	FliA Endopeptidase GntR	family	transcriptional	regulator DUF1127	domain-containing	protein ATP-dependent	Clp	protease	proteolytic	subunit hypothetical	protein FosA5 MarR	family	transcriptional	regulator Hemolysin	secretion	protein	D 1,4-alpha-glucan	branching	protein Type	IV	secretion	protein	Rhs hypothetical	protein Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family Bifunctional	antitoxin/transcriptional	repressor	RelB mRNA	interferase	YafQ LysE	type	translocator	family	protein AraC	family	transcriptional	regulator Glyoxalase Succinate-semialdehyde	dehydrogenase 73.7 1
FosA5__552257__Enterobacteriaceae_bacterium_UBA5791 hypothetical	protein PTS	N-acetylmuramic	acid	transporter	subunits	IIBC N-acetylmuramic	acid	6-phosphate	etherase Anti-sigma-28	factor,	FlgM	family	protein hypothetical	protein hypothetical	protein RNA	polymerase	sigma	factor	FliA Endopeptidase GntR	family	transcriptional	regulator DUF1127	domain-containing	protein ATP-dependent	Clp	protease	proteolytic	subunit hypothetical	protein FosA5 MarR	family	transcriptional	regulator Hemolysin	secretion	protein	D 1,4-alpha-glucan	branching	protein Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family Bifunctional	antitoxin/transcriptional	repressor	RelB mRNA	interferase	YafQ LysE	type	translocator	family	protein AraC	family	transcriptional	regulator Glyoxalase Succinate-semialdehyde	dehydrogenase GTPase,	G3E	family hypothetical	protein 72.3 1

FosA7__302760__Salmonella_enterica hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Chromosomal	replication	initiator	protein	DnaA Putative	cytoplasmic	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein hypothetical	protein Putative	antitermination	protein FosA7 Fic	family	protein hypothetical	protein HTH-type	transcriptional	regulator	HmrR hypothetical	protein PLD-like	domain	protein DEAD/DEAH	box	helicase 94.3 1
FosA7__345231__Salmonella_enterica_subsp._salamae_serovar_Springs Uxu	operon	transcriptional	regulator Putative	exported	protein Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 Fic	family	protein hypothetical	protein 6-carboxy-5,6,7,8-tetrahydropterin	synthase ATP-dependent	helicase	HepA DEAD/DEAH	box	helicase Uncharacterised	protein hypothetical	protein 95.7 1
FosA7__428724__Salmonella_enterica_subsp._enterica hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Putative	exported	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 Very	short	patch	repair	endonuclease DNA	(Cytosine-5-)-methyltransferase Restriction	endonuclease hypothetical	protein AAA	family	ATPase hypothetical	protein hypothetical	protein Transcriptional	regulator,	AlpA	family Chromosome	partitioning	protein	ParB hypothetical	protein 96.4 1
FosA7__1193718__Salmonella_enterica_subsp._enterica_serovar_Splott hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Putative	exported	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 Transposase 100.0 1
FosA7__1008787__Salmonella_enterica_subsp._enterica_serovar_Agona hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Putative	exported	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase DNA	metabolism	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 hypothetical	protein Fic	family	protein DEAD/DEAH	box	helicase Putative	phage	integrase hypothetical	protein Regulatory	protein	Cox Uncharacterised	protein hypothetical	protein DUF4761	domain-containing	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Hypothetical	prophage	protein Uncharacterised	protein Derepression	protein Inositol	monophosphatase hypothetical	protein 97.1 1
FosA7__335762__Salmonella_enterica_subsp._enterica_serovar_Somone hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Chromosomal	replication	initiator	protein	DnaA Putative	cytoplasmic	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein Putative	antitermination	protein FosA7 hypothetical	protein Fic	family	protein DEAD/DEAH	box	helicase hypothetical	protein DNA	methyltransferase Type	I	restriction-modification	protein	subunit	M DnaK	family	chaperone	protein 97.1 11
FosA7__1236502__Salmonella_enterica_subsp._enterica HNH	nuclease FosA7 hypothetical	protein Fic	family	protein DEAD/DEAH	box	helicase Type	I	restriction	modification	DNA	specificity	domain	protein Putative	type	I	restriction	enzymeP	M	protein Type	I	restriction-modification	protein	subunit	M DnaK	family	chaperone	protein 97.1 1
FosA7__1066104__Salmonella_enterica_subsp._enterica_serovar_Birkenhead hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Putative	exported	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein hypothetical	protein HNH	nuclease FosA7 Fic	family	protein DEAD/DEAH	box	helicase hypothetical	protein DNA	methyltransferase Type	I	restriction-modification	protein	subunit	M DnaK	family	chaperone	protein 100.0 14
FosA7__890431__Salmonella_enterica hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Putative	exported	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 hypothetical	protein Fic	family	protein DEAD/DEAH	box	helicase Restriction	modification	system	DNA	specificity	domain DNA	methyltransferase Type	I	restriction-modification	protein	subunit	M DnaK	family	chaperone	protein 100.0 3
FosA7__457110__Salmonella_enterica_subsp._enterica Dienelactone	hydrolase	family Putative	exported	protein Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 hypothetical	protein Fic	family	protein DEAD/DEAH	box	helicase Restriction	modification	system	DNA	specificity	domain DNA	methyltransferase Type	I	restriction-modification	protein	subunit	M DnaK	family	chaperone	protein 100.0 3
FosA7__1169671__Salmonella_enterica_subsp._enterica_serovar_Gateshead hypothetical	protein Uxu	operon	transcriptional	regulator Conjugal	transfer	protein	traC Putative	exported	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX hypothetical	protein Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 hypothetical	protein Fic	family	protein TonB	family	protein	/	TonB-dependent	receptor hypothetical	protein Type	I	restriction-modification	system	methyltransferase	subunit Type	I	restriction-modification	protein	subunit	M DnaK	family	chaperone	protein 96.4 2
FosA7__317058__Salmonella_enterica hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Chromosomal	replication	initiator	protein	DnaA Putative	cytoplasmic	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase DNA	metabolism	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein Putative	antitermination	protein FosA7 hypothetical	protein Fic	family	protein DEAD/DEAH	box	helicase Type	I	restriction-modification	system,	endonuclease	S	subunit N-6	DNA	methylase Type	I	restriction-modification	protein	subunit	M DnaK	family	chaperone	protein 97.1 541
FosA7__509580__Salmonella_enterica_subsp._enterica_serovar_Agona_str._50.E.08 hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Putative	exported	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator HNH	nuclease FosA7 hypothetical	protein Fic	family	protein DEAD/DEAH	box	helicase Type	I	restriction-modification	system,	endonuclease	S	subunit N-6	DNA	methylase Type	I	restriction-modification	protein	subunit	M DnaK	family	chaperone	protein 97.1 4
FosA7__1203416__Salmonella_enterica_subsp._enterica Conjugal	transfer	protein	traC Putative	exported	protein Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 hypothetical	protein Fic	family	protein DEAD/DEAH	box	helicase Type	I	restriction-modification	system,	endonuclease	S	subunit IncF	plasmid	conjugative	transfer	protein	TraD Type	I	restriction-modification	protein	subunit	M DnaK	family	chaperone	protein 95.5 34
FosA7__317086__Salmonella_enterica Stress-induced	morphogen Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Chromosomal	replication	initiator	protein	DnaA Putative	cytoplasmic	protein Putative	cytoplasmic	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein Putative	antitermination	protein FosA7 hypothetical	protein Fic	family	protein DEAD/DEAH	box	helicase Type	I	restriction-modification	system,	endonuclease	S	subunit N-6	DNA	methylase Type	I	restriction-modification	protein	subunit	M DnaK	family	chaperone	protein 95.7 150
FosA7__1063574__Salmonella_enterica_subsp._enterica_serovar_Alachua hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Putative	exported	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 hypothetical	protein Fic	family	protein DEAD/DEAH	box	helicase Type	I	restriction-modification	system,	endonuclease	S	subunit IncF	plasmid	conjugative	transfer	protein	TraD Type	I	restriction-modification	protein	subunit	M DnaK	family	chaperone	protein 95.7 6
FosA3__769700__Escherichia_coli hypothetical	protein CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 Integrase	catalytic	domain	protein 100.0 1
FosA3__776827__Enterobacter_hormaechei_subsp._steigerwaltii FosA3 100.0 1
FosA3__1799313__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Type	III	restriction/modification	enzyme,	methylase	subunit DNA	restriction	subunit	(Type	III	restriction	and	modification	system),	similar	to	LlaFI 22	kDa	relaxation	protein Relaxation	protein	MobA Truncated	IS26	transposase TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 Ankyrin	repeat	family	protein 100.0 1
FosA3__754099__Enterobacter_hormaechei Replication	initiation	protein Glucans	biosynthesis	protein	G IS6-like TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 IS6-like Macrolide	phosphotransferase MFS	transporter hypothetical	protein Methionine	aminopeptidase IS6-like YdeA	family	protein YdfA hypothetical	protein hypothetical	protein hypothetical	protein Resolvase 100.0 3
FosA3__744709__Escherichia_coli Transposase Uncharacterised	protein FosA3 hypothetical	protein 100.0 1
FosA3__528652__Escherichia_coli hypothetical	protein Arsenical	resistance	operon	trans-acting	repressor	arsD Arsenical	pump-driving	ATPase Arsenical	pump	membrane	protein Phage	integrase	SAM-like	domain	protein TetA hypothetical	protein Relaxase	/helicase	(Fragment) Glucans	biosynthesis	protein	G Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Conjugal	transfer	protein Conjugal	transfer	protein	TraG hypothetical	protein hypothetical	protein Lytic	transglycosylase hypothetical	protein 100.0 203
FosA3__871295__Salmonella_enterica_subsp._enterica_serovar_Brancaster hypothetical	protein CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 hypothetical	protein 93.5 17
FosA3__744668__Escherichia_coli hypothetical	protein CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 Transposase hypothetical	protein 92.6 1
FosA3__145709__Salmonella_enterica hypothetical	protein IS6-like TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 100.0 1
FosA3__776046__Klebsiella_pneumoniae Truncated	IS26	transposase CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 TnpA	(Fragment) 100.0 8
FosA3__1134376__Salmonella_enterica_subsp._enterica_serovar_Infantis Conjugation	repressor	protein Florfenicol/	chloramphenicol	export	protein	FloR hypothetical	protein Molybdenum	ABC	transporter	permease hypothetical	protein ArsD HTH-type	transcriptional	regulator	SgrR ModE	family	transcriptional	regulator Probable	membrane	transporter	protein Ankyrin	repeat	family	protein TetR	family	transcriptional	regulator hypothetical	protein Uncharacterised	protein FosA3 100.0 1

FosA3__527575__Escherichia_coli Protein	ImpB hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein ProQ/FINO	family	protein NADH-quinone	oxidoreductase	subunit	N Transposase hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Uncharacterised	protein FosA3 Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Alpha/beta	hydrolase D-amino	acid	dehydrogenase hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Aminoglycoside	phosphotransferase Transposase	TnpA hypothetical	protein hypothetical	protein hypothetical	protein Transposase	zinc-binding	domain	protein 100.0 178
FosA3__775923__Klebsiella_pneumoniae Truncated	IS26	transposase Uncharacterised	protein FosA3 Transposase 100.0 85
FosA3__791023__Escherichia_coli IS66-like IS66-like transposase-like TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 hypothetical	protein 100.0 4
FosA3__528984__Kluyvera_georgiana hypothetical	protein NAD(P)H	dehydrogenase	(quinone) Uncharacterized	protein	YccJ hypothetical	protein hypothetical	protein Permease	component	of	a	glutamate/aspartate	transporter	(Fragment) hypothetical	protein ATP-binding	component	of	an	ABC	superfamily	phosphate	transporter Amino	acid	ABC	transporter	substrate-binding	protein,	PAAT	family Putative	secreted	protein Late	histone	H1 IS110-like TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase hypothetical	protein hypothetical	protein hypothetical	protein Choline	trimethylamine-lyase	activating	enzyme transposase-like Phosphate	propanoyltransferase hypothetical	protein 98.6 1
FosA3__778053__Escherichia_coli Uncharacterised	protein FosA3 hypothetical	protein 100.0 1
FosA3__673791__Escherichia_coli Putative	transposase FosA3 100.0 1
FosA3__808515__Escherichia_coli hypothetical	protein FosA3 100.0 1
FosA3__1796979__Escherichia_coli FosA3 Transposase 99.3 1
FosA3__269417__Salmonella_enterica DNA	invertase Com	protein Protein	mom Putative	bacteriophage	protein Uncharacterised	protein FosA3 100.0 1
FosA3__872413__Klebsiella_pneumoniae hypothetical	protein IS91-like Uncharacterised	protein FosA3 100.0 1
FosA2__1277406__Salmonella_enterica Resolvase hypothetical	protein Uncharacterised	protein KorC1 ATP	synthase	subunit	alpha Nucleotide-binding	containing	TIR-like	domain	protein hypothetical	protein YdeA	family	protein hypothetical	protein Conjugation	repressor	protein Putative	L-aspartate	oxidase FosA2 transposase-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Dihydrofolate	reductase	type	A7 hypothetical	protein QACEdelta1	(Fragment) Ankyrin	repeat	family	protein Conjugative	transfer	relaxase/helicase	TraI	(Fragment) Bacterial	TniB	protein Isochorismatase	family	protein	YecD 93.6 3
FosA2__957491__Salmonella_enterica Resolvase hypothetical	protein Uncharacterised	protein KorC1 ATP	synthase	subunit	alpha Nucleotide-binding	containing	TIR-like	domain	protein hypothetical	protein YdeA	family	protein hypothetical	protein Conjugation	repressor	protein Putative	L-aspartate	oxidase FosA2 transposase-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Dihydrofolate	reductase	type	A7 hypothetical	protein QACEdelta1	(Fragment) Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Replication	initiation	protein 93.6 2

FosA5__205585__Salmonella_enterica_subsp._enterica_serovar_Infantis 5'-nucleotidase FosA5 hypothetical	protein Bifunctional	AAC/APH 98.6 5
FosA6__1849713__Salmonella_enterica_subsp._enterica_serovar_Infantis hypothetical	protein FosA6 hypothetical	protein ISVsa5-like 99.3 6
FosA6__355590__Salmonella_enterica_subsp._enterica_serovar_Indiana hypothetical	protein Gamma-aminobutyraldehyde	dehydrogenase FosA6 hypothetical	protein PbsX	family	transcriptional	regulator hypothetical	protein 98.6 1
FosA5__1835468__Escherichia_coli_plasmid hypothetical	protein hypothetical	protein hypothetical	protein FosA5 hypothetical	protein ISVsa5-like transposase-like 3'-kinase Aminoglycoside	3'-phosphotransferase hypothetical	protein 100.0 1
FosA6__467211__Salmonella_enterica_subsp._enterica_serovar_Kentucky Regulatory	protein	rop	(Fragment) MobC hypothetical	protein FosA6 MobD hypothetical	protein 97.8 10
FosA2__872162__Enterobacter_cloacae_complex_sp._2DZ2F20B DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE hypothetical	protein hypothetical	protein Integrase Putative	tail	tube	initiator	or	completion	protein ABC	half	transporter 94.3 4
FosA2__1877505__Enterobacter_sp._Cy-1797 DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Site-specific	DNA-methyltransferase Uncharacterised	protein Uncharacterised	protein 93.6 4
FosA2__812935__Enterobacter_hormaechei DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE hypothetical	protein hypothetical	protein Archaeal	ATPase	family	protein Adenosine/AMP	deaminase	family	protein 94.3 2
FosA2__563768__Enterobacter_cloacae DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE hypothetical	protein Uncharacterised	protein hypothetical	protein Protein	of	uncharacterised	function	(DUF2743) Uncharacterised	protein 94.3 4
FosA2__809433__Enterobacter_hormaechei_subsp._xiangfangensis DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE hypothetical	protein hypothetical	protein Restriction	endonuclease Toxin Cytoskeleton	bundling-enhancing	protein	CbeA DNA	repair	protein Antirestriction	protein PF06067	domain	protein Uncharacterised	protein hypothetical	protein Predicted	DNA-binding	transcriptional	regulator	YafY,	contains	an	HTH	and	WYL	domains Uncharacterised	protein 94.3 15
FosA2__665924__Enterobacter_hormaechei_subsp._xiangfangensis DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE hypothetical	protein hypothetical	protein Restriction	endonuclease Toxin Cytoskeleton	bundling-enhancing	protein	CbeA DNA	repair	protein Antirestriction	protein PF06067	domain	protein Uncharacterised	protein hypothetical	protein Putative	GTPase 94.3 2
FosA2__1866586__Enterobacter_hormaechei DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE hypothetical	protein DNA	helicase 5-methylcytosine-specific	restriction	enzyme	B 95.0 1
FosA2__551776__Enterobacter_hormaechei hypothetical	protein Recombination	endonuclease	VII MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Toxic	protein	SymE Macrolide	phosphotransferase Ypjf	toxin	protein Putative	uncharacterized	protein	YagB PF04002	family	protein hypothetical	protein Antirestriction	protein UPF0401	protein	ykfF Phage	protein Lipoprotein	YfjS Uncharacterized	protein	YpjK Transcriptional	regulator hypothetical	protein 97.9 1
FosA2__551544__Enterobacter_cloacae DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease DNA	topoisomerase-3 1,4-beta-xylanase Integrase FosA2 Modification	methylase GTP	cyclohydrolase	1 HNH	nuclease Cytosine-specific	methyltransferase Restriction	endonuclease Phage	polarity	suppression	protein hypothetical	protein hypothetical	protein Integrase hypothetical	protein 96.5 1
FosA2__1857682__Enterobacter_hormaechei DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterized	protein	YjeI Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase 6-carboxy-5,6,7,8-tetrahydropterin	synthase ATP-dependent	helicase	HepA 96.5 1
FosA2__669091__Enterobacter_hormaechei_subsp._xiangfangensis 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Cag	pathogenicity	island	protein	Cag4 Toxic	protein	SymE HNH	nuclease hypothetical	protein 96.5 1
FosA2__615625__Enterobacter_asburiae N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein hypothetical	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Membrane	protein,	putative Toxic	protein	SymE Restriction	endonuclease Restriction	endonuclease hypothetical	protein hypothetical	protein 95.0 3
FosA2__669122__Enterobacter_asburiae hypothetical	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE Restriction	endonuclease hypothetical	protein 95.0 1
FosA2__805912__Enterobacter_hormaechei DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE HNH	nuclease Restriction	endonuclease Toxin Mu	phage	lytic	protein	YfjZ DNA	repair	protein	RadC Antirestriction	protein Putative	cytoplasmic	protein Domain	of	uncharacterised	function	(DUF932) Uncharacterised	protein GTPase 95.0 2
FosA2__562114__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase Recombination	endonuclease	VII MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Restriction	endonuclease Acriflavin	resistance	protein	AcrA Modification	methylase Type	II	restriction	enzyme	NmeDIP Recombination	endonuclease	VII Uncharacterised	protein Uncharacterised	protein Putative	endonuclease,	HNH	family Putative	capsid	protein 94.3 1
FosA2__1857695__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Conjugal	transfer	protein Tetracycline	repressor	protein	tetR HNH	nuclease Predicted	integrase Type	II	restriction	enzyme	Eco47II	(EndonucleaseEco47II)	(R.Eco47II) Modification	methylase	Eco47II	(Cytosine-specificmethyltransferase	Eco47II)	(M.Eco47II) Recombination	endonuclease	VII Uncharacterised	protein Uncharacterised	protein Putative	endonuclease,	HNH	family Putative	capsid	protein 96.5 1
FosA2__562569__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein hypothetical	protein HNH	nuclease Predicted	integrase hypothetical	protein Recombination	endonuclease	VII Uncharacterised	protein Uncharacterised	protein Putative	endonuclease,	HNH	family Putative	capsid	protein Uncharacterised	protein Uncharacterised	protein 94.3 2
FosA2__563244__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase hypothetical	protein FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Restriction	endonuclease hypothetical	protein Z1226	protein Toxin YagB/YeeU/YfjZ	family DNA	repair	protein	RadC Domain	of	uncharacterised	function	(DUF932) hypothetical	protein hypothetical	protein hypothetical	protein 94.3 1
FosA2__564299__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein hypothetical	protein HNH	nuclease Transcriptional	regulator Plasmid	stabilization	system	proteinToxin-antitoxin	system,	antitoxin	component,	ribbon-helix-helix	fold	protein Hypothetical	prophage	protein Toxin Mu	phage	lytic	protein	YfjZ YeeT	family	protein DNA	repair	protein	RadC-like Domain	of	uncharacterised	function	(DUF932) hypothetical	protein hypothetical	protein 94.3 3
FosA2__564162__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Restriction	endonuclease Alpha	replication	protein	of	prophage	CP-933I Cnr-like	protein hypothetical	protein Putative	CI	repressor Transcriptional	regulator,	AlpA	family Sid Phage	polarity	suppression	protein 94.3 2
FosA2__563432__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Restriction	endonuclease Restriction	endonuclease Toxin Cytoskeleton	bundling-enhancing	protein	CbeA DNA	repair	protein Phage	antirestriction	protein PF06067	domain	protein Uncharacterised	protein hypothetical	protein Predicted	DNA-binding	transcriptional	regulator	YafY,	contains	an	HTH	and	WYL	domains Uncharacterised	proteinhypothetical	protein 94.3 2
FosA2__563878__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Macrolide	phosphotransferase Transcriptional	regulator hypothetical	protein hypothetical	protein 94.3 1
FosA2__1864009__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE Restriction	endonuclease hypothetical	protein hypothetical	protein Transcriptional	regulator Type	I	restriction-modification	system,	S	subunit SAM-dependent	methyltransferase transposase-like Transposase 94.3 3
FosA2__1857852__Enterobacter_hormaechei hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) Transposase	IS3 Putative	transposase	TnpP LysR	family	transcriptional	regulator hypothetical	protein hypothetical	protein 95.0 1
FosA2__561960__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase Recombination	endonuclease	VII MFS	transporter Arylesterase hypothetical	protein hypothetical	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein 95.0 1
FosA2__563275__Enterobacter_cloacae hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein IS3-like Putative	transposase	TnpP Hydroxyethylthiazole	kinase Hydroxymethylpyrimidine/phosphomethylpyrimidine	kinase HTH	family	transcriptional	regulator Sugar	kinase ADP-ribosylglycohydrolase Nucleoside	transporter Fructose-bisphosphate	aldolase	class	I 95.0 4
FosA2__786605__Enterobacter_sp._301B hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein RNA	methyltransferase 95.0 1
FosA2__563841__Enterobacter_cloacae DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein IS3-like Putative	group	II	intron-encoded	reverse	transcriptase hypothetical	protein IS3-like Phage	capsid	protein hypothetical	protein Uncharacterised	protein Diguanylate	phosphodiesterase 95.7 5
FosA2__809330__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein RNA	methyltransferase hypothetical	protein Toxic	protein	SymE HNH	nuclease TIGR02688	family	protein Putative	cytoplasmic	protein 97.2 14
FosA2__486451__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase Recombination	endonuclease	VII MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase Integrase FosA2 Modification	methylase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein RNA	methyltransferase hypothetical	protein GTP	cyclohydrolase	1 Macrolide	phosphotransferase TIGR02688	family	protein Putative	cytoplasmic	protein 97.2 4
FosA2__486392__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase Recombination	endonuclease	VII MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase Integrase FosA2 Modification	methylase Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein RNA	methyltransferase hypothetical	protein GTP	cyclohydrolase	1 Macrolide	phosphotransferase hypothetical	protein RES	domain	protein hypothetical	protein Transposase Site-specific	recombinase	XerD hypothetical	protein 97.2 1
FosA2__810293__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein RNA	methyltransferase hypothetical	protein Toxic	protein	SymE HNH	nuclease hypothetical	protein RES	domain	protein ATP-binding	protein hypothetical	protein hypothetical	protein Beta-lactamase 97.2 27
FosA2__1866639__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE HNH	nuclease hypothetical	protein RES	domain	protein ATP-binding	protein hypothetical	protein 96.5 1

FosA2__562284__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Cag	pathogenicity	island	protein	Cag4 Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase hypothetical	protein hypothetical	protein hypothetical	protein 95.0 2
FosA2__608445__Enterobacter_hormaechei_subsp._steigerwaltii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE HNH	nuclease hypothetical	protein hypothetical	protein hypothetical	protein Putative	superfamily	I	DNA	helicase 95.0 1
FosA2__609892__Enterobacter_hormaechei_subsp._steigerwaltii N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Toxic	protein	SymE HNH	nuclease hypothetical	protein hypothetical	protein Restriction	enzyme	type	I	helicase	subunit 95.7 1
FosA2__1866433__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE HNH	nuclease Transcriptional	regulator Restriction	endonuclease	subunit	M Toxin	CbtA Antitoxin	YeeU YeeT	family	protein DNA	repair	protein	RadC Antirestriction	protein Domain	of	uncharacterised	function	(DUF932) hypothetical	protein 97.2 1
FosA2__1866523__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE HNH	nuclease Z1226	protein hypothetical	protein YagB/YeeU/YfjZ	family DNA	repair	protein	RadC Domain	of	uncharacterised	function	(DUF932) Uncharacterised	protein Malate	transporter Transcriptional	regulator	AlpA	family hypothetical	protein 95.0 1
FosA2__840580__Klebsiella_pneumoniae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Tryptophanyl-tRNA	synthetase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE HNH	nuclease Cytosine-specific	methyltransferase Restriction	endonuclease hypothetical	protein hypothetical	protein 95.7 2
FosA2__562704__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE HNH	nuclease Cytosine-specific	methyltransferase Restriction	endonuclease hypothetical	protein 96.5 2
FosA2__695311__Pedobacter_himalayensis ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE HNH	nuclease Phosphoadenosine	phosphosulfate	reductase	family	protein hypothetical	protein 95.7 1
FosA2__502747__Acinetobacter_baumannii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase Recombination	endonuclease	VII MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase hypothetical	protein Integrase FosA2 Modification	methylase hypothetical	protein hypothetical	protein Toxic	protein	SymE HNH	nuclease L-talarate	dehydratase	Galactarate	dehydratase Type	II	restriction	enzyme	Eco47II	(EndonucleaseEco47II)	(R.Eco47II) Modification	methylase	Eco47II	(Cytosine-specificmethyltransferase	Eco47II)	(M.Eco47II) Recombination	endonuclease	VII Uncharacterised	protein Uncharacterised	protein Putative	endonuclease,	HNH	family hypothetical	protein 97.2 1
FosA2__615519__Enterobacter_sichuanensis hypothetical	protein Cupin	family	protein ATP-dependent	Clp	protease	proteolytic	subunit Decarboxylase Bleomycin	resistance	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase 97.2 1
FosA2__831130__Enterobacter_ludwigii Ferrioxamine	receptor AraC	Family	Transcriptional	Regulator hypothetical	protein 6,7-dimethyl-8-ribityllumazine	synthase	subunit Cupin	family	protein ATP-dependent	Clp	protease	proteolytic	subunit YgbI YyaH Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein hypothetical	protein Guanine	deaminase hypothetical	protein Uncharacterized	conserved	protein UPF0386	protein	YjhX YjhP SymE	family	toxin Uncharacterised	protein Type	11	methyltransferase Prophage	CP4-57	integrase 100.0 1
FosA2__552657__Enterobacter_cloacae Ferrioxamine	receptor AraC	Family	Transcriptional	Regulator hypothetical	protein 6,7-dimethyl-8-ribityllumazine	synthase	subunit Cupin	family	protein ATP-dependent	Clp	protease	proteolytic	subunit YgbI YyaH Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Fructokinase Uncharacterised	protein Family	32	glycosyl	hydrolase Aec44	family	protein Invertase MFS	transporter Sucrose	specific	transcriptional	regulator	CscR,	LacI	family 97.9 9
FosA2__1866683__Enterobacter_ludwigii Ferrioxamine	receptor AraC	Family	Transcriptional	Regulator hypothetical	protein 6,7-dimethyl-8-ribityllumazine	synthase	subunit Cupin	family	protein ATP-dependent	Clp	protease	proteolytic	subunit YgbI YyaH Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein hypothetical	protein Guanine	deaminase Fructokinase Uncharacterised	protein Family	32	glycosyl	hydrolase Aec44	family	protein hypothetical	protein 98.6 3

FosA2__761427__Enterobacter_hormaechei Peptidase hypothetical	protein 6,7-dimethyl-8-ribityllumazine	synthase	subunit Cupin	family	protein ATP-dependent	Clp	protease	proteolytic	subunit YgbI Bleomycin	resistance	protein hypothetical	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Restriction	endonuclease Transposase Transposase hypothetical	protein hypothetical	protein Restriction	endonuclease hypothetical	protein 95.0 4
FosA2__1855791__Enterobacter_asburiae DoxX	family	protein MFS	transporter Arylesterase ATP-binding	protein McrBC	5-methylcytosine	restriction	system	component	family	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE Transposase Transposase hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein NgrB	family	protein hypothetical	protein hypothetical	protein 95.7 1
FosA2__1602629__Enterobacter_mori DoxX	family	protein MFS	transporter Arylesterase ATP-binding	protein McrBC	5-methylcytosine	restriction	system	component	family	protein Sugar	transporter	protein Queuine	tRNA-ribosyltransferase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE hypothetical	protein Blue	(Type	1)	copper	domain	protein Type	III	restriction-modification	system	methylation	subunit Type	III	restriction	enzyme,	res	subunit 95.0 1
FosA2__872706__Escherichia_coli DoxX	family	protein MFS	transporter Arylesterase ATP-binding	protein McrBC	5-methylcytosine	restriction	system	component	family	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Transposase 95.0 1
FosA2__615458__Enterobacter_kobei DoxX	family	protein MFS	transporter Arylesterase ATP-binding	protein McrBC	5-methylcytosine	restriction	system	component	family	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Hcp	family	T6SS	protein	CtsH1 Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 96.5 1
FosA2__675062__Enterobacter_kobei DoxX	family	protein MFS	transporter Arylesterase ATP-binding	protein McrBC	5-methylcytosine	restriction	system	component	family	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE Restriction	endonuclease HNH	endonuclease hypothetical	protein 5-methylcytosine-specific	restriction	enzyme	B hypothetical	protein Modification	methylase	FokI Modification	methylase hypothetical	protein 96.5 1
FosA2__675096__Enterobacter_cloacae_subsp._dissolvens hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein hypothetical	protein TraG-like	protein hypothetical	protein 95.7 1
FosA2__831129__Enterobacter_cloacae hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase DNA	helicase hypothetical	protein 96.5 4
FosA2__1790841__Enterobacter_cloacae hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein Queuine	tRNA-ribosyltransferase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein S-type	Pyocin	domain-containing	protein Colicin	immunity	protein/pyocin	immunity	protein Uncharacterised	protein Toxic	protein	SymE hypothetical	protein Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Uncharacterised	protein hypothetical	protein 96.5 2
FosA2__1858042__Enterobacter_kobei DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Hcp	family	T6SS	protein	CtsH1 Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 95.7 1
FosA2__612848__Enterobacter_cloacae hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase hypothetical	protein Type	VI	secretion	system	effector hypothetical	protein Membrane	protein Toxic	protein	SymE hypothetical	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Type	11	methyltransferase hypothetical	protein TIR	domain	containing	protein hypothetical	protein 95.7 1
FosA2__1843405__Enterobacter_roggenkampii hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein hypothetical	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE Hcp	family	T6SS	protein	CtsH1 Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Type	11	methyltransferase Restriction	endonuclease Cytosine-specific	methyltransferase hypothetical	protein 96.5 5
FosA2__1863948__Enterobacter_roggenkampii hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase hypothetical	protein N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Hcp	family	T6SS	protein	CtsH1 Putative	phage-associated	acyl	carrier	protein Toxic	protein	SymE Hcp	family	T6SS	protein	CtsH1 Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Type	11	methyltransferase Restriction	endonuclease hypothetical	protein 97.2 6
FosA2__669098__Enterobacter_roggenkampii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE hypothetical	protein hypothetical	protein 95.7 1
FosA2__675053__Enterobacter_roggenkampii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE Hcp	family	T6SS	protein	CtsH1 Uncharacterised	protein hypothetical	protein IS5	transposase 96.4 1
FosA2__476946__Enterobacter_sp._SST3 QacG2 XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase DNA	topoisomerase-3 Uncharacterised	protein Integrase FosA2 Modification	methylase GTP	cyclohydrolase	1 Hcp	family	T6SS	protein	CtsH1 Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Tellurite	resistance	protein Membrane	protein Cytoplasmic	protein Plectin-1	PLTN	PCN	Hemidesmosomal	protein	1	HD1	Plectin-6	Plectin-11 94.3 1
FosA2__793236__Enterobacter_sp._GER_MD16_1505_Eko_090 ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein S-type	Pyocin	domain-containing	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Toxic	protein	SymE Hcp	family	T6SS	protein	CtsH1 Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Tellurite	resistance	protein hypothetical	protein 97.2 3
FosA2__870736__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE Hcp	family	T6SS	protein	CtsH1 Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein hypothetical	protein 95.0 1
FosA2__796967__Enterobacter_cloacae hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein S-type	Pyocin	domain-containing	protein hypothetical	protein Colicin	immunity	protein/pyocin	immunity	protein Uncharacterised	protein Toxic	protein	SymE Hcp	family	T6SS	protein	CtsH1 Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Type	11	methyltransferase hypothetical	protein 95.7 1
FosA2__812941__Enterobacter_roggenkampii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE Hcp	family	T6SS	protein	CtsH1 Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Type	11	methyltransferase DNA	helicase 96.5 5

FosA2__564089__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Macrolide	phosphotransferase Uncharacterized	conserved	protein Transporter hypothetical	protein 96.5 1
FosA2__650984__Leclercia_adecarboxylata ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE Macrolide	phosphotransferase Uncharacterized	conserved	protein hypothetical	protein 97.2 1
FosA2__873598__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE HNH	nuclease Uncharacterized	conserved	protein DNA	helicase hypothetical	protein 96.5 2

FosA2__804514__Enterobacter_mori DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Membrane	protein Lysophospholipase Putative	acyltransferase Phosphatidate	cytidylyltransferase Probable	enzyme hypothetical	protein Type	VI	secretion	system	lysozyme-like	protein Type	VI	secretion	protein Type	VI	secretion	protein 95.7 1
FosA5__758779__Enterobacteriaceae_bacterium_CCUG_66741 hypothetical	protein Putative	inner	membrane	protein 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator,	GntR	family	with	aminotransferase	domain Putative	glyoxylase	family	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Hcp1	family	type	VI	secretion	system	effector FosA5 Hcp	family	T6SS	protein	CtsH1 Acyl	carrier	protein Membrane	protein Ner	family	regulatory	protein Transcriptional	regulator hypothetical	protein 70.8 1
FosA5__1610975__Citrobacter_sp._18056 Major	facilitator	superfamily	MFS	1 Transcriptional	regulator,	LysR	family Low	affinity	potassium	transport	system	protein	kup Putative	inner	membrane	protein 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator,	GntR	family	with	aminotransferase	domain FosA5 Putative	glyoxylase	family	protein LysR	family	transcriptional	regulator	LeuO NAD(P)H	dehydrogenase Chromosome	partitioning	ATPase Uncharacterised	protein Replicative	DNA	helicase Chromosome	partitioning	protein	ParB hypothetical	protein Uncharacterised	protein Adenosine	monophosphate-protein	transferase 70.1 1
FosA5__808326__Citrobacter_sp._YR018 hypothetical	protein MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator,	GntR	family	with	aminotransferase	domain Putative	glyoxylase	family	protein hypothetical	protein hypothetical	protein Efflux	pump	membrane	transporter Acriflavin	resistance	protein	A hypothetical	protein FosA5 hypothetical	protein PAAR	motif hypothetical	protein 70.1 1
FosA5__919063__Enterobacter_sp._AG5470 CynR AraC-type	DNA-binding	protein Threonine/homoserine/homoserine	lactone	efflux	protein mRNA	interferase	YafQ DNA-damage-inducible	protein	J Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family Uncharacterized	conserved	protein,	DUF2164	family Benzoyl-CoA	reductase/2-hydroxyglutaryl-CoA	dehydratase	subunit,	BcrC/BadD/HgdB CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator FosA5 DUF1176	domain-containing	protein hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit DUF1127	domain-containing	protein DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain RNA	polymerase	sigma	factor DNA-binding	winged	helix-turn-helix	(WHTH)	domain-containing	protein hypothetical	protein Sigma	54-dependent	transcriptional	activator	containing	CheY-like	receiver	domain N-acetylmuramic	acid	6-phosphate	etherase 74.5 1
FosA5__551856__Enterobacteriaceae_bacterium_UBA3163 HsdR Endoribonuclease	SymE hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Type	IV	secretion	protein	Rhs TetR	family	transcriptional	regulator Predicted	O-methyltransferase	YrrM Phage-like	protein YcfA	family	protein FosA5 DNA-binding	transcriptional	regulator,	LysR	family NAD(P)H	dehydrogenase DUF1176	domain-containing	protein ATP-dependent	Clp	protease	proteolytic	subunit Uncharacterized	conserved	protein	YjiS,	DUF1127	family DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain Iron	complex	outermembrane	recepter	protein AraC-type	DNA-binding	protein 75.9 1
FosA5__812882__Escherichia_coli hypothetical	protein Transporter,	dicarboxylate/amino	acid:cation	Na+/H+	symporter	family	protein Bacterial	regulatory	helix-turn-helix,	lysR	family	protein Uncharacterized	conserved	protein 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump DNA-binding	transcriptional	regulator,	MarR	family hypothetical	protein hypothetical	protein Type	IV	secretion	protein	Rhs TetR	family	transcriptional	regulator Predicted	O-methyltransferase	YrrM FosA5 DNA-binding	transcriptional	regulator,	LysR	family NAD(P)H	dehydrogenase DUF1176	domain-containing	protein ATP-dependent	Clp	protease	proteolytic	subunit Uncharacterized	conserved	protein	YjiS,	DUF1127	family DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain Iron	complex	outermembrane	recepter	protein AraC-type	DNA-binding	protein hypothetical	protein 77.4 1
FosA5__612852__Enterobacter_sp._Bisph2 hypothetical	protein FosA5 DNA-binding	transcriptional	regulator,	LysR	family NAD(P)H	dehydrogenase DUF1176	domain-containing	protein ATP-dependent	Clp	protease	proteolytic	subunit Uncharacterized	conserved	protein	YjiS,	DUF1127	family DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain Iron	complex	outermembrane	recepter	protein AraC-type	DNA-binding	protein hypothetical	protein 77.0 1
FosA5__551430__Enterobacteriaceae_bacterium_UBA869 Type	I	restriction	enzyme,	R	subunit Type	I	restriction-modification	system Type-1	restriction	enzyme	StySPI	specificity	protein Endoribonuclease	SymE hypothetical	protein hypothetical	protein hypothetical	protein Type	IV	secretion	protein	Rhs Transcriptional	regulator,	TetR	family 4'-phosphopantetheinyl	transferase	CesP FosA5 DNA-binding	transcriptional	regulator,	LysR	family NAD(P)H	dehydrogenase DUF1176	domain-containing	protein ATP-dependent	Clp	protease	proteolytic	subunit Uncharacterized	conserved	protein	YjiS,	DUF1127	family DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain Iron	complex	outermembrane	recepter	protein AraC-type	DNA-binding	protein hypothetical	protein Transcriptional	regulator,	TetR	family 77.0 1
FosA5__799143__Kluyvera_sp._Nf5 Major	facilitator	superfamily	permease Multidrug	resistance	efflux	pump DNA-binding	transcriptional	regulator,	MarR	family NADPH:quinone	reductase Toxin-antitoxin	system,	antitoxin	component hypothetical	protein hypothetical	protein Endoribonuclease	SymE hypothetical	protein hypothetical	protein hypothetical	protein Type	IV	secretion	protein	Rhs Transcriptional	regulator,	TetR	family 4'-phosphopantetheinyl	transferase	CesP Phage-like	protein hypothetical	protein FosA5 DNA-binding	transcriptional	regulator,	LysR	family hypothetical	protein NAD(P)H	dehydrogenase DUF1176	domain-containing	protein ATP-dependent	Clp	protease	proteolytic	subunit Uncharacterized	conserved	protein	YjiS,	DUF1127	family DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain Iron	complex	outermembrane	recepter	protein AraC-type	DNA-binding	protein hypothetical	protein 77.0 1
FosA2__651113__Enterobacter_asburiae hypothetical	protein Response	regulator	receiver	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Toxic	protein	SymE HNH	nuclease N-6	DNA	methylase hypothetical	protein hypothetical	protein 95.7 2
FosA2__662349__Enterobacter_sp._K66-74 hypothetical	protein Response	regulator	receiver	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE hypothetical	protein DUF4917	domain-containing	protein DEAD/DEAH	box	helicase hypothetical	protein hypothetical	protein 96.5 4
FosA8__552605__Leclercia_sp._UBA7405 hypothetical	protein Response	regulator ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase LysR	family	transcriptional	regulator MFS	transporter Arylesterase FosA8 Endoribonuclease	SymE hypothetical	protein 83.1 1
FosA8__610902__Leclercia_adecarboxylata hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase LysR	family	transcriptional	regulator MFS	transporter Arylesterase ATP-binding	protein McrBC	5-methylcytosine	restriction	system	component	family	protein FosA8 hypothetical	protein hypothetical	protein Gamma-aminobutyraldehyde	dehydrogenase Amino	acid	permease Protein	CsiD L-2-hydroxyglutarate	oxidase	LhgO Succinate-semialdehyde	dehydrogenase	I 4-aminobutyrate--2-oxoglutarate	transaminase Transcriptional	regulator 94.2 1
FosA8__1830391__Enterobacteriaceae_bacterium_CCUG_67584 FosA8 Gamma-aminobutyraldehyde	dehydrogenase Amino	acid	permease Protein	CsiD L-2-hydroxyglutarate	oxidase	LhgO Succinate-semialdehyde	dehydrogenase	I 4-aminobutyrate--2-oxoglutarate	transaminase hypothetical	protein hypothetical	protein 93.6 1
FosA8__552236__Leclercia_sp._UBA5076 hypothetical	protein Response	regulator ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase LysR	family	transcriptional	regulator MFS	transporter Arylesterase FosA8 hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein AAA	family	ATPase 5-methylcytosine-specific	restriction	endonuclease	system	specificity	protein	McrC Gamma-aminobutyraldehyde	dehydrogenase Amino	acid	permease Protein	CsiD hypothetical	protein 90.7 3
FosA8__552381__Leclercia_adecarboxylata hypothetical	protein Response	regulator ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase LysR	family	transcriptional	regulator MFS	transporter Arylesterase FosA8 hypothetical	protein hypothetical	protein hypothetical	protein Gamma-aminobutyraldehyde	dehydrogenase Amino	acid	permease Protein	CsiD L-2-hydroxyglutarate	oxidase	LhgO Succinate-semialdehyde	dehydrogenase	I 4-aminobutyrate--2-oxoglutarate	transaminase hypothetical	protein 92.1 4
FosA8__552767__Leclercia_adecarboxylata hypothetical	protein hypothetical	protein Response	regulator ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase LysR	family	transcriptional	regulator MFS	transporter Arylesterase FosA8 hypothetical	protein hypothetical	protein Gamma-aminobutyraldehyde	dehydrogenase Amino	acid	permease Protein	CsiD L-2-hydroxyglutarate	oxidase	LhgO Succinate-semialdehyde	dehydrogenase	I 4-aminobutyrate--2-oxoglutarate	transaminase Transcriptional	regulator 90.7 1
FosA8__552598__Leclercia_adecarboxylata hypothetical	protein Response	regulator ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase LysR	family	transcriptional	regulator MFS	transporter Arylesterase FosA8 hypothetical	protein hypothetical	protein AAA	family	ATPase 5-methylcytosine-specific	restriction	endonuclease	system	specificity	protein	McrC Gamma-aminobutyraldehyde	dehydrogenase Amino	acid	permease Protein	CsiD L-2-hydroxyglutarate	oxidase	LhgO hypothetical	protein 90.7 1
FosA8__552957__Leclercia_adecarboxylata hypothetical	protein hypothetical	protein N-substituted	formamide	deformylase LysR	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein Arylesterase FosA8 hypothetical	protein hypothetical	protein Gamma-aminobutyraldehyde	dehydrogenase Amino	acid	permease Protein	CsiD L-2-hydroxyglutarate	oxidase	LhgO Succinate-semialdehyde	dehydrogenase	I 4-aminobutyrate--2-oxoglutarate	transaminase Transcriptional	regulator 97.9 1
FosA8__552537__Leclercia_adecarboxylata hypothetical	protein Response	regulator ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase LysR	family	transcriptional	regulator MFS	transporter Arylesterase FosA8 hypothetical	protein hypothetical	protein hypothetical	protein AAA	family	ATPase 5-methylcytosine-specific	restriction	endonuclease	system	specificity	protein	McrC Gamma-aminobutyraldehyde	dehydrogenase Amino	acid	permease Protein	CsiD L-2-hydroxyglutarate	oxidase	LhgO 98.6 7
FosA8__552413__Leclercia_adecarboxylata N-substituted	formamide	deformylase LysR	family	transcriptional	regulator MFS	transporter Arylesterase Transcriptional	regulator 2-dehydro-3-deoxyphosphogluconate	aldolase 2-keto-3-deoxy-galactonokinase Dihydrodipicolinate	synthase	family	protein Enolase MFS	transporter hypothetical	protein FosA8 hypothetical	protein hypothetical	protein hypothetical	protein AAA	family	ATPase 5-methylcytosine-specific	restriction	endonuclease	system	specificity	protein	McrC Gamma-aminobutyraldehyde	dehydrogenase Amino	acid	permease Protein	CsiD L-2-hydroxyglutarate	oxidase	LhgO 97.9 5
FosA8__552990__Leclercia_adecarboxylata hypothetical	protein Response	regulator ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase LysR	family	transcriptional	regulator MFS	transporter Arylesterase FosA8 hypothetical	protein hypothetical	protein hypothetical	protein AAA	family	ATPase 96.5 1
FosA8__552454__Leclercia_adecarboxylata hypothetical	protein Response	regulator ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase LysR	family	transcriptional	regulator MFS	transporter Arylesterase FosA8 hypothetical	protein hypothetical	protein hypothetical	protein Gamma-aminobutyraldehyde	dehydrogenase Amino	acid	permease Protein	CsiD L-2-hydroxyglutarate	oxidase	LhgO Succinate-semialdehyde	dehydrogenase	I 4-aminobutyrate--2-oxoglutarate	transaminase 100.0 7
FosA8__552775__Leclercia_adecarboxylata hypothetical	protein Arylesterase hypothetical	protein Uncharacterised	protein FosA8 hypothetical	protein hypothetical	protein Gamma-aminobutyraldehyde	dehydrogenase Amino	acid	permease Protein	CsiD L-2-hydroxyglutarate	oxidase	LhgO Succinate-semialdehyde	dehydrogenase	I 4-aminobutyrate--2-oxoglutarate	transaminase Transcriptional	regulator 97.9 1
FosA8__552675__Leclercia_adecarboxylata hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase hypothetical	protein N-substituted	formamide	deformylase LysR	family	transcriptional	regulator MFS	transporter Arylesterase ATP-binding	protein McrBC	5-methylcytosine	restriction	system	component	family	protein FosA8 hypothetical	protein hypothetical	protein hypothetical	protein Gamma-aminobutyraldehyde	dehydrogenase Amino	acid	permease Protein	CsiD L-2-hydroxyglutarate	oxidase	LhgO Succinate-semialdehyde	dehydrogenase	I 4-aminobutyrate--2-oxoglutarate	transaminase 97.9 5
FosA8__551414__Leclercia_adecarboxylata ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase LysR	family	transcriptional	regulator Sodium:proton	antiporter Arylesterase ATP-binding	protein McrBC	5-methylcytosine	restriction	system	component	family	protein FosA8 hypothetical	protein Gamma-aminobutyraldehyde	dehydrogenase Amino	acid	permease Protein	CsiD L-2-hydroxyglutarate	oxidase	LhgO Succinate-semialdehyde	dehydrogenase	I 4-aminobutyrate--2-oxoglutarate	transaminase Transcriptional	regulator Acyl	carrier	protein 98.6 4

FosA2__553040__Enterobacter_asburiae hypothetical	protein Response	regulator	receiver	protein QacG2 XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase FosA2 Modification	methylase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE Macrolide	phosphotransferase Uncharacterized	conserved	protein DNA	restriction	subunit	(Type	III	restriction	and	modification	system),	similar	to	LlaFI 97.2 6
FosA2__608616__Enterobacter_cloacae hypothetical	protein Response	regulator	receiver	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase hypothetical	protein N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase FosA2 Modification	methylase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein S-type	Pyocin	domain-containing	protein Colicin	immunity	protein/pyocin	immunity	protein hypothetical	protein Uncharacterised	protein Toxic	protein	SymE Hcp1	family	type	VI	secretion	system	effector Transport	permease	protein hypothetical	protein 94.3 5
FosA2__702088__Enterobacter_cloacae_subsp._cloacae hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE HNH	nuclease ATP-binding	protein hypothetical	protein 95.0 1
FosA2__804731__Enterobacter_sp._CGMCC_5087 hypothetical	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE HNH	nuclease ATP-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein 95.7 1
FosA2__1857504__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Tetracycline	repressor	protein	tetR hypothetical	protein hypothetical	protein DNA	restriction	subunit	(Type	III	restriction	and	modification	system),	similar	to	LlaFI hypothetical	protein 95.0 4
FosA2__797145__Enterobacter_roggenkampii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Toxic	protein	SymE HNH	nuclease Transposase Transposase hypothetical	protein hypothetical	protein hypothetical	protein 94.3 2
FosA2__614394__Enterobacter_bugandensis hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE hypothetical	protein hypothetical	protein hypothetical	protein AAA-like	domain	protein 96.5 1
FosA2__1864118__Enterobacter_roggenkampii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE hypothetical	protein DNA	helicase 5-methylcytosine-specific	restriction	enzyme	B Protein	McrC hypothetical	protein 96.5 2
FosA2__1602634__Enterobacteriaceae_bacterium N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein Sugar	transporter	protein Queuine	tRNA-ribosyltransferase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein hypothetical	protein hypothetical	protein PF09850	domain	protein Type	VI	secretion	protein Topoisomerase	II tRNA	hydroxylase Regulator	of	ribonuclease	activity	B Ornithine	carbamoyltransferase	subunit	F 95.7 1
FosA2__831464__Enterobacter_hormaechei_subsp._xiangfangensis ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE HNH	nuclease Transcriptional	regulator Hypothetical	prophage	protein Toxin Antitoxin Uncharacterized	protein	YkfH DNA	repair	protein	RadC Phage	antirestriction	protein Putative	cytoplasmic	protein Uncharacterized	protein	YkfB Lipoprotein	YfjS Uncharacterized	protein	YpjK Transcriptional	regulator 95.0 1
FosA2__1866603__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE HNH	nuclease Integrase Putative	tail	tube	initiator	or	completion	protein Uncharacterised	protein hypothetical	protein Phage	capsid	protein Uncharacterised	protein hypothetical	protein 96.5 1
FosA2__1886464__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE HNH	nuclease hypothetical	protein hypothetical	protein hypothetical	protein Putative	head	size	determination	protein B Sid hypothetical	protein 96.5 5
FosA2__506075__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase Recombination	endonuclease	VII MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase Integrase FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein GTP	cyclohydrolase	1 Restriction	endonuclease hypothetical	protein Putative	P-loop	ATP-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	phage	protein Putative	phage	protein 94.3 2
FosA2__805267__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE HNH	nuclease Integrase Diguanylate	phosphodiesterase Putative	tail	tube	initiator	or	completion	protein Uncharacterised	protein Phage	capsid	protein 96.5 2
FosA2__563059__Enterobacter_cloacae Dipeptide/oligopeptide	ABC	transporter,	substrate-binding	protein DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein hypothetical	protein DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase hypothetical	protein hypothetical	protein IS3-like IS911	orfA Toxic	protein	SymE Macrolide	phosphotransferase Integrase Diguanylate	phosphodiesterase Putative	tail	tube	initiator	or	completion	protein Uncharacterised	protein 95.7 2

FosA2__562374__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Aminoglycoside	phosphotransferase hypothetical	protein hypothetical	protein hypothetical	protein Nucleoside	2-deoxyribosyltransferase 7-cyano-7-deazaguanine	synthase hypothetical	protein hypothetical	protein hypothetical	protein 96.5 1
FosA2__919022__Enterobacter_sp._AG326 ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Hcp	family	T6SS	protein	CtsH1 Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Type	11	methyltransferase DNA	methylase hypothetical	protein 95.0 1
FosA2__733880__Enterobacter_cloacae N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein hypothetical	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Hcp	family	T6SS	protein	CtsH1 Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Tellurite	resistance	protein Membrane	protein Cytoplasmic	protein hypothetical	protein 95.7 1
FosA2__1809702__Enterobacter_asburiae Pyruvate	dehydrogenase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein hypothetical	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Uncharacterised	protein Tellurite	resistance	protein Membrane	protein Cytoplasmic	protein Plectin-1	PLTN	PCN	Hemidesmosomal	protein	1	HD1	Plectin-6	Plectin-11 hypothetical	protein 95.7 1
FosA2__1790992__Enterobacter_asburiae Pyruvate	dehydrogenase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein hypothetical	protein Sugar	transporter	protein Queuine	tRNA-ribosyltransferase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Toxic	protein	SymE hypothetical	protein Transcriptional	regulator Plasmid	stabilization	system	proteinToxin-antitoxin	system,	antitoxin	component,	ribbon-helix-helix	fold	protein Hypothetical	prophage	protein Toxin Antitoxin DNA	repair	protein	RadC-like Domain	of	uncharacterised	function	(DUF932) Uncharacterised	protein hypothetical	protein ATP/GTP-binding	protein 96.5 1
FosA2__1842969__Enterobacter_cloacae Pyruvate	dehydrogenase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein hypothetical	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Tetracycline	repressor	protein	tetR HNH	nuclease Restriction	endonuclease CP4-57	prophage;	toxin	of	the	YpjF-YfjZ	toxin-antitoxin	system YagBYeeUYfjZ	family	protein YeeT	family	protein DNA	repair	protein Phage	antirestriction	protein Domain	of	uncharacterised	function	(DUF932) Uncharacterised	protein hypothetical	protein Predicted	DNA-binding	transcriptional	regulator	YafY,	contains	an	HTH	and	WYL	domains Putative	GTPase Uncharacterised	protein 96.5 3
FosA2__669907__Enterobacter_cloacae_subsp._cloacae N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein hypothetical	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE hypothetical	protein Restriction	endonuclease Restriction	endonuclease Toxin Cytoskeleton	bundling-enhancing	protein	CbeA DNA	repair	protein Phage	antirestriction	protein PF06067	domain	protein Putative	cytoplasmic	protein Uncharacterised	protein hypothetical	protein Putative	exported	protein Transcriptional	regulator hypothetical	protein 95.0 1

FosA2__665463__Enterobacter_cloacae_subsp._cloacae N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein hypothetical	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE HNH	nuclease hypothetical	protein Uncharacterised	protein DEAD/DEAH	box	helicase hypothetical	protein 95.7 1
FosA2__552734__Enterobacter_mori hypothetical	protein QacG2 XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Macrolide	phosphotransferase Z1226	protein YpjF	toxin	protein Antitoxin	YeeU Uncharacterized	protein	YkfH DNA	repair	protein	RadC Domain	of	uncharacterised	function	(DUF932) hypothetical	protein hypothetical	protein 95.0 1
FosA2__563327__Enterobacter_cloacae QacG2 XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE Macrolide	phosphotransferase DNA-binding	helix-turn-helix	protein Membrane	protein hypothetical	protein Resolvase,	N-terminal	domain	protein hypothetical	protein Uncharacterized	DUF1643	family	protein Uncharacterised	protein hypothetical	protein 95.7 2
FosA2__484521__Enterobacter_sp._DC3 ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase DNA	topoisomerase-3 Uncharacterised	protein Integrase FosA2 Modification	methylase Uncharacterised	protein Conjugal	transfer	protein GTP	cyclohydrolase	1 HNH	nuclease hypothetical	protein Phage	polarity	suppression	protein	(Psu) Putative	restriction	endonuclease hypothetical	protein hypothetical	protein 95.7 1
FosA2__665898__Enterobacter_roggenkampii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein SAM-dependent	methyltransferase 97.1 2
FosA2__1874428__Enterobacter_asburiae hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase DNA	helicase hypothetical	protein hypothetical	protein hypothetical	protein 95.0 3
FosA2__610421__Enterobacter_asburiae QacG2 XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Restriction	endonuclease HNH	endonuclease N-6	DNA	methylase hypothetical	protein 95.0 2
FosA2__609292__Enterobacter_bugandensis ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Restriction	endonuclease HNH	endonuclease Uncharacterised	protein Metal-dependent	hydrolase Type	I	site-specific	deoxyribonuclease,	HsdR	family	protein Macro	domain	protein 95.0 1
FosA2__608358__Enterobacter_kobei DoxX	family	protein MFS	transporter Arylesterase ATP-binding	protein McrBC	5-methylcytosine	restriction	system	component	family	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Modification	methylase Toxic	protein	SymE Restriction	endonuclease HNH	endonuclease Uncharacterised	protein Uncharacterised	protein 95.7 1
FosA2__480944__Enterobacter_cloacae_MR2 DoxX	family	protein MFS	transporter Arylesterase ATP-binding	protein McrBC	5-methylcytosine	restriction	system	component	family	protein DNA	topoisomerase-3 Uncharacterised	protein Integrase FosA2 Modification	methylase GTP	cyclohydrolase	1 Mrr	restriction	system	protein Cysteine	desulfurase Sulfurtransferase	DndC hypothetical	protein 94.3 1
FosA2__482491__Enterobacter_sp._EGD-HP1 DoxX	family	protein MFS	transporter Arylesterase ATP-binding	protein McrBC	5-methylcytosine	restriction	system	component	family	protein DNA	topoisomerase-3 Uncharacterised	protein Integrase FosA2 Modification	methylase hypothetical	protein hypothetical	protein GTP	cyclohydrolase	1 Mrr	restriction	system	protein Cysteine	desulfurase 92.9 1
FosA2__1859733__Enterobacter_cloacae hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Tetracycline	repressor	protein	tetR Restriction	endonuclease HNH	endonuclease hypothetical	protein hypothetical	protein Restriction	endonuclease	subunit	R hypothetical	protein 95.7 1
FosA2__608060__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase hypothetical	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE Restriction	endonuclease HNH	endonuclease hypothetical	protein hypothetical	protein hypothetical	protein 96.5 1
FosA2__798109__Enterobacter_mori hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE Restriction	endonuclease HNH	endonuclease hypothetical	protein hypothetical	protein hypothetical	protein 95.7 1
FosA2__680293__Enterobacter_asburiae N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Restriction	endonuclease HNH	endonuclease hypothetical	protein Restriction	endonuclease	subunit	R Type	I	restriction-modification	system,	specificity	subunit	S97.2 1
FosA2__669200__Enterobacter_genomosp._O ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Restriction	endonuclease HNH	endonuclease hypothetical	protein hypothetical	protein Restriction	endonuclease	subunit	R 95.7 2
FosA2__608802__Enterobacter_asburiae N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE hypothetical	protein Putative	antirestriction	protein Phage	protein UPF0380	protein	YafZ Uncharacterised	protein hypothetical	protein Regulatory	protein	DeoR NgrB hypothetical	protein 95.7 5
FosA2__1865209__Enterobacter_asburiae N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE HNH	nuclease hypothetical	protein 95.7 9
FosA2__552570__Enterobacter_cloacae hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Cag	pathogenicity	island	protein	Cag4 Toxic	protein	SymE hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 97.2 2
FosA2__552206__Enterobacter_cloacae N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Modification	methylase Toxic	protein	SymE Transcriptional	regulator Type	I	site-specific	restriction-modification	system Restriction	endonuclease	S	subunits	protein DNA	methyltransferase hypothetical	protein 94.3 3
FosA2__610395__Enterobacter_asburiae N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Modification	methylase Toxic	protein	SymE Resolvase	domain-containing	protein hypothetical	protein Tail	fiber	assembly	protein Virus	tail	fibre	assembly	protein,	lambda	gpK hypothetical	protein Phage	tail	protein Baseplate	J	family	protein Phage	GP46	family	protein Phage	baseplate	assembly	protein	V Bacteriophage	Mu	P	family	protein 94.3 2

FosA2__502849__Enterobacter_cloacae hypothetical	protein QacG2 XapX	domain-containing	protein hypothetical	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase hypothetical	protein Integrase FosA2 Modification	methylase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE HNH	nuclease hypothetical	protein Alpha	replication	protein	of	prophage	CP-933I Cnr-like	protein hypothetical	protein hypothetical	protein hypothetical	protein 92.9 1
FosA2__610246__Enterobacter_cloacae hypothetical	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Toxic	protein	SymE HNH	nuclease hypothetical	protein Uncharacterised	protein DEAD/DEAH	box	helicase hypothetical	protein 95.0 3
FosA2__615353__Enterobacter_cloacae_subsp._cloacae DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein hypothetical	protein LacI	family	transcriptional	regulator FosA2 Modification	methylase Membrane	protein hypothetical	protein EvpB	family	type	VI	secretion	protein Type	VI	secretion	system-associated	protein Toxic	protein	SymE Macrolide	phosphotransferase Glutathione	transferase 6-carboxy-5,6,7,8-tetrahydropterin	synthase Uncharacterised	protein 95.7 1
FosA2__1790788__Enterobacter_hormaechei DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Hydrolase hypothetical	protein Restriction	endonuclease hypothetical	protein Fic/DOC	family	protein HNH	endonuclease hypothetical	protein Transcriptional	regulator,	AlpA	family Chromosome	partitioning	protein	ParB hypothetical	protein hypothetical	protein 96.5 2
FosA2__741248__Enterobacter_hormaechei hypothetical	protein Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE HNH	nuclease Uncharacterized	conserved	protein DNA	helicase hypothetical	protein hypothetical	protein 95.7 1
FosA2__717359__Enterobacter_mori hypothetical	protein DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Uncharacterised	protein ComE	operon	protein	2 hypothetical	protein 95.7 1
FosA2__484553__Enterobacter_sp._B509 hypothetical	protein hypothetical	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease DNA	topoisomerase-3 Uncharacterised	protein Integrase FosA2 Modification	methylase hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Toxic	protein	SymE Macrolide	phosphotransferase hypothetical	protein 97.2 2
FosA2__1858163__Enterobacter_cloacae DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Uncharacterised	protein Uncharacterised	protein Guanine	deaminase PA-I	Galactophilic	Lectin Toxic	protein	SymE HNH	nuclease Uncharacterised	protein Site-specific	DNA	methylase 94.3 2

FosA2__614747__Enterobacter_chengduensis hypothetical	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase hypothetical	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE HNH	nuclease hypothetical	protein Histidine	kinase-,	DNA	gyrase	B-,	and	HSP90-like	ATPase	family	protein Modification	methylase Restriction	endonuclease 95.7 2
FosA2__562327__Enterobacter_cloacae DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase hypothetical	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE Macrolide	phosphotransferase Predicted	integrase Recombination	endonuclease	VII Uncharacterised	protein Uncharacterised	protein Putative	endonuclease,	HNH	family Putative	capsid	protein Uncharacterised	protein hypothetical	protein 95.0 3
FosA2__615206__Enterobacter_hormaechei_subsp._xiangfangensis DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase hypothetical	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE Macrolide	phosphotransferase Integrase Diguanylate	phosphodiesterase Putative	tail	tube	initiator	or	completion	protein Uncharacterised	protein Uncharacterised	protein 95.0 4
FosA2__1866613__Enterobacter_roggenkampii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE HNH	nuclease DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein 95.7 2
FosA2__551534__Enterobacter_hormaechei Transposon	Tn552	resolvase Arylesterase hypothetical	protein hypothetical	protein 1,4-beta-xylanase Integrase FosA2 Modification	methylase Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Aminoglycoside	phosphotransferase DNA	primase p4	phage	protein Uncharacterised	protein hypothetical	protein Prophage	CP4-57	regulatory	family	protein 95.0 1
FosA2__1864004__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE HNH	nuclease Bacteriophage	P4	DNA	primase p4	phage	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Phage	transcriptional	regulator,	AlpA Capsid	protein 96.5 1
FosA2__561975__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase Recombination	endonuclease	VII MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Restriction	endonuclease DNA	primase p4	phage	protein Uncharacterised	protein CI	repressor Prophage	CP4-57	regulatory	family	protein Capsid	protein Polarity	suppression	protein 93.6 7
FosA2__562319__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Restriction	endonuclease hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein Putative	regulator Prophage	CP4-57	regulatory	family	protein Epimerase 94.3 4
FosA2__831291__Enterobacter_hormaechei DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE HNH	nuclease hypothetical	protein DNA	primase p4	phage	protein Uncharacterised	protein Putative	regulator Prophage	CP4-57	regulatory	family	protein Capsid	protein 95.0 1

FosA2__509395__Thauera_selenatis_AX Dipeptide/oligopeptide	ABC	transporter,	substrate-binding	protein DoxX	family	protein MFS	transporter Arylesterase Filamentation	induced	by	cAMP	protein	Fic DNA	topoisomerase-3 1,4-beta-xylanase Integrase FosA2 Modification	methylase GTP	cyclohydrolase	1 Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Uncharacterised	protein hypothetical	protein Restriction	endonuclease Restriction	endonuclease hypothetical	protein hypothetical	protein 95.7 1
FosA2__733849__Enterobacter_cloacae DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Restriction	endonuclease Restriction	endonuclease hypothetical	protein Restriction	endonuclease	subunit	M 95.0 1
FosA2__1873481__Enterobacter_cloacae N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein hypothetical	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 95.7 1
FosA2__608990__Enterobacter_hormaechei_subsp._hoffmannii hypothetical	protein DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase hypothetical	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE Uncharacterised	protein CDP-6-deoxy-delta-3,4-glucoseen	reductase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Predicted	ATP-binding	protein	involved	in	virulence hypothetical	protein 96.5 1
FosA2__767956__Enterobacter_cloacae hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein S-type	Pyocin	domain-containing	protein Colicin	immunity	protein/pyocin	immunity	protein Uncharacterised	protein Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Uncharacterised	protein Restriction	endonuclease hypothetical	protein 96.5 8
FosA2__1790972__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein Queuine	tRNA-ribosyltransferase LacI	family	transcriptional	regulator hypothetical	protein FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE HNH	nuclease hypothetical	protein 92.9 2
FosA2__733858__Enterobacter_cloacae N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein hypothetical	protein Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein hypothetical	protein Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein 96.5 1
FosA2__666006__Enterobacter_cloacae_subsp._cloacae hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE IS1	transposase	orfB hypothetical	protein hypothetical	protein TraK IS3-like Transposase	InsH	for	insertion	sequence	element	IS5Y 95.7 1
FosA2__1857971__Enterobacter_cloacae hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Uncharacterised	protein Restriction	endonuclease Cytosine-specific	methyltransferase 95.7 2
FosA2__1857478__Enterobacter_cloacae hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Tetracycline	repressor	protein	tetR Uncharacterised	protein Type	11	methyltransferase DNA	helicase 95.0 1
FosA8__1023973__Salmonella_enterica_subsp._enterica_serovar_Enteritidis RepA ArdK hypothetical	protein FosA8 hypothetical	protein hypothetical	protein IS91-like IS1294-like hypothetical	protein MucA 100.0 1
FosA8__1439031__Escherichia_coli hypothetical	protein RepA hypothetical	protein hypothetical	protein FosA8 hypothetical	protein MucB ExcA ArdB ArdR CcgEIII hypothetical	protein hypothetical	protein Alcohol	dehydrogenase Ankyrin	repeat	family	protein 100.0 17
FosA8__1116499__Salmonella_enterica_subsp._enterica_serovar_Enteritidis hypothetical	protein RepA ArdK hypothetical	protein hypothetical	protein FosA8 hypothetical	protein MucB hypothetical	protein 100.0 8
FosA5__932321__uncultured_Enterobacteriaceae_bacterium L-2,4-diaminobutyrate	decarboxylase DeoR	family	transcriptional	regulator GDP-mannose	pyrophosphatase FosA5 hypothetical	protein hypothetical	protein Transcriptional	regulator Putative	dehydrogenase Gluconate	2-dehydrogenase GMC	family	oxidoreductase Alcohol	dehydrogenase FMN	reductase hypothetical	protein hypothetical	protein Putative	membrane	protein Thiamine	biosynthesis	protein	ThiJ 70.6 1
FosA5__782508__Yersiniaceae_bacterium_2016Iso4 hypothetical	protein DeoR	family	transcriptional	regulator GDP-mannose	pyrophosphatase FosA5 hypothetical	protein hypothetical	protein Transcriptional	regulator Putative	dehydrogenase Gluconate	2-dehydrogenase GMC	family	oxidoreductase Alcohol	dehydrogenase hypothetical	protein FMN	reductase Branched-chain	amino	acid	ABC	transporter	permease hypothetical	protein 70.6 1
FosA2__600198__Enterobacter_sp._UCD-UG_FMILLET Ferrioxamine	receptor AraC	family	transcriptional	regulator hypothetical	protein 6,7-dimethyl-8-ribityllumazine	synthase	subunit Cupin	family	protein ATP-dependent	Clp	protease	proteolytic	subunit Bleomycin	resistance	protein hypothetical	protein DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Cag	pathogenicity	island	protein	Cag4 Toxic	protein	SymE ISEc14	transposase	A 95.7 1
FosA2__563804__Enterobacter_cloacae IS1-like DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE HNH	nuclease Transcriptional	regulator Toxin	CbtA Mu	phage	lytic	protein	YfjZ YeeT	family	protein DNA	repair	protein Phage	antirestriction	protein Hypothetical	prophage	protein Putative	cytoplasmic	protein hypothetical	protein hypothetical	protein 96.5 1
FosA2__1857509__Enterobacter_hormaechei hypothetical	protein FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE hypothetical	protein Toxin Cytoskeleton	bundling-enhancing	protein	CbeA YeeT	family	protein DNA	repair	protein	RadC Domain	of	uncharacterised	function	(DUF932) Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein 95.0 1
FosA2__1827853__Enterobacter_bugandensis DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein S-type	Pyocin	domain-containing	protein hypothetical	protein Cloacin Colicin	immunity	protein Uncharacterised	protein Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase IS911	orfA IS3-like hypothetical	protein hypothetical	protein 96.5 3
FosA2__1858005__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein S-type	Pyocin	domain-containing	protein Colicin	immunity	protein/pyocin	immunity	protein Uncharacterised	protein Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein 93.6 1
FosA2__486496__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase Recombination	endonuclease	VII MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase Integrase FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein GTP	cyclohydrolase	1 Uncharacterised	protein Type	11	methyltransferase HTH-type	transcriptional	regulator	HmrR Helicase	SNF2 hypothetical	protein 95.7 1
FosA2__562510__Enterobacter_cloacae DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE HNH	nuclease ATP-dependent	helicase	HepA Adenine	specific	DNA	methylase	Mod 95.7 2
FosA2__1885564__Enterobacter_hormaechei DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Anaerobic	benzoate	catabolism	transcriptional	regulator Hipa	protein Guanine	deaminase hypothetical	protein hypothetical	protein Membrane	protein hypothetical	protein Type	I	restriction	modification	DNA	specificity	domain-containing	protein 95.7 2
FosA2__919448__Enterobacter_hormaechei DoxX	family	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Anaerobic	benzoate	catabolism	transcriptional	regulator Hipa	protein Guanine	deaminase hypothetical	protein hypothetical	protein Membrane	protein Type	VI	secretion	system	protein	ImpC	(Fragment) hypothetical	protein 95.7 11
FosA2__929071__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Hipa	protein Guanine	deaminase PA-I	Galactophilic	Lectin Membrane	protein hypothetical	protein Type	VI	secretion	system	lysozyme-like	protein Type	VI	secretion	protein hypothetical	protein hypothetical	protein 94.3 2
FosA2__832156__Enterobacter_hormaechei_subsp._xiangfangensis DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE HNH	nuclease Restriction	endonuclease Toxin Antitoxin Uncharacterized	protein	YkfH UPF0758	protein	YkfG Antirestriction	protein Bacterial	protein	of	uncharacterised	function	(DUF905) hypothetical	protein hypothetical	protein Uncharacterised	protein 95.0 2
FosA2__872137__Enterobacter_cloacae_complex_sp._742-ADZ3-9B DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein hypothetical	protein McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE HNH	nuclease Transcriptional	regulator Hypothetical	prophage	protein Toxin Antitoxin Uncharacterized	protein	YkfH UPF0758	protein	YfjY Phage	antirestriction	protein Histidine	phosphatase 95.0 3
FosA2__1866618__Enterobacter_hormaechei DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE HNH	nuclease hypothetical	protein hypothetical	protein Mn2+-dependent	serine/threonine	protein	kinase hypothetical	protein hypothetical	protein hypothetical	protein 95.0 1
FosA2__562459__Enterobacter_cloacae DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase hypothetical	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE Macrolide	phosphotransferase Predicted	integrase Type	II	restriction	enzyme	Eco47II	(EndonucleaseEco47II)	(R.Eco47II) Modification	methylase	Eco47II	(Cytosine-specificmethyltransferase	Eco47II)	(M.Eco47II) Recombination	endonuclease	VII Uncharacterised	protein Uncharacterised	protein hypothetical	protein 95.0 1
FosA2__551978__Enterobacter_hormaechei DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE HNH	nuclease Predicted	integrase Type	II	restriction	enzyme	Eco47II	(EndonucleaseEco47II)	(R.Eco47II) Modification	methylase	Eco47II	(Cytosine-specificmethyltransferase	Eco47II)	(M.Eco47II) Recombination	endonuclease	VII Uncharacterised	protein Uncharacterised	protein Putative	endonuclease,	HNH	family Putative	capsid	protein 95.0 4
FosA2__562628__Enterobacter_cloacae DoxX	family	protein MFS	transporter Arylesterase ATPase McrC 23S	rRNA	(Uracil-5-)-methyltransferase	RumA 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Macrolide	phosphotransferase Predicted	integrase hypothetical	protein Recombination	endonuclease	VII Uncharacterised	protein Uncharacterised	protein Putative	endonuclease,	HNH	family Putative	capsid	protein hypothetical	protein hypothetical	protein 95.0 1
FosA2__562712__Enterobacter_cloacae DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase hypothetical	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE hypothetical	protein DNA	helicase hypothetical	protein 94.3 7
FosA2__929661__Enterobacter_hormaechei DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE Restriction	endonuclease HNH	endonuclease hypothetical	protein 97.2 1
FosA2__674975__Enterobacter_bugandensis DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sodium:galactoside	symporter 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Restriction	endonuclease HNH	endonuclease Uncharacterised	protein Uncharacterised	protein DNA	methyltransferase hypothetical	protein hypothetical	protein Topoisomerase	II 94.3 1
FosA2__1885691__Enterobacter_hormaechei DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE Restriction	endonuclease HNH	endonuclease 96.5 1

FosA2__669211__Enterobacter_hormaechei_subsp._xiangfangensis DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE HNH	nuclease hypothetical	protein hypothetical	protein HNH	endonuclease ATP-binding	protein hypothetical	protein Antitoxin YeeT	family	protein DNA	repair	protein	RadC Antirestriction	protein 95.0 1
FosA2__674993__Enterobacter_hormaechei_subsp._xiangfangensis DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE HNH	nuclease Z1226	protein YpjF	toxin	protein YagB/YeeU/YfjZ	family DNA	repair	protein	RadC Domain	of	uncharacterised	function	(DUF932) Uncharacterised	protein Uncharacterised	protein Transcriptional	regulator GTPase 95.0 1
FosA2__562070__Enterobacter_cloacae DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein S-type	Pyocin	domain-containing	protein hypothetical	protein Colicin	immunity	protein Uncharacterised	protein Toxic	protein	SymE Macrolide	phosphotransferase Restriction	endonuclease Toxin Antitoxin Uncharacterized	protein	YkfH UPF0758	protein	YfjY hypothetical	protein Uncharacterized	protein	YfjX 97.2 25
FosA2__615566__Enterobacter_bugandensis DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein S-type	Pyocin	domain-containing	protein hypothetical	protein Cloacin Colicin	immunity	protein Uncharacterised	protein Toxic	protein	SymE Macrolide	phosphotransferase Restriction	endonuclease Toxin Cytoskeleton	bundling-enhancing	protein	CbeA DNA	repair	protein Glyoxalase hypothetical	protein 93.6 1
FosA2__723211__Enterobacter_hormaechei_subsp._steigerwaltii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE Hcp1	family	type	VI	secretion	system	effector hypothetical	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Type	11	methyltransferase 6-carboxy-5,6,7,8-tetrahydropterin	synthase 95.7 1
FosA2__564361__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Cag	pathogenicity	island	protein	Cag4 Toxic	protein	SymE hypothetical	protein DNA	helicase Hydrolase 95.7 12
FosA2__797287__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase DNA	helicase 95.7 16
FosA2__647924__Enterobacter_hormaechei_subsp._steigerwaltii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Integrase Diguanylate	phosphodiesterase Putative	tail	tube	initiator	or	completion	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein 96.5 3
FosA2__552315__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase Recombination	endonuclease	VII MFS	transporter Arylesterase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Toxic	protein	SymE Restriction	endonuclease HNH	endonuclease hypothetical	protein hypothetical	protein Restriction	endonuclease	subunit	R hypothetical	protein 95.7 2
FosA2__614669__Enterobacter_hormaechei_subsp._steigerwaltii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Toxic	protein	SymE Restriction	endonuclease Uracil-DNA	glycosylase hypothetical	protein 5-methylcytosine-specific	restriction	enzyme	B hypothetical	protein Modification	methylase	FokI Modification	methylase 96.5 1

FosA2__1858151__Enterobacter_hormaechei hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE Mrr	restriction	system	protein Cysteine	desulfurase Sulfurtransferase	DndC hypothetical	protein 96.5 1
FosA2__675013__Enterobacter_hormaechei_subsp._steigerwaltii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE Transcriptional	regulator DNA	sulfur	modification	protein	DndB DNA	phosphorothioation	protein	DptC SMC	domain	protein hypothetical	protein 95.0 1
FosA2__1866555__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Type	VI	secretion	system	effector Putative	phage-associated	acyl	carrier	protein Membrane	protein Toxic	protein	SymE Transcriptional	regulator DNA	sulfur	modification	protein	DndB DNA	phosphorothioation	protein	DptC SMC	domain	protein DNA	sulfur	modification	protein	DndE 95.7 1
FosA2__509233__Enterobacter_cloacae hypothetical	protein QacG2 XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase DNA	topoisomerase-3 Uncharacterised	protein Integrase FosA2 Modification	methylase Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE Uncharacterised	protein hypothetical	protein Transcriptional	regulator DNA	sulfur	modification	protein	DndB DNA	phosphorothioation	protein	DptC SMC	domain	protein 95.7 2
FosA2__507674__Enterobacter_cloacae hypothetical	protein QacG2 XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase DNA	topoisomerase-3 Uncharacterised	protein Integrase FosA2 Modification	methylase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Transcriptional	regulator DNA	sulfur	modification	protein	DndB DNA	phosphorothioation	protein	DptC DNA	phosphorothioation	protein	DptD DNA	sulfur	modification	protein	DndE hypothetical	protein 95.7 1
FosA2__602926__Enterobacter_kobei hypothetical	protein FosA2 hypothetical	protein Modification	methylase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Hcp	family	T6SS	protein	CtsH1 Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Transcriptional	regulator DNA	sulfur	modification	protein	DndB DNA	phosphorothioation	protein	DptC hypothetical	protein 96.5 1

FosA2__1857569__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Uncharacterised	protein hypothetical	protein 95.7 1
FosA2__648170__Enterobacter_hormaechei_subsp._steigerwaltii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase 6-carboxy-5,6,7,8-tetrahydropterin	synthase Type	I	restriction	enzyme,	R	subunit 96.5 1
FosA2__562841__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein hypothetical	protein hypothetical	protein Chromosome	partitioning	ATPase Uncharacterised	protein Replicative	DNA	helicase Chromosome	partitioning	protein	ParB hypothetical	protein Uncharacterised	protein 95.0 6
FosA2__650808__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase hypothetical	protein Sodium:galactoside	symporter 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein hypothetical	protein hypothetical	protein Integrase Exported	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein 96.5 1
FosA2__551555__Enterobacter_hormaechei Putative	succinate	dehydrogenase	(Membrane	anchor	subunit)	(Succinic	dehydrogenase) Arylesterase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Restriction	enzyme	type	I	helicase	subunit Putative	inner	membrane	protein hypothetical	protein 95.0 1
FosA2__648048__Enterobacter_hormaechei_subsp._steigerwaltii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Klebicin	B Cloacin Colicin	immunity	protein hypothetical	protein Uncharacterised	protein Toxic	protein	SymE HNH	nuclease Predicted	integrase Type	II	restriction	enzyme	Eco47II	(EndonucleaseEco47II)	(R.Eco47II) hypothetical	protein 95.0 1
FosA2__552222__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase Recombination	endonuclease	VII MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein S-type	Pyocin	domain-containing	protein Colicin	immunity	protein/pyocin	immunity	protein Uncharacterised	protein Putative	cytoplasmic	protein hypothetical	protein Transcriptional	regulator DNA	sulfur	modification	protein	DndB DNA	phosphorothioation	protein	DptC DNA	phosphorothioation	protein	DptD 95.7 4
FosA2__563540__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Macrolide	phosphotransferase hypothetical	protein Integrase Diguanylate	phosphodiesterase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein 95.7 1
FosA2__613857__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Macrolide	phosphotransferase CP4-57	prophage;	toxin	of	the	YpjF-YfjZ	toxin-antitoxin	system Mu	phage	lytic	protein	YfjZ YeeT	family	protein DNA	repair	protein Antirestriction	protein PF06067	domain	protein hypothetical	protein Uncharacterised	protein GTP-binding	protein	HSR1 hypothetical	protein 95.7 1
FosA2__1857535__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Conjugal	transfer	protein Toxic	protein	SymE hypothetical	protein Restriction	endonuclease Toxin Cytoskeleton	bundling-enhancing	protein	CbeA DNA	repair	protein Antirestriction	protein Domain	of	uncharacterised	function	(DUF932) Uncharacterised	protein hypothetical	protein Predicted	DNA-binding	transcriptional	regulator	YafY,	contains	an	HTH	and	WYL	domains Uncharacterised	proteinhypothetical	protein 95.0 1
FosA2__675133__Enterobacter_hormaechei_subsp._steigerwaltii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase RNA	methyltransferase Conjugal	transfer	protein Toxic	protein	SymE Macrolide	phosphotransferase Restriction	endonuclease Toxin Cytoskeleton	bundling-enhancing	protein	CbeA DNA	repair	protein Antirestriction	protein PF06067	domain	protein Putative	cytoplasmic	protein Uncharacterised	protein hypothetical	protein Putative	exported	protein hypothetical	protein 95.0 1
FosA2__1857734__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterized	protein	YjeI Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein 97.2 2
FosA2__1873119__Enterobacter_hormaechei_subsp._steigerwaltii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein hypothetical	protein 96.5 2
FosA2__903926__Enterobacter_mori hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Klebicin	B Colicin	immunity	protein Uncharacterised	protein Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein 94.3 2
FosA2__1866575__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein S-type	Pyocin	domain-containing	protein Colicin	immunity	protein/pyocin	immunity	protein Toxic	protein	SymE Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein 96.5 2
FosA2__1816124__Enterobacter_sp._CM29 DoxX	family	protein MFS	transporter Arylesterase ATPase McrC Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Tetracycline	repressor	protein	tetR Uncharacterised	protein Type	11	methyltransferase DEAD/DEAH	box	helicase 95.7 1
FosA2__1858038__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Klebicin	B Colicin	immunity	protein Uncharacterised	protein Toxic	protein	SymE hypothetical	protein Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein 95.7 4
FosA2__614736__Enterobacter_hormaechei_subsp._steigerwaltii ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Modification	methylase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Membrane	protein,	putative Uncharacterised	protein S-type	Pyocin	domain-containing	protein hypothetical	protein Cloacin Colicin	immunity	protein Uncharacterised	protein Toxic	protein	SymE Macrolide	phosphotransferase 97.2 4
FosA2__561988__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase Recombination	endonuclease	VII MFS	transporter Arylesterase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Modification	methylase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Membrane	protein,	putative Uncharacterised	protein DNA	primase,	phage/plasmid p4	phage	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Phage	transcriptional	regulator,	AlpA hypothetical	protein 96.5 21
FosA2__796990__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Putative	GTPase DNA-binding	protein YnfN Cold	shock-like	protein	CspC 96.5 2
FosA2__1857633__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 96.5 2
FosA2__904008__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE HNH	nuclease Integrase Putative	tail	tube	initiator	or	completion	protein hypothetical	protein 96.5 1

FosA2__655486__Enterobacter_kobei hypothetical	protein MFS	transporter Arylesterase AAA	family	ATPase Restriction	endonuclease Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Cag	pathogenicity	island	protein	Cag4 Toxic	protein	SymE hypothetical	protein DUF4917	domain-containing	protein 96.5 2
FosA2__1855820__Enterobacter_kobei hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Klebicin	B Uncharacterised	protein Uncharacterised	protein Toxic	protein	SymE hypothetical	protein hypothetical	protein hypothetical	protein Rha	family	transcriptional	regulator hypothetical	protein 93.6 1
FosA2__607852__Enterobacter_kobei hypothetical	protein QacG2 XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Z1226	protein Toxin	YkfI YagBYeeUYfjZ	family	protein DNA	repair	protein	RadC Domain	of	uncharacterised	function	(DUF932) hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Rha	family	transcriptional	regulator hypothetical	protein 95.7 2
FosA2__675113__Enterobacter_kobei hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Klebicin	B hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Rha	family	transcriptional	regulator hypothetical	protein hypothetical	protein von	Willebrand	factor	type	A hypothetical	protein 93.6 1
FosA2__1856039__Enterobacter_kobei hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Klebicin	B Uncharacterised	protein Uncharacterised	protein Toxic	protein	SymE HNH	nuclease hypothetical	protein Mu	phage	lytic	protein	YfjZ YeeT	family	protein Putative	phage	DNA	repair	protein Restriction	endonuclease hypothetical	protein PF06067	domain	protein hypothetical	protein 93.6 6
FosA2__714874__Enterobacter_kobei hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Klebicin	B Uncharacterised	protein Uncharacterised	protein Toxic	protein	SymE HNH	nuclease Restriction	endonuclease Toxin Cytoskeleton	bundling-enhancing	protein	CbeA DNA	repair	protein Phage	antirestriction	protein Domain	of	uncharacterised	function	(DUF932) 93.6 1
FosA2__610620__Enterobacter_kobei hypothetical	protein QacG2 XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase hypothetical	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Uncharacterised	protein Diguanylate	cyclase Uncharacterised	protein Uncharacterised	protein Toxic	protein	SymE HNH	nuclease hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA	repair	protein Antirestriction	protein 93.6 1

FosA2__714812__Enterobacter_kobei N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Klebicin	B Uncharacterised	protein Uncharacterised	protein Toxic	protein	SymE HNH	nuclease Cytosine-specific	methyltransferase hypothetical	protein Uncharacterised	protein hypothetical	protein 95.0 3
FosA2__809260__Enterobacter_kobei hypothetical	protein ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE HNH	nuclease Histidine	kinase-,	DNA	gyrase	B-,	and	HSP90-like	ATPase Z1	domain-containing	protein Putative	PD-(D/E)XK	family	member AIPR	protein 95.0 15

FosA8__552127__Leclercia_sp._UBA4406 Transcriptional	regulator 2-dehydro-3-deoxyphosphogluconate	aldolase 2-keto-3-deoxy-galactonokinase Dihydrodipicolinate	synthase	family	protein Enolase MFS	transporter Sodium:galactoside	symporter 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA8 Endoribonuclease	SymE Porin Alpha-L-rhamnosidase Putative	L-rhamnose	permease hypothetical	protein Uncharacterised	protein hypothetical	protein 84.3 1
FosA2__770279__Enterobacter_cloacae hypothetical	protein Flagellar	motor	switch	protein	FliN Flagellar	biosynthetic	protein	FliP Flagellar	biosynthetic	protein	FliQ Flagellar	biosynthetic	protein	FliR Flagellar	biosynthetic	protein	FlhB Flagellar	biosynthesis	protein	FlhA hypothetical	protein FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Toxic	protein	SymE HNH	nuclease Restriction	endonuclease Toxin Cytoskeleton	bundling-enhancing	protein	CbeA DNA	repair	protein Phage	antirestriction	protein PF06067	domain	protein Uncharacterised	protein hypothetical	protein 94.9 1
FosA2__787164__Lelliottia_aquatilis hypothetical	protein hypothetical	protein AAA	family	ATPase hypothetical	protein Ubiquinol-cytochrome	C	chaperone Cupin	family	protein hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit Transcriptional	regulator,	DeoR	family Bleomycin	resistance	protein GCN5-related	N-acetyltransferase FosA2 Tryptophanyl-tRNA	synthetase Sodium:galactoside	symporter 1,4-beta-xylanase LacI	family	transcriptional	regulator Hcp	family	T6SS	protein	CtsH1 Putative	phage-associated	acyl	carrier	protein Membrane	protein Endoribonuclease	SymE HNH	nuclease Uncharacterised	protein hypothetical	protein 80.0 2
FosA2__1856560__Lelliottia_aquatilis hypothetical	protein hypothetical	protein AAA	family	ATPase hypothetical	protein Ubiquinol-cytochrome	C	chaperone Cupin	family	protein hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit Transcriptional	regulator,	DeoR	family Bleomycin	resistance	protein Ribosomal	protein	S18p-alanine	acetyltransferase FosA2 Tryptophanyl-tRNA	synthetase Sodium:galactoside	symporter 1,4-beta-xylanase LacI	family	transcriptional	regulator Hcp	family	T6SS	protein	CtsH1 Putative	phage-associated	acyl	carrier	protein Membrane	protein Endoribonuclease	SymE HNH	nuclease Restriction	endonuclease Toxin YagB/YeeU/YfjZ	family	protein 80.7 1
FosA2__675140__Enterobacter_asburiae hypothetical	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Toxic	protein	SymE Macrolide	phosphotransferase hypothetical	protein Cytosine-specific	methyltransferase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 95.7 1
FosA2__562780__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Modification	methylase Toxic	protein	SymE Chloramphenicol	acetyltransferase Uncharacterised	protein Uncharacterised	proteinUncharacterised	protein Uncharacterised	protein hypothetical	protein TraG-like	protein,	N-terminal	region Histidine	kinase-,	DNA	gyrase	B-,	and	HSP90-like	ATPase hypothetical	protein 95.0 3
FosA2__1797581__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase Sugar	transporter	protein 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase Toxic	protein	SymE hypothetical	protein HNH	endonuclease hypothetical	protein ATP-binding	protein DNA	(Cytosine-5-)-methyltransferase 96.5 1
FosA2__563693__Enterobacter_cloacae ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase DoxX	family	protein MFS	transporter Arylesterase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 hypothetical	protein Modification	methylase hypothetical	protein hypothetical	protein hypothetical	protein Cysteine	desulfurase	DndA DNA	sulfur	modification	protein	DndB Putative	sulfurtransferase	DndC hypothetical	protein 97.2 1
FosA2__551970__Enterobacter_hormaechei ABC	transporter	substrate-binding	protein XapX	domain-containing	protein Chloroperoxidase N-substituted	formamide	deformylase Recombination	endonuclease	VII MFS	transporter Arylesterase DNA	topoisomerase-3 1,4-beta-xylanase LacI	family	transcriptional	regulator FosA2 Tryptophanyl-tRNA	synthetase hypothetical	protein M2.EarI EarI hypothetical	protein hypothetical	protein DUF4868	domain-containing	protein hypothetical	protein Uncharacterised	protein Relaxase hypothetical	protein 95.0 2
FosA8__935130__Enterobacter_sp._MF024 Transcriptional	regulator 4-aminobutyrate--2-oxoglutarate	transaminase Succinate-semialdehyde	dehydrogenase	I L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase hypothetical	protein hypothetical	protein FosA8 McrBC	5-methylcytosine	restriction	system	component	family	protein ATP-binding	protein Arylesterase MFS	transporter LysR	family	transcriptional	regulator N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 94.9 1
FosA8__795903__Enterobacter_sp._FS01 hypothetical	protein Succinate-semialdehyde	dehydrogenase	I L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein FosA8 90.6 1
FosA8__932113__uncultured_Enterobacter_sp. 4-aminobutyrate--2-oxoglutarate	transaminase Succinate-semialdehyde	dehydrogenase	I L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein FosA8 Arylesterase MFS	transporter LysR	family	transcriptional	regulator N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein Response	regulator hypothetical	protein 90.0 1
FosA8__552411__Leclercia_adecarboxylata hypothetical	protein 4-aminobutyrate--2-oxoglutarate	transaminase Succinate-semialdehyde	dehydrogenase	I L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase hypothetical	protein hypothetical	protein FosA8 Arylesterase MFS	transporter LysR	family	transcriptional	regulator N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein Response	regulator hypothetical	protein 91.4 1
FosA8__552596__Leclercia_adecarboxylata hypothetical	protein hypothetical	protein Transcriptional	regulator 4-aminobutyrate--2-oxoglutarate	transaminase Succinate-semialdehyde	dehydrogenase	I L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase FosA8 Arylesterase MFS	transporter LysR	family	transcriptional	regulator N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein Response	regulator hypothetical	protein 87.9 2
FosA8__552622__Leclercia_adecarboxylata Transcriptional	regulator 4-aminobutyrate--2-oxoglutarate	transaminase Succinate-semialdehyde	dehydrogenase	I L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase hypothetical	protein hypothetical	protein FosA8 Arylesterase MFS	transporter LysR	family	transcriptional	regulator N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein Response	regulator hypothetical	protein 97.9 5
FosA8__552229__Leclercia_adecarboxylata L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase 5-methylcytosine-specific	restriction	endonuclease	system	specificity	protein	McrC AAA	family	ATPase hypothetical	protein Osmotically	inducible	protein	OsmC hypothetical	protein FosA8 Arylesterase MFS	transporter LysR	family	transcriptional	regulator N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein Response	regulator hypothetical	protein 97.9 6
FosA8__552091__Leclercia_adecarboxylata L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase 5-methylcytosine-specific	restriction	endonuclease	system	specificity	protein	McrC AAA	family	ATPase hypothetical	protein Osmotically	inducible	protein	OsmC hypothetical	protein FosA8 hypothetical	protein Arylesterase MFS	transporter LysR	family	transcriptional	regulator N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein Response	regulator hypothetical	protein 97.9 1
FosA8__552776__Leclercia_adecarboxylata 4-aminobutyrate--2-oxoglutarate	transaminase Succinate-semialdehyde	dehydrogenase	I L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase hypothetical	protein hypothetical	protein hypothetical	protein FosA8 MFS	transporter Enolase Dihydrodipicolinate	synthase	family	protein 2-keto-3-deoxy-galactonokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Transcriptional	regulator Arylesterase MFS	transporter LysR	family	transcriptional	regulator N-substituted	formamide	deformylase 98.6 3
FosA8__552664__Leclercia_adecarboxylata L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase 5-methylcytosine-specific	restriction	endonuclease	system	specificity	protein	McrC AAA	family	ATPase hypothetical	protein hypothetical	protein hypothetical	protein FosA8 hypothetical	protein MFS	transporter Enolase Dihydrodipicolinate	synthase	family	protein 2-keto-3-deoxy-galactonokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Transcriptional	regulator Arylesterase MFS	transporter LysR	family	transcriptional	regulator N-substituted	formamide	deformylase 97.9 6
FosA8__551726__Leclercia_adecarboxylata hypothetical	protein L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase hypothetical	protein FosA8 MFS	transporter Enolase Dihydrodipicolinate	synthase	family	protein 2-keto-3-deoxy-galactonokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Transcriptional	regulator Arylesterase Sodium:proton	antiporter LysR	family	transcriptional	regulator N-substituted	formamide	deformylase 97.9 2
FosA6__764048__Klebsiella_pneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Putative	membrane	protein Threonine	efflux	protein 99.3 3
FosA5__806079__Klebsiella_pneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA5 Uncharacterised	protein Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Abortive	infection	protein 98.6 12
FosA6__806032__Klebsiella_pneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 DNA	helicase Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter 98.6 65
FosA6__943208__Klebsiella_pneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Putative	membrane	protein hypothetical	protein 98.6 4
FosA6__805778__Klebsiella_pneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Putative	membrane	protein hypothetical	protein 99.3 227
FosA5__1888490__Klebsiella_pneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA5 Endoribonuclease	SymE Subunit	S	of	type	I	restriction-modification	system Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) DEAD/DEAH	box	helicase Uncharacterised	protein Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator 96.4 24
FosA6__1790786__Klebsiella_pneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Porin 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family hypothetical	protein 99.3 14
FosA6__918225__Klebsiella_pneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Putative	membrane	protein hypothetical	protein 99.3 1
FosA6__819646__Klebsiella_quasipneumoniae Choline	trimethylamine-lyase Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutM Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 96.4 1
FosA6__717111__Klebsiella_quasipneumoniae_subsp._similipneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Peptidase	family	M23 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 hypothetical	protein hypothetical	protein Subunit	S	of	type	I	restriction-modification	system Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) DEAD/DEAH	box	helicase 5'-nucleotidase Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator 97.1 2
FosA6__806625__Klebsiella_variicola hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Endoribonuclease	SymE Putative	restriction	modification	enzyme	S	subunit Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) DEAD/DEAH	box	helicase 5'-nucleotidase Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator hypothetical	protein 95.0 7
FosA6__780421__Klebsiella_sp._D-Nf1 hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Inner	membrane	protein 96.4 5
FosA6__780402__Klebsiella_sp._A-Nf5 Ethanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Inner	membrane	protein 96.4 1
FosA6__1858533__Klebsiella_quasipneumoniae SNF2	family	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein hypothetical	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein,	DUF2164	family MFS	transporter Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family hypothetical	protein 97.1 2
FosA5__509263__Klebsiella_quasipneumoniae Penton	base Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Peptidase	family	M23 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA5 hypothetical	protein Regulator Putative	toxin-antitoxin	system,	toxin	component Type	I	restriction-modification	system,	M	subunit Restriction	endonuclease Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family 96.4 3
FosA6__840500__Klebsiella_pneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 DNA	helicase Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein,	DUF2164	family MFS	transporter 97.1 45
FosA6__1843334__Klebsiella_quasipneumoniae ABC	transporter	ATP-binding	protein	uup Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein hypothetical	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 hypothetical	protein HsdR hypothetical	protein Type	I	restriction-modification	system,	M	subunit Restriction	endonuclease Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family 96.4 6
FosA6__490054__Klebsiella_quasipneumoniae Glutamine-dependent	NAD(+)	synthetase MFS	transporter Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Peptidase	family	M23 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 hypothetical	protein Regulator Type	I	restriction-modification	system	specificity	subunit Dihydroxy-acid	dehydratase Restriction	endonuclease Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family 95.7 1
FosA6__1888816__Klebsiella_quasipneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein,	DUF2164	family MFS	transporter Putative	membrane	protein hypothetical	protein 97.1 109
FosA6__507348__Klebsiella_pneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A hypothetical	protein Uncharacterised	protein hypothetical	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Major	facilitator	superfamily	protein 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein Amidohydrolase Protein	of	uncharacterised	function	(DUF3343) Membrane	protein hypothetical	protein 96.4 6
FosA6__655661__Klebsiella_variicola hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein Amidohydrolase Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative 96.4 36
FosA6__566188__Klebsiella_pneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein hypothetical	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 hypothetical	protein HsdR Putative	type	I	restriction	modification	protein Type	I	restriction-modification	system,	M	subunit Restriction	endonuclease Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family hypothetical	protein 97.1 1
FosA6__863503__Klebsiella_variicola hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein Amidohydrolase Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative 97.1 1
FosA6__806583__Klebsiella_variicola hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein Amidohydrolase Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative hypothetical	protein 97.1 64
FosA6__494707__Klebsiella_variicola Transposase	for	transposon	Tn1721 Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein hypothetical	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL ATPase	associated	with	various	cellular	activities,	AAA	5 FosA6 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Major	facilitator	superfamily	protein 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein Amidohydrolase Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative 96.4 1
FosA6__1888837__Klebsiella_quasipneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein Amidohydrolase Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative 95.7 3
FosA5__565707__Klebsiella_oxytoca hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 hypothetical	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator Uncharacterized	conserved	small	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein Amidohydrolase Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative 86.3 1
FosA5__506700__Klebsiella_oxytoca Penton	base Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Porin Acetamidase/formamidase	domain	protein Transcriptional	regulator Uncharacterized	conserved	small	protein hypothetical	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator hypothetical	protein 86.3 1
FosA5__505672__Klebsiella_oxytoca Transposase,	TnpA	family Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Uncharacterised	protein Alpha-1,3-galactosyltransferase Transcriptional	regulator Flavin	reductase Transcriptional	regulator hypothetical	protein FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Porin Acetamidase/formamidase	domain	protein Transposase,	IS110	family Transcriptional	regulator Uncharacterized	conserved	small	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein hypothetical	protein 85.6 1
FosA5__787334__Klebsiella_michiganensis hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator hypothetical	protein hypothetical	protein Flavin	reductase Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Porin Acetamidase/formamidase	domain	protein Transposase,	IS110	family Transcriptional	regulator Uncharacterized	conserved	small	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein hypothetical	protein 84.9 4
FosA5__505836__Klebsiella_oxytoca hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Transcriptional	regulator Uncharacterized	conserved	small	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Uncharacterized	HTH-type	transcriptional	regulator	SA2060 87.1 1
FosA5__1900838__Klebsiella_michiganensis hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Transcriptional	regulator Uncharacterized	conserved	small	protein hypothetical	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein hypothetical	protein 87.1 1
FosA5__1865227__Klebsiella_oxytoca hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutM hypothetical	protein Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein 88.5 2
FosA5__714606__Klebsiella_oxytoca hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Uncharacterized	conserved	protein Endoribonuclease	SymE Type	I	restriction	modification	DNA	specificity	domain	protein Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Type	I	restriction	enzyme	EcoAI	R	protein	(R.EcoAI) 87.8 12
FosA5__608005__Klebsiella_oxytoca hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase hypothetical	protein hypothetical	protein FosA5 88.5 1
FosA5__873731__Klebsiella_michiganensis hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator hypothetical	protein hypothetical	protein Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE Type	I	restriction	modification	DNA	specificity	domain	protein Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) DEAD/DEAH	box	helicase Uncharacterised	protein 88.5 5
FosA5__552703__Klebsiella_oxytoca hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE Type	I	restriction	modification	DNA	specificity	domain	protein Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) hypothetical	protein Uncharacterised	protein 87.8 1
FosA5__757328__Klebsiella_sp._Kd70_TUC-EEAOC hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Uncharacterized	conserved	protein Endoribonuclease	SymE Type-1	restriction	enzyme	EcoKI	specificity	protein Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Type	I	restriction	enzyme	EcoAI	R	protein	(R.EcoAI) 88.5 6
FosA5__506083__Klebsiella_oxytoca hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Uncharacterized	conserved	protein Endoribonuclease	SymE Type	I	restriction	endonuclease	subunit	S Type	I	restriction-modification	system hypothetical	protein 89.9 3
FosA5__506093__Klebsiella_oxytoca Choline	trimethylamine-lyase Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Uncharacterized	conserved	protein Endoribonuclease	SymE Type	I	restriction	endonuclease	subunit	S Type	I	restriction-modification	system hypothetical	protein 89.9 1
FosA5__1902212__Klebsiella_sp. Choline	trimethylamine-lyase Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE hypothetical	protein Predicted	ATP-binding	protein	involved	in	virulence hypothetical	protein 89.9 1
FosA5__903375__unknown hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE hypothetical	protein hypothetical	protein Predicted	ATP-binding	protein	involved	in	virulence hypothetical	protein 87.8 21
FosA5__507458__Klebsiella_oxytoca Choline	trimethylamine-lyase Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutM Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein 89.9 2

FosA5__1843415__Klebsiella_michiganensis SNF2	family	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE Restriction	endonuclease	subunit	S Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) DEAD/DEAH	box	helicase 87.8 2
FosA5__503422__Klebsiella_grimontii hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE Type	I	restriction	modification	DNA	specificity	domain	protein Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) hypothetical	protein Membrane	protein	(Fragment) 86.3 6
FosA5__505553__Klebsiella_grimontii hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE Restriction	endonuclease	subunit	S Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) hypothetical	protein Uncharacterised	protein 86.3 1
FosA5__786207__Klebsiella_oxytoca hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE Type	I	restriction	endonuclease	subunit	S Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) DEAD/DEAH	box	helicase 87.8 27
FosA5__505686__Klebsiella_oxytoca Transposase,	TnpA	family Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMPutative	major	carboxysome	shell	protein	1A Uncharacterised	protein Alpha-1,3-galactosyltransferase Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE Type	I	restriction	endonuclease	subunit	S Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) hypothetical	protein 87.1 3
FosA5__786219__Klebsiella_oxytoca hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE Subunit	S	of	type	I	restriction-modification	system Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) DEAD/DEAH	box	helicase 87.8 14
FosA5__651034__Klebsiella_michiganensis hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Porin hypothetical	protein hypothetical	protein Endoribonuclease	SymE Putative	type	I	restriction-modification	system,	S	subunit Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) DEAD/DEAH	box	helicase 85.6 1
FosA5__506824__Klebsiella_oxytoca hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE hypothetical	protein Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) hypothetical	protein 85.6 5
FosA5__643891__Klebsiella_michiganensis hypothetical	protein hypothetical	protein hypothetical	protein Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) hypothetical	protein Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE hypothetical	protein Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) DEAD/DEAH	box	helicase Uncharacterised	protein 87.1 1
FosA5__1883535__Klebsiella_sp._RCJ4 hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE Type	I	restriction-modification	system Type	I	restriction-modification	system Type	I	restriction	enzyme,	R	subunit 87.8 5
FosA5__1866567__Klebsiella_michiganensis hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) hypothetical	protein Ethanolamine	utilization	polyhedral-body-like	protein	EutM Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE Type	I	restriction-modification	system Type	I	restriction-modification	system Type	I	restriction	enzyme,	R	subunit 87.8 1
FosA5__941048__Klebsiella_michiganensis hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE hypothetical	protein Type	I	restriction	enzyme	StySJI	M	protein Type	I	restriction	enzyme	EcoKI	R	protein 85.6 1
FosA5__1823854__Klebsiella_michiganensis hypothetical	protein Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE Subunit	S	of	type	I	restriction-modification	system Type	I	restriction	enzyme	StySJI	M	protein Type	I	restriction	enzyme	EcoKI	R	protein 87.1 1
FosA5__505608__Klebsiella_grimontii hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE HsdR Type	I	restriction	modification	DNA	specificity	domain	protein hypothetical	protein Type	I	restriction-modification	system,	M	subunit 88.5 2
FosA5__1792473__Klebsiella_michiganensis hypothetical	proteinEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE HsdR hypothetical	protein Type	I	restriction-modification	system,	M	subunit 87.8 1
FosA5__699176__Klebsiella_michiganensis hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE HsdR Type	I	restriction	modification	DNA	specificity	domain	protein Type	I	restriction-modification	system,	M	subunit 87.8 2
FosA5__655855__Klebsiella_michiganensis hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Porin Acetamidase/formamidase	domain	protein Endoribonuclease	SymE HsdR Type	I	restriction	modification	DNA	specificity	domain	protein 87.1 1
FosA5__1892070__Klebsiella_sp._JL973 hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Transcriptional	regulator Uncharacterized	conserved	small	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein 88.5 11
FosA5__506852__Klebsiella_oxytoca hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Transcriptional	regulator Uncharacterized	conserved	small	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein hypothetical	protein 89.9 3
FosA5__1889001__Klebsiella_oxytoca hypothetical	protein Alcohol	dehydrogenase,	iron-dependent Ethanolamine	utilization	protein	EutN Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Transcriptional	regulator Uncharacterized	conserved	small	protein MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein hypothetical	protein Nucleoside	recognition	domain-containing	protein 88.5 34
FosA5__496329__Klebsiella_oxytoca Uncharacterised	protein Transcriptional	regulator Transcriptional	regulator Flavin	reductase Transcriptional	regulator FosA5 Porin Acetamidase/formamidase	domain	protein Transcriptional	regulator Uncharacterized	conserved	small	protein 86.3 1

FosA6__911281__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Tail	assembly	protein DNA-invertase	hin FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative 2-hydroxyglutaryl-CoA	dehydratase,	D-component	family	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Putative	membrane	protein hypothetical	protein 97.8 1
FosA6__1566065__Escherichia_coli hypothetical	protein FosA6 hypothetical	protein Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Porin 2-Oxobutyrate	oxidase,	putative Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) hypothetical	protein Cyclopropane-fatty-acyl-phospholipid	synthase hypothetical	protein Putative	Mg(2+)	transport	ATPase hypothetical	protein 99.3 1
FosA6__510748__Klebsiella_pneumoniae hypothetical	protein Carbonic	anhydrase Hypoxanthine	phosphoribosyltransferase Glucose	dehydrogenase CueO	protein Bacterial	chaperone	lipoprotein Permease hypothetical	protein Transposase Fucose	permease 30S	ribosomal	protein	S11 FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Major	facilitator	superfamily	protein 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter hypothetical	protein hypothetical	protein 97.8 19
FosA6__1816865__Klebsiella_pneumoniae Geranylgeranyl	pyrophosphate	synthase Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein LacI	family	transcriptional	regulator ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 HsdR Restriction	endonuclease	subunit	S Type	I	restriction-modification	system,	M	subunit Restriction	endonuclease hypothetical	protein Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	familyhypothetical	protein 97.8 1
FosA6__852832__Klebsiella_pneumoniae ABC	transporter,	ATP-binding	protein	(Fragment) Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 HsdR Restriction	endonuclease	subunit	S Type	I	restriction-modification	system,	M	subunit Restriction	endonuclease Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family 98.6 1
FosA5__1888522__Klebsiella_pneumoniae ABC	transporter,	ATP-binding	protein	(Fragment) Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein LacI	family	transcriptional	regulator ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA5 hypothetical	protein HsdR Putative	toxin-antitoxin	system,	toxin	component Type	I	restriction-modification	system,	M	subunit Restriction	endonuclease Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	familyhypothetical	protein 97.1 26
FosA5__582025__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein Glycosyl	transferase TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA5 hypothetical	protein Ti-type	conjugative	transfer	relaxase IS5-like 97.1 2
FosA6__806128__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 hypothetical	protein Regulator hypothetical	protein Type	I	restriction-modification	system,	M	subunit Restriction	endonuclease Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family 99.3 142
FosA6__662655__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 hypothetical	protein Regulator Type	I	restriction	enzyme,	S	subunit Type	I	restriction-modification	system,	M	subunit Restriction	endonuclease Porin hypothetical	protein 97.8 3
FosA6__779890__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 hypothetical	protein Regulator hypothetical	protein Type	I	restriction-modification	system,	M	subunit Restriction	endonuclease Porin Acetamidase 99.3 4
FosA6__927201__Klebsiella_pneumoniae hypothetical	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 hypothetical	protein Regulator hypothetical	protein Type	I	restriction-modification	system,	M	subunit Restriction	endonuclease Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family 96.4 4
FosA6__806146__Klebsiella_quasipneumoniae ABC	transporter,	ATP-binding	protein	(Fragment) Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 hypothetical	protein HsdR Type	I	restriction	enzyme,	S	subunit Type	I	restriction-modification	system,	M	subunit Restriction	endonuclease Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family 97.8 2
FosA6__1862441__Klebsiella_quasipneumoniae ABC	transporter,	ATP-binding	protein	(Fragment) Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein LacI	family	transcriptional	regulator ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 hypothetical	protein HsdR Type	I	restriction	modification	DNA	specificity	domain	protein Type	I	restriction-modification	system,	M	subunit Restriction	endonuclease Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family hypothetical	protein 94.2 1
FosA6__804257__Klebsiella_sp._GL120222-02 Biotin-lipoyl	like Diguanylate	cyclase TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein Amidohydrolase Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative hypothetical	protein 97.1 41
FosA6__806506__Klebsiella_variicola Biotin-lipoyl	like Diguanylate	cyclase TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein Amidohydrolase Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative 95.7 6
FosA6__806066__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Putative	membrane	protein Endonuclease	DDE 99.3 19
FosA6__672664__Klebsiella_pneumoniae ABC	transporter,	ATP-binding	protein	(Fragment) Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter hypothetical	protein hypothetical	protein 99.3 88
FosA6__662342__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter hypothetical	protein hypothetical	protein 97.8 2298
FosA6__940177__Klebsiella_pneumoniae hypothetical	protein TrpS2	protein Periplasmic	binding	domain	protein ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL ISEc9-like hypothetical	protein Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Putative	membrane	protein hypothetical	protein 97.8 10
FosA5__662441__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA5 Endoribonuclease	SymE Restriction	endonuclease	subunit	S Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) DEAD/DEAH	box	helicase Uncharacterised	protein Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator 97.1 116
FosA6__697109__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Endoribonuclease	SymE hypothetical	protein IS630-like hypothetical	protein Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) DEAD/DEAH	box	helicase Uncharacterised	protein Mob	protein	(Fragment) 98.6 4
FosA5__490228__Klebsiella_pneumoniae hypothetical	protein Glycosyl	transferase TrpS2	protein Psp	operon	transcriptional	activator	PspF Poly(Glycerol-phosphate)	alpha-glucosyltransferase Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL ATPase	associated	with	various	cellular	activities,	AAA	5 FosA5 hypothetical	protein hypothetical	protein Restriction	endonuclease Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) hypothetical	protein Uncharacterised	protein Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator 97.1 2
FosA6__806202__Klebsiella_quasipneumoniae ABC	transporter,	ATP-binding	protein	(Fragment) Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein,	DUF2164	family MFS	transporter Putative	membrane	protein hypothetical	protein 97.1 50
FosA6__1792366__Klebsiella_quasipneumoniae ABC	transporter,	ATP-binding	protein	(Fragment) Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein LacI	family	transcriptional	regulator ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Endoribonuclease	SymE Restriction	endonuclease	subunit	S Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) DEAD/DEAH	box	helicase 5'-nucleotidase Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator 95.7 1
FosA5__941624__Klebsiella_quasivariicola ABC	transporter,	ATP-binding	protein	(Fragment) Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Periplasmic	binding	domain	protein ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA5 Membrane	protein Toxin-antitoxin	system,	antitoxin	component Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein,	DUF2164	family MFS	transporter Inner	membrane	protein 97.1 2
FosA6__1892058__Klebsiella_variicola Biotin-lipoyl	like Diguanylate	cyclase TrpS2	protein LacI	family	transcriptional	regulator ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 DNA	helicase Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein,	DUF2164	family MFS	transporter 95.7 3
FosA5__694731__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA5 hypothetical	protein Insertion	element	IS1	protein	InsB hypothetical	protein Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein 99.3 15
FosA5__621753__Klebsiella_pneumoniae_BIDMC_40 hypothetical	protein Glycosyl	transferase TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA5 DNA	helicase IS5-like Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) 99.3 3
FosA6__805252__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 DNA	helicase Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter 98.6 208
FosA6__741120__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Putative	transposase transposase-like 97.8 2
FosA6__708127__Klebsiella_pneumoniae hypothetical	protein Diguanylate	cyclase TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Protein	acetyltransferase DTW	domain	protein Thioredoxin YfiF	protein Uracil-DNA	glycosylase Autonomous	glycyl	radical	cofactor ATP-dependent	RNA	helicase	SrmB tRNA1(Val)	(adenine(37)-N6)-methyltransferase L-aspartate	oxidase 97.8 2
FosA6__507688__Klebsiella_pneumoniae NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 97.8 1
FosA6__656441__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 hypothetical	protein hypothetical	protein UPF0253	protein	SAMN03159388	04238Transcriptional	antiterminator,	Rof tRNA(Ile)-lysidine	synthase Glyoxylase	I	family	protein Lysine	decarboxylase Acetyl-coenzyme	A	carboxylase	carboxyl	transferase	subunit	alpha hypothetical	protein 97.1 7
FosA6__799660__Klebsiella_pneumoniae Biotin-lipoyl	like Diguanylate	cyclase TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Putative	membrane	protein hypothetical	protein 99.3 536
FosA6__719290__Klebsiella_pneumoniae hypothetical	protein Diguanylate	cyclase TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative hypothetical	protein CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Membrane	protein	(Fragment) 99.3 1
FosA5__727444__Escherichia_coli FosA5 hypothetical	protein 100.0 3
FosA5__806056__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA5 Uncharacterised	protein Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Abortive	infection	protein 98.6 108
FosA5__789489__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA5 hypothetical	protein Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Membrane	protein	(Fragment) 98.6 6
FosA5__578639__Klebsiella_pneumoniae hypothetical	protein Glycosyl	transferase TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA5 IS630-like Uncharacterised	protein Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Major	facilitator	superfamily	protein 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter 98.6 3
FosA5__854409__Klebsiella_pneumoniae Biotin-lipoyl	like Diguanylate	cyclase TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA5 Uncharacterised	protein Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Abortive	infection	protein 97.8 3
FosA6__722761__Klebsiella_pneumoniae_subsp._pneumoniae Biotin-lipoyl	like Diguanylate	cyclase TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Putative	membrane	protein hypothetical	protein 97.8 17
FosA6__721502__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter Putative	membrane	protein Threonine	efflux	protein 97.8 9
FosA6__801623__Klebsiella_pneumoniae hypothetical	protein Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein Psp	operon	transcriptional	activator	PspF ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 5'-nucleotidase Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter 97.1 333
FosA6__1891419__Klebsiella_pneumoniae ABC	transporter,	ATP-binding	protein	(Fragment) Membrane	fusion	protein	family	auxiliary	transport	protein TrpS2	protein LacI	family	transcriptional	regulator ATP	binding	protein	of	a	transporter Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 5'-nucleotidase Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter hypothetical	protein 97.1 1

FosA6__355591__Salmonella_enterica_subsp._enterica_serovar_Indiana Replication	initiation	protein hypothetical	protein FosA6 Gamma-aminobutyraldehyde	dehydrogenase hypothetical	protein 98.6 2
FosA6__493796__Klebsiella_pneumoniae hypothetical	protein 1,2-dihydroxycyclohexa-3,5-diene-1-carboxyla	te	dehydrogenase Benzoate	dioxygenase,	ferredoxin	reductase	component BenB	protein hypothetical	protein IS5-like hypothetical	protein Poly(Glycerol-phosphate)	alpha-glucosyltransferase Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL ATPase	associated	with	various	cellular	activities,	AAA	5 FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Major	facilitator	superfamily	protein 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) 1,2-dihydroxycyclohexa-3,5-diene-1-carboxyla	te	dehydrogenase Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter hypothetical	protein hypothetical	protein 99.3 1
FosA6__644273__Klebsiella_pneumoniae Transcriptional	regulatory	protein	CusR Sensor	kinase	CusS Toxin-antitoxin	system	protein Acetyltransferase Cupin	family	protein IS5-like hypothetical	protein Putative	permease	component	of	sugar	ABC	transport	system Putative	ABC	transporter,	permease	protein NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA6 Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter hypothetical	protein hypothetical	protein 97.8 2

FosA6__776657__Klebsiella_pneumoniae Transcriptional	regulator FosA6 hypothetical	protein PTS	system	protein ChbR	protein CelF	protein Chitooligosaccharide	deacetylase Catalase Cell	division	protein L-cystine	transporter	YdjN Membrane	protein KduD	protein 97.8 1
fosA__485689__Pseudomonas_chlororaphis_subsp._chlororaphis_NBRC_3904 Ferredoxin Pyridine	nucleotide-disulfide	oxidoreductase	family	protein Transcriptional	regulator,	AraC	family Methionine	sulfoxide	reductase Restriction	endonuclease Small	integral	membrane	protein hypothetical	protein Major	Facilitator	Superfamily	transporter Outer	membrane	protein PAS	domain	S-box/diguanylate	cyclase	(GGDEF)	domain-containing	protein Threonine/homoserine/homoserine	lactone	efflux	protein fosA Alcohol	dehydrogenase DUF4917	domain-containing	protein Transcriptional	regulator,	XRE	family	with	cupin	sensor L-fuculose-phosphate	aldolase Dihydrodipicolinate	synthetase Yegp	protein RNA	polymerase	sigma-70	factor,	ECF	family FecR	family	protein hypothetical	protein 70.5 1
fosA__783107__Pseudomonas_sp._GW247-5R2A Hydroxyproline-2-epimerase FAD	dependent	oxidoreductase Ferredoxin Pyridine	nucleotide-disulfide	oxidoreductase	family	protein Transcriptional	regulator,	AraC	family Major	Facilitator	Superfamily	transporter Phosphotransferase	enzyme	family	protein Outer	membrane	protein PAS	domain	S-box/diguanylate	cyclase	(GGDEF)	domain-containing	protein Threonine/homoserine/homoserine	lactone	efflux	protein fosA Alcohol	dehydrogenase DUF4917	domain-containing	protein Transcriptional	regulator,	XRE	family	with	cupin	sensor L-fuculose-phosphate	aldolase Dihydrodipicolinate	synthetase Yegp	protein RNA	polymerase	sigma-70	factor,	ECF	family FecR	family	protein TonB-dependent	outermembrane	heme	receptor 70.5 2
fosA__685089__Pseudomonas_sp._BIOMIG1BAC MFS	transporter Hydroxyproline-2-epimerase D-amino	acid	oxidase (2Fe-2S)-binding	protein Pyridine	nucleotide-disulfide	oxidoreductase AraC	family	transcriptional	regulator GNAT	family	acetyltransferase Membrane	protein Diguanylate	cyclase	domain-containing	protein LysE	family	translocator	protein fosA hypothetical	protein hypothetical	protein Ribbon-helix-helix	protein	domain-containing	protein Plasmid	stabilization	protein Alcohol	dehydrogenase DUF4917	domain-containing	protein XRE	family	transcriptional	regulator L-fuculose-phosphate	aldolase Dihydrodipicolinate	synthase hypothetical	protein Yegp	protein Monooxygenase hypothetical	protein 72.4 1
fosA__715167__Pseudomonas_sp._B6 Aspartate:proton	symporter	YveA Hydroxyproline-2-epimerase D-amino	acid	oxidase (2Fe-2S)-binding	protein FAD-dependent	pyridine	nucleotide-disulfide	oxidoreductase AraC	family	transcriptional	regulator GNAT	family	acetyltransferase Membrane	protein Diguanylate	cyclase	domain-containing	protein LysE	family	translocator	protein fosA hypothetical	protein hypothetical	protein Ribbon-helix-helix	protein	domain-containing	protein Plasmid	stabilization	protein Alcohol	dehydrogenase DUF4917	domain-containing	protein XRE	family	transcriptional	regulator L-fuculose-phosphate	aldolase Dihydrodipicolinate	synthase hypothetical	protein Yegp	protein Monooxygenase hypothetical	protein 71.6 1
fosA__654424__Pseudomonas_sp._CMR5c Aspartate:proton	symporter	YveA Hydroxyproline-2-epimerase D-amino	acid	oxidase (2Fe-2S)-binding	protein FAD-dependent	pyridine	nucleotide-disulfide	oxidoreductase AraC	family	transcriptional	regulator GNAT	family	acetyltransferase Membrane	protein Diguanylate	cyclase	domain-containing	protein LysE	family	translocator	protein fosA hypothetical	protein hypothetical	protein Alcohol	dehydrogenase DUF4917	domain-containing	protein XRE	family	transcriptional	regulator L-fuculose-phosphate	aldolase Dihydrodipicolinate	synthase hypothetical	protein Yegp	protein Monooxygenase Drug	resistance	MFS	transporter,	drug:H+	antiporter-2	family 70.9 1
fosA__760253__Pseudomonas_protegens hypothetical	protein Dihydrodipicolinate	synthase Proline	racemase FAD	dependent	oxidoreductase Ferredoxin Pyridine	nucleotide-disulfide	oxidoreductase AraC	family	transcriptional	regulator GNAT	family	acetyltransferase Putative	outer	membrane	protein Diguanylate	cyclase	domain-containing	protein LysE	family	translocator	protein fosA hypothetical	protein hypothetical	protein Ribbon-helix-helix	protein	domain-containing	proteinPlasmid	stabilization	system	family	protein Alcohol	dehydrogenase DUF4917	domain-containing	protein XRE	family	transcriptional	regulator L-fuculose-phosphate	aldolase Dihydrodipicolinate	synthetase Lipoprotein hypothetical	protein Yegp	protein NtaA/SnaA/SoxA	family	monooxygenase 70.9 1
fosA__760255__Pseudomonas_protegens Proline	racemase FAD	dependent	oxidoreductase Ferredoxin Pyridine	nucleotide-disulfide	oxidoreductase	family	protein AraC	family	transcriptional	regulator GNAT	family	acetyltransferase Type	I	restriction	enzyme	HsdR	protein	N-terminal	domain	protein Putative	outer	membrane	protein Diguanylate	cyclase	domain-containing	protein LysE	family	translocator	protein fosA hypothetical	protein hypothetical	protein Ribbon-helix-helix	protein	domain-containing	proteinPlasmid	stabilization	system	family	protein Alcohol	dehydrogenase DUF4917	domain-containing	protein XRE	family	transcriptional	regulator L-fuculose-phosphate	aldolase Dihydrodipicolinate	synthetase Lipoprotein hypothetical	protein Yegp	protein hypothetical	protein ECF	family	RNA	polymerase	sigma	factor 70.1 3
fosA__1790241__Pseudomonas_sp._Fl5BN2 TonB-denpendent	receptor Malate/L-lactate	dehydrogenase hypothetical	protein AraC	family	transcriptional	regulator GNAT	family	acetyltransferase Type	I	restriction	enzyme	HsdR	protein	N-terminal	domain	protein hypothetical	protein Putative	outer	membrane	protein Diguanylate	cyclase	domain-containing	protein LysE	family	translocator	protein fosA hypothetical	protein hypothetical	protein Alcohol	dehydrogenase DUF4917	domain-containing	protein XRE	family	transcriptional	regulator L-fuculose-phosphate	aldolase Dihydrodipicolinate	synthetase Yegp	protein Lipoprotein hypothetical	protein Drug	resistance	MFS	transporter,	drug:H+	antiporter-2	family 72.4 1
fosA__584285__Pseudomonas_sp._Irchel_3E19 hypothetical	proteinPredicted	RNA	binding	protein	YcfA,	dsRBD-like	fold,	HicA-like	mRNA	interferase	family VirB9 Helix-turn-helix	protein HipA-like	protein hypothetical	protein Methylase	involved	in	ubiquinone/menaquinone	biosynthesis Trans-aconitate	2-methyltransferase Low	affinity	Fe/Cu	permease DUF305	domain-containing	protein Stress-induced	acidophilic	repeat	motif-containing	protein Threonine/homoserine/homoserine	lactone	efflux	protein fosA hypothetical	protein hypothetical	protein Transcriptional	regulator,	CopG	family Alcohol	dehydrogenase DUF4917	domain-containing	protein Putative	transcriptional	regulator L-fuculose-phosphate	aldolase 4-hydroxy-tetrahydrodipicolinate	synthase Yegp	protein DMT(Drug/metabolite	transporter)	superfamily	permease Methyltransferase	domain-containing	protein 72.1 1
fosA__784765__Pseudomonas_sp._MWU12-2115 Hydrolase/acyltransferase Helix-turn-helix HipA-like	protein Methylase	involved	in	ubiquinone/menaquinone	biosynthesis Trans-aconitate	methyltransferase Inclusion	body	protein Inclusion	body	protein Low	affinity	Fe/Cu	permease DUF305	domain-containing	protein Stress-induced	acidophilic	repeat	motif-containing	protein Diguanylate	cyclase Threonine/homoserine/homoserine	lactone	efflux	protein fosA hypothetical	protein Ribbon-helix-helix	protein	domain-containing	protein hypothetical	protein LysR	family	transcriptional	regulator Transporter	family-2	protein Alcohol	dehydrogenase DUF4917	domain-containing	protein Putative	transcriptional	regulator L-fuculose-phosphate	aldolase 4-hydroxy-tetrahydrodipicolinate	synthase hypothetical	protein hypothetical	protein Yegp	protein Arylsulfate	sulfotransferase 70.6 2
fosA__815531__Pseudomonas_sp._443 hypothetical	protein hypothetical	protein Cysteine-rich	CWC Pseudouridine	synthase Hydrolase/acyltransferase VirB9 Methylase	involved	in	ubiquinone/menaquinone	biosynthesis Trans-aconitate	methyltransferase Low	affinity	Fe/Cu	permease DUF305	domain-containing	protein Stress-induced	acidophilic	repeat	motif-containing	protein Diguanylate	cyclase Threonine/homoserine/homoserine	lactone	efflux	protein fosA hypothetical	protein hypothetical	protein LysR	family	transcriptional	regulator Transporter	family-2	protein 7-keto-8-aminopelargonate	synthetase Arabinose	efflux	permease Alcohol	dehydrogenase DUF4917	domain-containing	protein Putative	transcriptional	regulator L-fuculose-phosphate	aldolase 4-hydroxy-tetrahydrodipicolinate	synthase 71.3 1
fosA__699188__Pseudomonas_sp._JdFR-91 Stress-induced	acidophilic	repeat	motif-containing	protein Diguanylate	cyclase Threonine/homoserine/homoserine	lactone	efflux	protein fosA hypothetical	protein hypothetical	protein LysR	family	transcriptional	regulator Transporter	family-2	protein 71.3 1

fosA__889715__Pseudomonas_sp._CH235 hypothetical	protein Hydrolase/acyltransferase hypothetical	protein Uncharacterized	domain	1-containing	protein AAA	family	ATPase hypothetical	protein SAM-dependent	methyltransferase Trans-aconitate	2-methyltransferase Low	affinity	Fe/Cu	permease Putative	membrane	protein hypothetical	protein Diguanylate	cyclase	with	PAS/PAC	and	GAF	sensors Threonine/homoserine/homoserine	lactone	efflux	protein fosA hypothetical	protein hypothetical	protein Transcriptional	regulator,	LysR	family Transporter	family-2	protein 7-keto-8-aminopelargonate	synthetase Predicted	arabinose	efflux	permease,	MFS	family Alcohol	dehydrogenase DUF4917	domain-containing	protein Putative	transcriptional	regulator L-fuculose-phosphate	aldolase 4-hydroxy-tetrahydrodipicolinate	synthase 70.9 1
fosA__729184__Pseudomonas_mandelii hypothetical	protein Integrase Toxin	RelE HTH-type	transcriptional	regulator	/	antitoxin	HigA Msl2237	protein Short-chain	dehydrogenase Methyl	transferase Trans-aconitate	2-methyltransferase Membrane	protein DUF305	domain-containing	protein Stress-induced	acidophilic	repeat	motif-containing	protein PAS	domain	S-box-containing	protein/diguanylate	cyclase	(GGDEF)	domain-containing	protein Threonine/homoserine/homoserine	lactone	efflux	protein fosA 70.6 1
fosA__476484__Pseudomonas_sp._GM48 Putative	outer	membrane	protein Stress-induced	acidophilic	repeat	motif-containing	protein PAS	domain	S-box/diguanylate	cyclase	(GGDEF)	domain-containing	protein Threonine/homoserine/homoserine	lactone	efflux	protein fosA hypothetical	protein Membrane	protein Sugar	phosphate	permease Hydroxymethylglutaryl-CoA	lyase Crotonobetainyl-CoA:carnitine	CoA-transferase	CaiB DNA-binding	transcriptional	regulator,	LysR	family DUF4917	domain-containing	protein Yegp	protein Arylsulfate	sulfotransferase Protease	I DMT(Drug/metabolite	transporter)	superfamily	permease hypothetical	protein 70.6 1
fosA__783104__Pseudomonas_sp._FW507-29LB hypothetical	protein Cytochrome	B hypothetical	protein Trans-aconitate	methyltransferase Inclusion	body	protein Inclusion	body	protein Restriction	endonuclease Membrane	protein Putative	membrane	protein Stress-induced	acidophilic	repeat	motif-containing	protein PAS	domain	S-box-containing	protein/diguanylate	cyclase	(GGDEF)	domain-containing	protein Threonine/homoserine/homoserine	lactone	efflux	protein fosA LysR	family	transcriptional	regulator Transporter	family-2	protein Sugar	phosphate	permease Hydroxymethylglutaryl-CoA	lyase Crotonobetainyl-CoA:carnitine	CoA-transferase	CaiB DNA-binding	transcriptional	regulator,	LysR	family Alcohol	dehydrogenase DUF4917	domain-containing	protein Yegp	protein Arylsulfate	sulfotransferase 70.6 1
fosA__652673__Pseudomonas_syringae hypothetical	protein Cytochrome	c	oxidase	subunit	2 hypothetical	protein hypothetical	protein Trans-aconitate	2-methyltransferase Inclusion	body	protein Membrane	protein hypothetical	protein Low	affinity	Fe/Cu	permease Putative	membrane	protein Stress-induced	acidophilic	repeat	motif-containing	protein PAS	domain	S-box-containing	protein/diguanylate	cyclase	(GGDEF)	domain-containing	protein Threonine/homoserine/homoserine	lactone	efflux	protein fosA Sugar	phosphate	permease Hydroxymethylglutaryl-CoA	lyase Crotonobetainyl-CoA:carnitine	CoA-transferase	CaiB DNA-binding	transcriptional	regulator,	LysR	family MFS	transporter Alcohol	dehydrogenase DUF4917	domain-containing	protein Yegp	protein Arylsulfate	sulfotransferase hypothetical	protein 71.3 1
fosA__476481__Pseudomonas_sp._GM102 hypothetical	protein hypothetical	protein Predicted	RNA	binding	protein	YcfA,	dsRBD-like	fold,	HicA-like	mRNA	interferase	family VirB9 Trans-aconitate	2-methyltransferase YXWGXW	repeat-containing	protein Inclusion	body	protein Inclusion	body	protein Restriction	endonuclease DNA-binding	protein Putative	membrane	protein Integrating	conjugative	element	protein,	PFL	4705	family Threonine/homoserine/homoserine	lactone	efflux	protein fosA Sugar	phosphate	permease Hydroxymethylglutaryl-CoA	lyase Crotonobetainyl-CoA:carnitine	CoA-transferase	CaiB DNA-binding	transcriptional	regulator,	LysR	family 7-keto-8-aminopelargonate	synthetase-like	enzyme MFS	transporter 71.3 1

fosA__808653__Pseudomonas_fluorescens Zeta	toxin hypothetical	protein Putative	phage-related	protein HTH-type	transcriptional	regulator	/	antitoxin	HigA hypothetical	protein hypothetical	protein SAM-dependent	methyltransferase Trans-aconitate	2-methyltransferase Restriction	endonuclease Low	affinity	Fe/Cu	permease Putative	membrane	protein Stress-induced	acidophilic	repeat	motif-containing	protein Diguanylate	cyclase	with	PAS/PAC	and	GAF	sensors Threonine/homoserine/homoserine	lactone	efflux	protein fosA hypothetical	protein hypothetical	protein Transcriptional	regulator,	LysR	family Putative	membrane	protein Sugar	phosphate	permease Hydroxymethylglutaryl-CoA	lyase Crotonobetainyl-CoA:carnitine	CoA-transferase	CaiB Transcriptional	regulator Predicted	arabinose	efflux	permease,	MFS	family Alcohol	dehydrogenase 72.4 1
fosA__1602964__Pseudomonas_fluorescens Helix-turn-helix	protein Zeta	toxin hypothetical	protein Putative	phage-related	protein hypothetical	protein SAM-dependent	methyltransferase Trans-aconitate	2-methyltransferase Restriction	endonuclease Low	affinity	Fe/Cu	permease Putative	membrane	protein Stress-induced	acidophilic	repeat	motif-containing	protein Diguanylate	cyclase Threonine/homoserine/homoserine	lactone	efflux	protein fosA hypothetical	protein hypothetical	protein Sugar	phosphate	permease Hydroxymethylglutaryl-CoA	lyase Crotonobetainyl-CoA:carnitine	CoA-transferase	CaiB Transcriptional	regulator Alcohol	dehydrogenase DUF4917	domain-containing	protein XRE	family	transcriptional	regulator hypothetical	protein 70.6 1

fosA__760084__Pseudomonas_sp._43NM1 hypothetical	protein fosA hypothetical	protein DNA-binding	transcriptional	regulator,	LysR	family Membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein MFS	transporter Alcohol	dehydrogenase DUF4917	domain-containing	protein Transcriptional	regulator,	XRE	family	with	cupin	sensor L-fuculose-phosphate	aldolase hypothetical	protein 73.1 1
fosA__481741__Pseudomonas_chlororaphis_HT66 TonB-dependent	outermembrane	heme	receptor FecR	family	protein RNA	polymerase	sigma-70	factor,	ECF	family UPF0339	protein	SO	3888 Dihydrodipicolinate	synthetase L-fuculose-phosphate	aldolase Transcriptional	regulator,	XRE	family	with	cupin	sensor DUF4917	domain-containing	protein Alcohol	dehydrogenase Ribbon-helix-helix	protein	domain-containing	protein fosA Threonine/homoserine/homoserine	lactone	efflux	protein PAS	domain	S-box/diguanylate	cyclase	(GGDEF)	domain-containing	protein Outer	membrane	protein hypothetical	protein Inclusion	body	protein Phosphotransferase	enzyme	family	protein Major	Facilitator	Superfamily	transporter hypothetical	protein dTDP-4-dehydrorhamnose	3,5-epimerase-like	enzyme Transcriptional	regulator,	AraC	family hypothetical	protein 71.2 1
fosA__783105__Pseudomonas_sp._GW456-L14 TonB-dependent	outermembrane	heme	receptor FecR	family	protein RNA	polymerase	sigma-70	factor,	ECF	family UPF0339	protein	SO	3888 Dihydrodipicolinate	synthetase L-fuculose-phosphate	aldolase Transcriptional	regulator,	XRE	family	with	cupin	sensor DUF4917	domain-containing	protein Alcohol	dehydrogenase Transcriptional	regulator,	CopG	family fosA Threonine/homoserine/homoserine	lactone	efflux	protein PAS	domain	S-box/diguanylate	cyclase	(GGDEF)	domain-containing	protein Outer	membrane	protein Major	Facilitator	Superfamily	transporter hypothetical	protein Small	integral	membrane	protein Restriction	endonuclease Methionine	sulfoxide	reductase Transcriptional	regulator,	AraC	family Pyridine	nucleotide-disulfide	oxidoreductase	family	protein Ferredoxin 70.5 2
fosA__760254__Pseudomonas_chlororaphis TonB-dependent	outermembrane	heme	receptor FecR	family	protein RNA	polymerase	sigma-70	factor,	ECF	family UPF0339	protein	SO	3888 Dihydrodipicolinate	synthetase L-fuculose-phosphate	aldolase Transcriptional	regulator,	XRE	family	with	cupin	sensor DUF4917	domain-containing	protein Alcohol	dehydrogenase hypothetical	protein fosA Threonine/homoserine/homoserine	lactone	efflux	protein PAS	domain	S-box/diguanylate	cyclase	(GGDEF)	domain-containing	protein Outer	membrane	protein Major	Facilitator	Superfamily	transporter hypothetical	protein dTDP-4-dehydrorhamnose	3,5-epimerase-like	enzyme hypothetical	protein Small	integral	membrane	protein Phosphotransferase	enzyme	family	protein Acetyltransferase Transcriptional	regulator,	AraC	family 70.5 1
fosA__760262__Pseudomonas_chlororaphis TonB-dependent	outermembrane	heme	receptor FecR	family	protein RNA	polymerase	sigma-70	factor,	ECF	family UPF0339	protein	SO	3888 Dihydrodipicolinate	synthetase L-fuculose-phosphate	aldolase Transcriptional	regulator,	XRE	family	with	cupin	sensor DUF4917	domain-containing	protein Alcohol	dehydrogenase fosA Threonine/homoserine/homoserine	lactone	efflux	protein PAS	domain	S-box/diguanylate	cyclase	(GGDEF)	domain-containing	protein Outer	membrane	protein Major	Facilitator	Superfamily	transporter hypothetical	protein dTDP-4-dehydrorhamnose	3,5-epimerase-like	enzyme hypothetical	protein Small	integral	membrane	protein Phosphotransferase	enzyme	family	protein Acetyltransferase Transcriptional	regulator,	AraC	family 70.5 1
fosA__1902158__Pseudomonas_sp._LD120 FecR/PupR	family	sigma	factor	regulatory	protein ECF	family	RNA	polymerase	sigma	factor Yegp	protein hypothetical	protein Lipoprotein Dihydrodipicolinate	synthetase L-fuculose-phosphate	aldolase XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase hypothetical	protein hypothetical	protein fosA LysE	family	translocator	protein Diguanylate	cyclase	domain-containing	protein Putative	outer	membrane	protein Type	I	restriction	enzyme	HsdR	protein	N-terminal	domain	protein GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Pyridine	nucleotide-disulfide	oxidoreductase	family	protein (2Fe-2S)-binding	protein FAD	dependent	oxidoreductase 4-hydroxyproline	2-epimerase hypothetical	protein 73.1 1
fosA__758694__Pseudomonas_protegens hypothetical	protein NtaA/SnaA/SoxA	family	monooxygenase Yegp	protein hypothetical	protein Lipoprotein Dihydrodipicolinate	synthetase L-fuculose-phosphate	aldolase XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase hypothetical	protein hypothetical	protein fosA LysE	family	translocator	protein Diguanylate	cyclase	domain-containing	protein Putative	outer	membrane	protein Type	I	restriction	enzyme	HsdR	protein	N-terminal	domain	protein GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Pyridine	nucleotide-disulfide	oxidoreductase	family	protein Ferredoxin FAD	dependent	oxidoreductase Proline	racemase 72.4 1
fosA__808240__Pseudomonas_protegens NtaA/SnaA/SoxA	family	monooxygenase Yegp	protein hypothetical	protein Lipoprotein Dihydrodipicolinate	synthetase L-fuculose-phosphate	aldolase XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase Plasmid	stabilization	system	family	proteinRibbon-helix-helix	protein	domain-containing	protein hypothetical	protein hypothetical	protein fosA LysE	family	translocator	protein Diguanylate	cyclase	domain-containing	protein Putative	outer	membrane	protein GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Pyridine	nucleotide-disulfide	oxidoreductase	family	protein Ferredoxin FAD	dependent	oxidoreductase Proline	racemase Dihydrodipicolinate	synthase hypothetical	protein 72.4 1
fosA__758695__Pseudomonas_protegens hypothetical	protein ECF	family	RNA	polymerase	sigma	factor hypothetical	protein Yegp	protein hypothetical	protein Lipoprotein Dihydrodipicolinate	synthetase L-fuculose-phosphate	aldolase XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase hypothetical	protein hypothetical	protein fosA LysE	family	translocator	protein Diguanylate	cyclase	domain-containing	protein Putative	outer	membrane	protein GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Pyridine	nucleotide-disulfide	oxidoreductase	family	protein Ferredoxin FAD	dependent	oxidoreductase Proline	racemase Dihydrodipicolinate	synthase hypothetical	protein 71.6 3
fosA__690588__Pseudomonas_protegens ECF	family	RNA	polymerase	sigma	factor hypothetical	protein Yegp	protein hypothetical	protein hypothetical	protein Lipoprotein Dihydrodipicolinate	synthetase L-fuculose-phosphate	aldolase XRE	family	transcriptional	regulator DNA-binding	helix-turn-helix	protein Alcohol	dehydrogenase Plasmid	stabilization	system	family	proteinRibbon-helix-helix	protein	domain-containing	protein hypothetical	protein hypothetical	protein fosA LysE	family	translocator	protein hypothetical	protein hypothetical	protein Putative	outer	membrane	protein Type	I	restriction	enzyme	HsdR	protein	N-terminal	domain	protein GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Pyridine	nucleotide-disulfide	oxidoreductase	family	protein hypothetical	protein FAD	dependent	oxidoreductase Proline	racemase 70.1 1
fosA__650010__Pseudomonas_fluorescens NtaA/SnaA/SoxA	family	monooxygenase Yegp	protein hypothetical	protein Lipoprotein Dihydrodipicolinate	synthetase L-fuculose-phosphate	aldolase XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase Plasmid	stabilization	system	family	proteinRibbon-helix-helix	protein	domain-containing	protein hypothetical	protein hypothetical	protein fosA LysE	family	translocator	protein Diguanylate	cyclase	domain-containing	protein Outer	membrane	protein Type	I	restriction	enzyme	HsdR	protein	N-terminal	domain	protein GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Pyridine	nucleotide-disulfide	oxidoreductase	family	protein Ferredoxin FAD	dependent	oxidoreductase Proline	racemase hypothetical	protein 73.1 1
fosA__475901__Pseudomonas_fluorescens_NZI7 Ribbon-helix-helix	protein	domain-containing	protein hypothetical	protein hypothetical	protein fosA Hypothetical	membrane	protein LysE	family	translocator	protein Diguanylate	cyclase	domain-containing	protein Outer	membrane	protein GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Pyridine	nucleotide-disulfide	oxidoreductase	family	protein 70.9 1
fosA__798736__Pseudomonas_protegens NtaA/SnaA/SoxA	family	monooxygenase Yegp	protein hypothetical	protein Lipoprotein Dihydrodipicolinate	synthetase L-fuculose-phosphate	aldolase XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase Plasmid	stabilization	system	family	proteinRibbon-helix-helix	protein	domain-containing	protein hypothetical	protein hypothetical	protein fosA LysE	family	translocator	protein Diguanylate	cyclase	domain-containing	protein Outer	membrane	protein Type	I	restriction	enzyme	HsdR	protein	N-terminal	domain	protein GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Pyridine	nucleotide-disulfide	oxidoreductase	family	protein Ferredoxin FAD	dependent	oxidoreductase Proline	racemase hypothetical	protein 70.9 2
fosA__808320__Pseudomonas_sp._TKO26 hypothetical	protein NtaA/SnaA/SoxA	family	monooxygenase Yegp	protein hypothetical	protein hypothetical	protein Lipoprotein Dihydrodipicolinate	synthetase L-fuculose-phosphate	aldolase XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase Ribbon-helix-helix	protein	domain-containing	protein hypothetical	protein hypothetical	protein fosA LysE	family	translocator	protein Diguanylate	cyclase	domain-containing	protein Outer	membrane	protein GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Pyridine	nucleotide-disulfide	oxidoreductase	family	protein Ferredoxin FAD	dependent	oxidoreductase Proline	racemase Dihydrodipicolinate	synthase hypothetical	protein 71.6 4

fosA__1790242__Pseudomonas_sp._Fl4BN1 Drug	resistance	MFS	transporter,	drug:H+	antiporter-2	family hypothetical	protein Lipoprotein Yegp	protein Dihydrodipicolinate	synthetase L-fuculose-phosphate	aldolase XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase hypothetical	protein hypothetical	protein fosA LysE	family	translocator	protein Diguanylate	cyclase	domain-containing	protein Putative	outer	membrane	protein Small	integral	membrane	protein GNAT	family	acetyltransferase AraC	family	transcriptional	regulator hypothetical	protein (2Fe-2S)-binding	protein Malate/L-lactate	dehydrogenase TonB-dependent	outermembrane	receptor hypothetical	protein 72.4 1
fosA__656550__Pseudomonas_sp._ABAC61 hypothetical	protein hypothetical	protein Lipoprotein Dihydrodipicolinate	synthase L-fuculose-phosphate	aldolase XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase hypothetical	protein hypothetical	protein fosA LysE	family	translocator	protein 71.6 1
fosA__685096__Pseudomonas_sp._BIOMIG1BD hypothetical	protein Monooxygenase Yegp	protein hypothetical	protein Dihydrodipicolinate	synthase L-fuculose-phosphate	aldolase XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase Plasmid	stabilization	protein Ribbon-helix-helix	protein	domain-containing	protein hypothetical	protein hypothetical	protein fosA LysE	family	translocator	protein Diguanylate	cyclase	domain-containing	protein Membrane	protein GNAT	family	acetyltransferase AraC	family	transcriptional	regulator Pyridine	nucleotide-disulfide	oxidoreductase (2Fe-2S)-binding	protein D-amino	acid	oxidase Hydroxyproline-2-epimerase Aspartate:proton	symporter	YveA 72.4 3
fosA__482493__Pseudomonas_sp._CMAA1215 Drug	resistance	MFS	transporter,	drug:H+	antiporter-2	family Monooxygenase Yegp	protein hypothetical	protein Dihydrodipicolinate	synthase L-fuculose-phosphate	aldolase XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase hypothetical	protein hypothetical	protein fosA LysE	family	translocator	protein Diguanylate	cyclase	domain-containing	protein Membrane	protein GNAT	family	acetyltransferase AraC	family	transcriptional	regulator FAD-dependent	pyridine	nucleotide-disulfide	oxidoreductase (2Fe-2S)-binding	protein D-amino	acid	oxidase Hydroxyproline-2-epimerase Aspartate:proton	symporter	YveA 70.9 1
fosA__715163__Pseudomonas_sp._R26 hypothetical	protein Monooxygenase Yegp	protein hypothetical	protein Dihydrodipicolinate	synthase L-fuculose-phosphate	aldolase XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase Plasmid	stabilization	protein Ribbon-helix-helix	protein	domain-containing	protein hypothetical	protein hypothetical	protein fosA LysE	family	translocator	protein Diguanylate	cyclase	domain-containing	protein Membrane	protein GNAT	family	acetyltransferase AraC	family	transcriptional	regulator FAD-dependent	pyridine	nucleotide-disulfide	oxidoreductase (2Fe-2S)-binding	protein D-amino	acid	oxidase Hydroxyproline-2-epimerase Aspartate:proton	symporter	YveA 71.6 2
fosA__584284__Pseudomonas_sp._Irchel_s3a10 4-hydroxy-tetrahydrodipicolinate	synthase L-fuculose-phosphate	aldolase Putative	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase Arabinose	efflux	permease 7-keto-8-aminopelargonate	synthetase Transporter	family-2	protein Riboflavin	biosynthesis	protein hypothetical	protein hypothetical	protein fosA Threonine/homoserine/homoserine	lactone	efflux	protein Diguanylate	cyclase Stress-induced	acidophilic	repeat	motif-containing	protein DUF305	domain-containing	protein Low	affinity	Fe/Cu	permease Restriction	endonuclease Trans-aconitate	methyltransferase Methylase	involved	in	ubiquinone/menaquinone	biosynthesis VirB9 Putative	periplasmic	or	secreted	lipoprotein hypothetical	protein hypothetical	protein Pseudouridine	synthase Cysteine-rich	CWC 72.1 1
fosA__1847347__Pseudomonas_sp._PB106 Permease	of	the	drug/metabolite	transporter	(DMT)	superfamily Protease	I Arylsulfate	sulfotransferase Yegp	protein DUF4917	domain-containing	protein Alcohol	dehydrogenase Transporter	family-2	protein LysR	family	transcriptional	regulator hypothetical	protein hypothetical	protein fosA Threonine/homoserine/homoserine	lactone	efflux	protein Diguanylate	cyclase Stress-induced	acidophilic	repeat	motif-containing	protein Putative	membrane	protein 70.6 1
fosA__1602966__Pseudomonas_fluorescens hypothetical	protein XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase Transcriptional	regulator Crotonobetainyl-CoA:carnitine	CoA-transferase	CaiB Hydroxymethylglutaryl-CoA	lyase Sugar	phosphate	permease hypothetical	protein hypothetical	protein fosA Threonine/homoserine/homoserine	lactone	efflux	protein Diguanylate	cyclase Stress-induced	acidophilic	repeat	motif-containing	protein Putative	membrane	protein Low	affinity	Fe/Cu	permease Restriction	endonuclease Trans-aconitate	2-methyltransferase SAM-dependent	methyltransferase hypothetical	protein Putative	phage-related	protein hypothetical	protein Zeta	toxin hypothetical	protein 70.6 1
fosA__1602965__Pseudomonas_fluorescens hypothetical	protein XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase Transcriptional	regulator Crotonobetainyl-CoA:carnitine	CoA-transferase	CaiB Hydroxymethylglutaryl-CoA	lyase Sugar	phosphate	permease hypothetical	protein hypothetical	protein fosA Threonine/homoserine/homoserine	lactone	efflux	protein Diguanylate	cyclase Stress-induced	acidophilic	repeat	motif-containing	protein Putative	membrane	protein Low	affinity	Fe/Cu	permease Trans-aconitate	2-methyltransferase SAM-dependent	methyltransferase hypothetical	protein HipA-like	protein Helix-turn-helix	protein VirB9 LigA	2	protein hypothetical	protein 70.6 1
fosA__801264__Pseudomonas_sp._GV091 hypothetical	protein XRE	family	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase Transcriptional	regulator Crotonobetainyl-CoA:carnitine	CoA-transferase	CaiB Hydroxymethylglutaryl-CoA	lyase Sugar	phosphate	permease hypothetical	protein hypothetical	protein fosA Threonine/homoserine/homoserine	lactone	efflux	protein Diguanylate	cyclase Putative	membrane	protein Low	affinity	Fe/Cu	permease Inclusion	body	protein Inclusion	body	protein Trans-aconitate	2-methyltransferase SAM-dependent	methyltransferase hypothetical	protein HipA-like	protein Helix-turn-helix	protein VirB9 70.6 1
fosA__715166__Pseudomonas_sp._R16 hypothetical	protein DUF4917	domain-containing	protein Alcohol	dehydrogenase Transcriptional	regulator Crotonobetainyl-CoA:carnitine	CoA-transferase	CaiB Hydroxymethylglutaryl-CoA	lyase Sugar	phosphate	permease Transporter	family-2	protein Transcriptional	regulator,	LysR	family hypothetical	protein fosA Threonine/homoserine/homoserine	lactone	efflux	protein Diguanylate	cyclase	with	PAS/PAC	and	GAF	sensors Stress-induced	acidophilic	repeat	motif-containing	protein Putative	membrane	protein Low	affinity	Fe/Cu	permease Restriction	endonuclease Trans-aconitate	2-methyltransferase 74.6 1
fosA__476482__Pseudomonas_sp._GM60 L-fuculose-phosphate	aldolase Putative	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase Multidrug	resistance	protein	MdtL DNA-binding	transcriptional	regulator,	LysR	family Crotonobetainyl-CoA:carnitine	CoA-transferase	CaiB Hydroxymethylglutaryl-CoA	lyase Sugar	phosphate	permease fosA Threonine/homoserine/homoserine	lactone	efflux	protein PAS	domain	S-box-containing	protein/diguanylate	cyclase	(GGDEF)	domain-containing	protein Stress-induced	acidophilic	repeat	motif-containing	protein Putative	outer	membrane	protein Inclusion	body	protein Inclusion	body	protein Trans-aconitate	methyltransferase Phage-like	protein Short-chain	dehydrogenase hypothetical	protein Heme/copper-type	cytochrome/quinol	oxidase,	subunit	2 hypothetical	protein 70.6 1
fosA__652677__Pseudomonas_lini 4-hydroxy-tetrahydrodipicolinate	synthase L-fuculose-phosphate	aldolase Putative	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase DNA-binding	transcriptional	regulator,	LysR	family Crotonobetainyl-CoA:carnitine	CoA-transferase	CaiB Hydroxymethylglutaryl-CoA	lyase Sugar	phosphate	permease fosA Threonine/homoserine/homoserine	lactone	efflux	protein PAS	domain	S-box-containing	protein/diguanylate	cyclase	(GGDEF)	domain-containing	protein Stress-induced	acidophilic	repeat	motif-containing	protein Putative	membrane	protein Low	affinity	Fe/Cu	permease hypothetical	protein Inclusion	body	protein Inclusion	body	protein YXWGXW	repeat-containing	protein Trans-aconitate	2-methyltransferase hypothetical	protein Cytochrome	c	oxidase	subunit	2 hypothetical	protein 72.1 1
fosA__476483__Pseudomonas_sp._GM50 MFS	transporter DNA-binding	transcriptional	regulator,	LysR	family Crotonobetainyl-CoA:carnitine	CoA-transferase	CaiB Hydroxymethylglutaryl-CoA	lyase Sugar	phosphate	permease fosA Threonine/homoserine/homoserine	lactone	efflux	protein Integrating	conjugative	element	protein,	PFL	4705	family Stress-induced	acidophilic	repeat	motif-containing	protein Putative	membrane	protein DNA-binding	protein Restriction	endonuclease Inclusion	body	protein Inclusion	body	protein YXWGXW	repeat-containing	protein Trans-aconitate	2-methyltransferase Ferrichrome-iron	receptor 71.3 1

fosA__919082__Pseudomonas_helmanticensis Arylsulfate	sulfotransferase Yegp	protein 4-hydroxy-tetrahydrodipicolinate	synthase L-fuculose-phosphate	aldolase Putative	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase hypothetical	protein hypothetical	protein LysR	family	transcriptional	regulator hypothetical	protein hypothetical	protein fosA Threonine/homoserine/homoserine	lactone	efflux	protein Diguanylate	cyclase Stress-induced	acidophilic	repeat	motif-containing	protein Putative	membrane	protein Low	affinity	Fe/Cu	permease Trans-aconitate	2-methyltransferase SAM-dependent	methyltransferase hypothetical	protein hypothetical	protein Major	facilitator	superfamily	protein hypothetical	protein dTDP-4-dehydrorhamnose	3,5-epimerase-like	enzyme 70.6 1
fosA__476485__Pseudomonas_sp._GM24 DUF4917	domain-containing	protein Alcohol	dehydrogenase hypothetical	protein hypothetical	protein Transporter	family-2	protein Transcriptional	regulator hypothetical	protein hypothetical	protein fosA Threonine/homoserine/homoserine	lactone	efflux	protein Diguanylate	cyclase hypothetical	protein Putative	membrane	protein Low	affinity	Fe/Cu	permease Inclusion	body	protein Inclusion	body	protein Trans-aconitate	2-methyltransferase 70.6 1

fosA__670644__Pseudomonas_fluorescens hypothetical	protein Yegp	protein 4-hydroxy-tetrahydrodipicolinate	synthase L-fuculose-phosphate	aldolase Putative	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase hypothetical	protein 7-keto-8-aminopelargonate	synthetase Membrane	protein Transcriptional	regulator,	LysR	family hypothetical	protein hypothetical	protein fosA Threonine/homoserine/homoserine	lactone	efflux	protein Diguanylate	cyclase	with	PAS/PAC	and	GAF	sensors Stress-induced	acidophilic	repeat	motif-containing	protein Putative	membrane	protein Low	affinity	Fe/Cu	permease Trans-aconitate	2-methyltransferase SAM-dependent	methyltransferase hypothetical	protein Transcriptional	regulator mRNA	interferase	HigB VirB9 Putative	periplasmic	or	secreted	lipoprotein hypothetical	protein Zeta	toxin hypothetical	protein 72.4 1
fosA__1602967__Pseudomonas_fluorescens hypothetical	protein L-fuculose-phosphate	aldolase Transcriptional	regulator,	XRE	family	with	cupin	sensor DUF4917	domain-containing	protein Alcohol	dehydrogenase Predicted	arabinose	efflux	permease,	MFS	family 7-keto-8-aminopelargonate	synthetase-like	enzyme hypothetical	protein Membrane	protein LysR	family	transcriptional	regulator hypothetical	protein hypothetical	protein fosA Threonine/homoserine/homoserine	lactone	efflux	protein PAS	domain	S-box-containing	protein/diguanylate	cyclase	(GGDEF)	domain-containing	protein Stress-induced	acidophilic	repeat	motif-containing	protein DUF305	domain-containing	protein Membrane	protein Trans-aconitate	2-methyltransferase Methyl	transferase Short-chain	dehydrogenase Msl2237	protein Transcriptional	regulator Pimeloyl-ACP	methyl	ester	carboxylesterase Pseudouridine	synthase 70.6 1
fosA__694981__Pseudomonas_sp._FSL_W5-0299 Arylsulfate	sulfotransferase Yegp	protein Dihydrodipicolinate	synthase L-fuculose-phosphate	aldolase Putative	transcriptional	regulator DUF4917	domain-containing	protein Alcohol	dehydrogenase Predicted	arabinose	efflux	permease,	MFS	family 7-keto-8-aminopelargonate	synthetase-like	enzyme hypothetical	protein Membrane	protein LysR	family	transcriptional	regulator fosA Threonine/homoserine/homoserine	lactone	efflux	protein PAS	domain	S-box-containing	protein/diguanylate	cyclase	(GGDEF)	domain-containing	protein Stress-induced	acidophilic	repeat	motif-containing	protein DUF305	domain-containing	protein Membrane	protein Restriction	endonuclease Trans-aconitate	2-methyltransferase Methyl	transferase Short-chain	dehydrogenase Msl2237	protein Transcriptional	regulator Pimeloyl-ACP	methyl	ester	carboxylesterase 71.3 2
fosA__940384__Pseudomonas_sp._SJZ080 DMT(Drug/metabolite	transporter)	superfamily	permease Protease	I Arylsulfate	sulfotransferase Yegp	protein Dihydrodipicolinate	synthase L-fuculose-phosphate	aldolase Transcriptional	regulator,	XRE	family	with	cupin	sensor DUF4917	domain-containing	protein Alcohol	dehydrogenase Multidrug	resistance	protein	MdtL hypothetical	protein fosA Threonine/homoserine/homoserine	lactone	efflux	protein PAS	domain	S-box-containing	protein/diguanylate	cyclase	(GGDEF)	domain-containing	protein Stress-induced	acidophilic	repeat	motif-containing	protein Putative	membrane	protein Membrane	protein Restriction	endonuclease Inclusion	body	protein Inclusion	body	protein Trans-aconitate	methyltransferase hypothetical	protein Short-chain	dehydrogenase Zeta	toxin hypothetical	protein hypothetical	protein 70.6 1
fosA__485690__Pseudomonas_migulae_NBRC_103157 hypothetical	protein fosA Threonine/homoserine/homoserine	lactone	efflux	protein PAS	domain	S-box-containing	protein/diguanylate	cyclase	(GGDEF)	domain-containing	protein Stress-induced	acidophilic	repeat	motif-containing	protein Putative	membrane	protein Membrane	protein Restriction	endonuclease Membrane	protein Inclusion	body	protein Trans-aconitate	methyltransferase hypothetical	protein Short-chain	dehydrogenase hypothetical	protein VirB9 Predicted	RNA	binding	protein	YcfA,	dsRBD-like	fold,	HicA-like	mRNA	interferase	family 70.6 1
fosA__551769__Massilia_sp._UBA2709 hypothetical	protein fosA Histidine	triad	(HIT)	protein GAF	domain-containing	protein hypothetical	protein hypothetical	protein 74.3 1
fosA__654858__Janthinobacterium_sp._Ant5-2 2',	3'-cyclic	nucleotide	2'-phosphodiesterase hypothetical	protein RES	domain	protein Uncharacterized	conserved	protein fosA hypothetical	protein hypothetical	protein 70.1 1
fosA__910451__Pseudomonas_aeruginosa hypothetical	protein fosA hypothetical	protein General	stress	protein	69 Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein Peptide	deformylase Uncharacterised	protein 99.3 1
fosA__660338__Pseudomonas_aeruginosa (S)-ureidoglycine	aminohydrolase Integrase LysR	family	transcriptional	regulator Beta-ketoacyl-acyl-carrier-protein	synthase	I Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein hypothetical	protein ABC	transporter	ATP-binding	protein Major	facilitator	transporter Dehydrogenase fosA Ketodeoxygluconokinase hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein Peptide	deformylase Uncharacterised	protein Metabolite/H+	symporter,	major	facilitator	superfamily Membrane	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division hypothetical	protein 100.0 10
fosA__660940__Pseudomonas_aeruginosa (S)-ureidoglycine	aminohydrolase Cysteine-rich	secretory	protein	family	protein LysR	family	transcriptional	regulator Beta-ketoacyl-acyl-carrier-protein	synthase	I Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein hypothetical	protein Uncharacterised	protein Major	facilitator	transporter Dehydrogenase fosA Ketodeoxygluconokinase hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein Peptide	deformylase Uncharacterised	protein Metabolite/H+	symporter,	major	facilitator	superfamily Membrane	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division hypothetical	protein 100.0 4
fosA__621215__Pseudomonas_aeruginosa_BL12 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein PF06252	family	protein hypothetical	protein Mor	transcription	activator	family	protein Zinc-binding	dehydrogenase Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein hypothetical	protein ABC	transporter	ATP-binding	protein Major	facilitator	transporter Dehydrogenase fosA Ketodeoxygluconokinase hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein Peptide	deformylase Uncharacterised	protein Metabolite/H+	symporter,	major	facilitator	superfamily Membrane	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division hypothetical	protein 100.0 7
fosA__650563__Pseudomonas_aeruginosa (S)-ureidoglycine	aminohydrolase UTP-glucose-1-phosphate	uridylyltransferase LysR	family	transcriptional	regulator Beta-ketoacyl-acyl-carrier-protein	synthase	I Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein hypothetical	protein ABC	transporter	ATP-binding	protein Major	facilitator	transporter Dehydrogenase fosA Ketodeoxygluconokinase hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein Peptide	deformylase Uncharacterised	protein hypothetical	protein Uncharacterised	protein Sulfate	ABC	transporter	substrate-binding	protein	CysP 100.0 6
fosA__911369__Pseudomonas_aeruginosa (S)-ureidoglycine	aminohydrolase Cysteine-rich	secretory	protein	family	protein LysR	family	transcriptional	regulator Beta-ketoacyl-acyl-carrier-protein	synthase	I Transcriptional	activator	protein	LasR Protein	deglycase	HchA Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein fosA D-malate	degradation	protein	R General	stress	protein	69 Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase hypothetical	protein 100.0 1
fosA__910126__Pseudomonas_aeruginosa Uncharacterised	protein Uncharacterised	protein hypothetical	protein fosA hypothetical	protein 99.3 2
fosA__910501__Pseudomonas_aeruginosa hypothetical	protein Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein fosA D-malate	degradation	protein	R hypothetical	protein hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase 99.3 1
fosA__820288__Pseudomonas_aeruginosa Putative	transcriptional	regulator	of	2-aminoethylphosphonate	degradation	operons Probable	transcriptional	regulator (S)-ureidoglycine	aminohydrolase Cysteine-rich	secretory	protein	family	protein LysR	family	transcriptional	regulator Beta-ketoacyl-acyl-carrier-protein	synthase	I Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein hypothetical	protein Uncharacterised	protein fosA D-malate	degradation	protein	R hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein Peptide	deformylase Uncharacterised	protein DeoR	faimly	transcriptional	regulator Membrane	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division hypothetical	protein 95.6 7
fosA__910093__Pseudomonas_aeruginosa hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein fosA hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein hypothetical	protein hypothetical	protein 99.3 1
fosA__1804297__Pseudomonas_aeruginosa (S)-ureidoglycine	aminohydrolase Glyoxalase/bleomycin	resistance/dioxygenase	family	protein hypothetical	protein LysR	family	transcriptional	regulator Beta-ketoacyl-acyl-carrier-protein	synthase	I Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein Uncharacterised	protein hypothetical	protein Transporter,	major	facilitator	family	protein LytR	family	transcriptional	regulator fosA D-malate	degradation	protein	R General	stress	protein	69 Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein hypothetical	protein Peptide	deformylase Uncharacterised	protein DeoR	faimly	transcriptional	regulator Membrane	protein hypothetical	protein hypothetical	protein 98.5 17
fosA__820344__Pseudomonas_aeruginosa Putative	transcriptional	regulator	of	2-aminoethylphosphonate	degradation	operons Probable	transcriptional	regulator (S)-ureidoglycine	aminohydrolase Glyoxalase/bleomycin	resistance/dioxygenase	family	protein Cysteine-rich	secretory	protein	family	protein LysR	family	transcriptional	regulator Beta-ketoacyl-acyl-carrier-protein	synthase	I Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein fosA D-malate	degradation	protein	R hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein hypothetical	protein Peptide	deformylase Uncharacterised	protein DeoR	faimly	transcriptional	regulator Membrane	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division hypothetical	protein 98.5 4
fosA__771505__Pseudomonas_aeruginosa hypothetical	protein Beta-ketoacyl-acyl-carrier-protein	synthase	I Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein hypothetical	protein hypothetical	protein Isochorismatase	hydrolase Uncharacterised	protein hypothetical	protein Dehydrogenase fosA D-malate	degradation	protein	R hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein Peptide	deformylase Uncharacterised	protein DeoR	faimly	transcriptional	regulator Membrane	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division hypothetical	protein 98.5 1
fosA__740966__Pseudomonas_aeruginosa (S)-ureidoglycine	aminohydrolase UTP-glucose-1-phosphate	uridylyltransferase LysR	family	transcriptional	regulator Beta-ketoacyl-acyl-carrier-protein	synthase	I Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein hypothetical	protein Uncharacterised	protein Major	facilitator	transporter Dehydrogenase fosA Ketodeoxygluconokinase hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein Peptide	deformylase Uncharacterised	protein DeoR	faimly	transcriptional	regulator Membrane	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division Uncharacterised	protein 100.0 4
fosA__910353__Pseudomonas_aeruginosa hypothetical	protein hypothetical	protein (S)-ureidoglycine	aminohydrolase Cysteine-rich	secretory	protein	family	protein LysR	family	transcriptional	regulator Beta-ketoacyl-acyl-carrier-protein	synthase	I Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein fosA D-malate	degradation	protein	R General	stress	protein	69 Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein Peptide	deformylase Uncharacterised	protein DeoR	faimly	transcriptional	regulator Membrane	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division hypothetical	protein 99.3 15
fosA__910330__Pseudomonas_aeruginosa (S)-ureidoglycine	aminohydrolase Cysteine-rich	secretory	protein	family	protein LysR	family	transcriptional	regulator hypothetical	protein Beta-ketoacyl-acyl-carrier-protein	synthase	I Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein fosA D-malate	degradation	protein	R General	stress	protein	69 Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein Peptide	deformylase Uncharacterised	protein DeoR	faimly	transcriptional	regulator Membrane	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division Uncharacterised	protein 99.3 184
fosA__910203__Pseudomonas_aeruginosa hypothetical	protein hypothetical	protein hypothetical	protein fosA D-malate	degradation	protein	R hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase hypothetical	protein 99.3 1

fosA__820682__Pseudomonas_aeruginosa (S)-ureidoglycine	aminohydrolase Cysteine-rich	secretory	protein	family	protein LysR	family	transcriptional	regulator Beta-ketoacyl-acyl-carrier-protein	synthase	I Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Dehydrogenase fosA D-malate	degradation	protein	R hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein Peptide	deformylase Uncharacterised	protein DeoR	faimly	transcriptional	regulator Membrane	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division hypothetical	protein 100.0 2378
fosA__910502__Pseudomonas_aeruginosa hypothetical	protein (S)-ureidoglycine	aminohydrolase Cysteine-rich	secretory	protein	family	protein LysR	family	transcriptional	regulator Beta-ketoacyl-acyl-carrier-protein	synthase	I Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein fosA D-malate	degradation	protein	R General	stress	protein	69 Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein Peptide	deformylase Uncharacterised	protein DeoR	faimly	transcriptional	regulator Membrane	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division hypothetical	protein 100.0 43
fosA__910237__Pseudomonas_aeruginosa hypothetical	protein hypothetical	protein fosA D-malate	degradation	protein	R hypothetical	protein hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase hypothetical	protein 99.3 1
fosA__911381__Pseudomonas_aeruginosa fosA D-malate	degradation	protein	R General	stress	protein hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase	1 99.1 1
fosA__910389__Pseudomonas_aeruginosa hypothetical	protein hypothetical	protein fosA D-malate	degradation	protein	R General	stress	protein	69 Uncharacterised	protein NAD-dependent	protein	deacylase	1 Probable	deoxyguanosinetriphosphate	triphosphohydrolase 99.3 3
fosA__660238__Pseudomonas_aeruginosa (S)-ureidoglycine	aminohydrolase Cysteine-rich	secretory	protein	family	protein hypothetical	protein LysR	family	transcriptional	regulator Beta-ketoacyl-acyl-carrier-protein	synthase	I Transcriptional	activator	protein	LasR Protein	deglycase	HchA hypothetical	protein hypothetical	protein ABC	transporter	ATP-binding	protein Major	facilitator	transporter Dehydrogenase fosA Ketodeoxygluconokinase hypothetical	protein Uncharacterised	protein NAD-dependent	protein	deacylase Probable	deoxyguanosinetriphosphate	triphosphohydrolase Uncharacterised	protein Peptide	deformylase Uncharacterised	protein Metabolite/H+	symporter,	major	facilitator	superfamily Membrane	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division hypothetical	protein 98.5 8
fosA__649792__Pseudomonas_aeruginosa hypothetical	protein Type	VI	secretion	protein hypothetical	protein Type	VI	secretion-associated	lipoprotein	TagQ hypothetical	protein hypothetical	protein Uncharacterised	protein Oligopeptidase	A Ketodeoxygluconokinase fosA Dehydrogenase hypothetical	protein ABC	transporter	ATP-binding	protein hypothetical	protein hypothetical	protein Protein	deglycase	HchA Transcriptional	activator	protein	LasR Beta-ketoacyl-acyl-carrier-protein	synthase	I hypothetical	protein LysR	family	transcriptional	regulator Cysteine-rich	secretory	protein	family	protein (S)-ureidoglycine	aminohydrolase 100.0 6
fosA__913252__Pseudomonas_aeruginosa hypothetical	protein fosA 100.0 1
fosA__820296__Pseudomonas_aeruginosa hypothetical	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division Membrane	protein DeoR	faimly	transcriptional	regulator Uncharacterised	protein Peptide	deformylase Uncharacterised	protein Probable	deoxyguanosinetriphosphate	triphosphohydrolase NAD-dependent	protein	deacylase Uncharacterised	protein hypothetical	protein D-malate	degradation	protein	R fosA Uncharacterised	protein hypothetical	protein hypothetical	protein Protein	deglycase	HchA Transcriptional	activator	protein	LasR Beta-ketoacyl-acyl-carrier-protein	synthase	I LysR	family	transcriptional	regulator Cysteine-rich	secretory	protein	family	protein (S)-ureidoglycine	aminohydrolase Probable	transcriptional	regulator Putative	transcriptional	regulator	of	2-aminoethylphosphonate	degradation	operons 95.6 10
fosA__901115__Pseudomonas_aeruginosa hypothetical	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division Membrane	protein DeoR	faimly	transcriptional	regulator Uncharacterised	protein Peptide	deformylase Uncharacterised	protein Probable	deoxyguanosinetriphosphate	triphosphohydrolase NAD-dependent	protein	deacylase Uncharacterised	protein hypothetical	protein D-malate	degradation	protein	R fosA Uncharacterised	protein Uncharacterised	protein hypothetical	protein Protein	deglycase	HchA Transcriptional	activator	protein	LasR Beta-ketoacyl-acyl-carrier-protein	synthase	I LysR	family	transcriptional	regulator Cysteine-rich	secretory	protein	family	protein (S)-ureidoglycine	aminohydrolase Probable	transcriptional	regulator Acetyltransferase 95.6 4
fosA__820339__Pseudomonas_aeruginosa hypothetical	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division Membrane	protein DeoR	faimly	transcriptional	regulator Uncharacterised	protein Peptide	deformylase hypothetical	protein Uncharacterised	protein Probable	deoxyguanosinetriphosphate	triphosphohydrolase NAD-dependent	protein	deacylase Uncharacterised	protein hypothetical	protein D-malate	degradation	protein	R fosA Dehydrogenase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Protein	deglycase	HchA Transcriptional	activator	protein	LasR Beta-ketoacyl-acyl-carrier-protein	synthase	I LysR	family	transcriptional	regulator Cysteine-rich	secretory	protein	family	protein Glyoxalase/bleomycin	resistance/dioxygenase	family	protein (S)-ureidoglycine	aminohydrolase 99.3 40
fosA__902812__Pseudomonas_aeruginosa hypothetical	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division Membrane	protein DeoR	faimly	transcriptional	regulator Uncharacterised	protein Peptide	deformylase hypothetical	protein Uncharacterised	protein Probable	deoxyguanosinetriphosphate	triphosphohydrolase NAD-dependent	protein	deacylase Uncharacterised	protein hypothetical	protein D-malate	degradation	protein	R fosA hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Protein	deglycase	HchA Transcriptional	activator	protein	LasR Beta-ketoacyl-acyl-carrier-protein	synthase	I LysR	family	transcriptional	regulator Cysteine-rich	secretory	protein	family	protein Glyoxalase/bleomycin	resistance/dioxygenase	family	protein (S)-ureidoglycine	aminohydrolase Probable	transcriptional	regulator hypothetical	protein 99.3 5
fosA__491603__Pseudomonas_aeruginosa hypothetical	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division Membrane	protein DeoR	faimly	transcriptional	regulator hypothetical	protein Uncharacterised	protein Probable	deoxyguanosinetriphosphate	triphosphohydrolase NAD-dependent	protein	deacylase Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein D-malate	degradation	protein	R fosA hypothetical	protein ABC	transporter	ATP-binding	protein hypothetical	protein hypothetical	protein Protein	deglycase	HchA Transcriptional	activator	protein	LasR IS110-like LysR	family	transcriptional	regulator UTP-glucose-1-phosphate	uridylyltransferase hypothetical	protein 91.9 2353
fosA__910254__Pseudomonas_aeruginosa hypothetical	protein Uncharacterised	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division Membrane	protein DeoR	faimly	transcriptional	regulator Uncharacterised	protein Peptide	deformylase Uncharacterised	protein hypothetical	protein hypothetical	protein NAD-dependent	protein	deacylase Uncharacterised	protein General	stress	protein	69 D-malate	degradation	protein	R fosA hypothetical	protein hypothetical	protein 99.3 6
fosA__481912__Pseudomonas_aeruginosa_VRFPA03 hypothetical	protein NAD/FAD-utilizing	enzyme	apparently	involved	in	cell	division Membrane	protein Metabolite/H+	symporter,	major	facilitator	superfamily Uncharacterised	protein Peptide	deformylase Uncharacterised	protein Probable	deoxyguanosinetriphosphate	triphosphohydrolase NAD-dependent	protein	deacylase Uncharacterised	protein hypothetical	protein Ketodeoxygluconokinase fosA Predicted	metal-dependent	phosphohydrolase,	HD	superfamily ABC	transporter	ATP-binding	protein hypothetical	protein hypothetical	protein Protein	deglycase	HchA Transcriptional	activator	protein	LasR 3,4-dihydroxyphenylacetate	2,3-dioxygenase LysR	family	transcriptional	regulator hypothetical	protein hypothetical	protein Probable	sugar	efflux	transporter 100.0 14
fosA__605438__Pseudomonas_aeruginosa hypothetical	protein Uncharacterised	protein Probable	deoxyguanosinetriphosphate	triphosphohydrolase NAD-dependent	protein	deacylase Uncharacterised	protein hypothetical	protein Ketodeoxygluconokinase fosA Dehydrogenase Major	facilitator	transporter ABC	transporter	ATP-binding	protein hypothetical	protein hypothetical	protein Protein	deglycase	HchA Transcriptional	activator	protein	LasR IS110-like LysR	family	transcriptional	regulator UTP-glucose-1-phosphate	uridylyltransferase (S)-ureidoglycine	aminohydrolase 99.3 14

FosA3__691210__Escherichia_coli TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 IS6-like hypothetical	protein MFS	transporter Macrolide	phosphotransferase 100.0 1
FosA3__1862768__Escherichia_coli Tn3 FosA3 IS6-like Macrolide	2'-phosphotransferase MFS	transporter Macrolide	phosphotransferase 100.0 6
FosA3__865925__Citrobacter_freundii hypothetical	protein Putative	secreted	protein TetR	family	transcriptional	regulator Stress-induced	acidophilic	repeat	motif-containing	protein hypothetical	protein NAD(P)H	dehydrogenase	(quinone) Uncharacterized	protein	YccJ Glutamate	transport	membrane-spanning	protein Permease	component	of	a	glutamate/aspartate	transporter ATP-binding	component	of	an	ABC	superfamily	phosphate	transporter Amino	acid	ABC	transporter	substrate-binding	protein,	PAAT	family Putative	secreted	protein Late	histone	H1 TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein FosA3 100.0 7
FosA5__650113__Klebsiella_aerogenes Uncharacterized	conserved	protein,	DUF2164	family Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator Acetamidase Porin FosA5 Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein 95.7 28
FosA6__650121__Klebsiella_aerogenes hypothetical	protein Putative	membrane	protein MFS	transporter Uncharacterized	conserved	protein,	DUF2164	family Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator FosA6 Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein 94.2 7
FosA5__796977__Klebsiella_aerogenes 2-hydroxyglutaryl-CoA	dehydratase,	D-component	family	protein CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) Amidohydrolase 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator Acetamidase Porin FosA5 Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein 94.2 23
FosA5__797227__Klebsiella_aerogenes hypothetical	protein Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator Acetamidase Porin FosA5 Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein 95.7 6
FosA5__607067__Klebsiella_aerogenes hypothetical	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator hypothetical	protein Putative	exported	protein Acetamidase Porin FosA5 Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein 95.0 1
FosA5__607632__Klebsiella_aerogenes hypothetical	protein Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator Acetamidase Porin FosA5 Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein 95.0 2
FosA5__650127__Klebsiella_aerogenes Amidohydrolase Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator Acetamidase Porin FosA5 Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein 95.7 28
FosA5__1864925__Klebsiella_aerogenes Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator DUF1127	domain-containing	protein Transcriptional	regulator hypothetical	protein Putative	exported	protein Acetamidase Porin FosA5 Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein 95.0 1
FosA6__867467__Klebsiella_aerogenes Acetamidase hypothetical	protein Porin FosA6 hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein 95.7 1
FosA5__602989__Klebsiella_aerogenes hypothetical	protein Uncharacterised	protein DEAD/DEAH	box	helicase Type	I	restriction-modification	system	M	subunit Type-1	restriction	enzyme	EcoKI	specificity	protein Endoribonuclease	SymE Uncharacterized	conserved	protein FosA5 Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein 95.0 1
FosA5__765210__Klebsiella_aerogenes hypothetical	protein Uncharacterized	conserved	protein DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Type	I	restriction-modification	system,	specificity	subunit	S Endoribonuclease	SymE Uncharacterized	conserved	protein FosA5 Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein 95.7 1
FosA5__1824977__Klebsiella_pneumoniae hypothetical	protein Uncharacterised	protein DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Type	I	restriction-modification	system,	specificity	subunit	S Endoribonuclease	SymE Uncharacterized	conserved	protein FosA5 Transcriptional	regulator PTS	fructose	transporter	subunit	IIA PTS	sugar	transporter PTS	sorbose	transporter	subunit	IIC PTS	system	mannose/fructose/sorbose	family	transporter	subunit	IID Selenocysteine	synthase 4-hydroxy-2-ketovalerate	aldolase Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein 94.2 1

FosA6__1854410__Starkeya_sp. hypothetical	protein FosA6 hypothetical	protein Putative	receptor	protein Glutamate--tRNA	ligase hypothetical	protein 95.0 1
FosA6__806630__Klebsiella_variicola hypothetical	protein CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) Amidohydrolase Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 96.4 89
FosA6__806589__Klebsiella_variicola CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) Amidohydrolase Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 96.4 28
FosA6__855050__Klebsiella_variicola hypothetical	protein CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) Amidohydrolase Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL hypothetical	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 95.7 19
FosA6__512585__Klebsiella_variicola hypothetical	protein PTS	system	protein,	sorbose-specific	IID	component Sorbose-permease	PTS	system	IIC	component SorA	protein PTS	system	L-sorbose-specific	IIA	component,	Man	family Sorbitol-6-phosphate	2-dehydrogenase Cro/Cl	family	transcriptional	regulator Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Peptidase	family	M23 Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A 95.7 1
FosA6__512652__Klebsiella_variicola hypothetical	protein CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) Amidohydrolase Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Major	facilitator	superfamily	protein MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Peptidase	family	M23 Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM hypothetical	protein hypothetical	protein 95.7 1
FosA6__490367__Klebsiella_variicola hypothetical	protein Membrane	protein Protein	of	uncharacterised	function	(DUF3343) Amidohydrolase Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Major	facilitator	superfamily	protein MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 ATPase	associated	with	various	cellular	activities,	AAA	5 NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator hypothetical	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase Transposase	for	transposon	Tn1721 96.4 3
FosA6__806621__Klebsiella_variicola hypothetical	protein MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator 5'-nucleotidase DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Putative	restriction	modification	enzyme	S	subunit Endoribonuclease	SymE FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 95.0 10
FosA6__780902__Klebsiella_sp._J-Nf11 Inner	membrane	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 95.7 10
FosA6__780409__Klebsiella_sp._B-Nf7 Inner	membrane	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 96.4 1
FosA6__567402__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Major	facilitator	superfamily	protein MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator hypothetical	protein Uncharacterised	protein IS5-like Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 97.1 1
FosA6__662579__Klebsiella_quasipneumoniae hypothetical	protein hypothetical	protein MFS	transporter Uncharacterized	conserved	protein,	DUF2164	family Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein ABC	transporter,	ATP-binding	protein	(Fragment) 95.7 29
FosA6__1856892__Klebsiella_quasipneumoniae MFS	transporter Uncharacterized	conserved	protein,	DUF2164	family Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Porin MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator DNA	helicase FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter LacI	family	transcriptional	regulator TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein ABC	transporter,	ATP-binding	protein	(Fragment) 95.0 2
FosA5__1887466__Klebsiella_quasivariicola Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family MFS	transporter Uncharacterized	conserved	protein,	DUF2164	family Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter LacI	family	transcriptional	regulator TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein ABC	transporter,	ATP-binding	protein	(Fragment) 97.1 9
FosA6__854938__Klebsiella_quasivariicola MFS	transporter Uncharacterized	conserved	protein,	DUF2164	family Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator DNA	helicase FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system hypothetical	protein 95.7 1
FosA6__801321__Klebsiella_pneumoniae MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator DNA	helicase FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein hypothetical	protein 97.8 253
FosA6__1840165__Klebsiella_pneumoniae hypothetical	protein Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Porin MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter LacI	family	transcriptional	regulator TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein Geranylgeranyl	pyrophosphate	synthase 99.3 33
FosA6__1855569__Klebsiella_pneumoniae MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Porin MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator 5'-nucleotidase FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter LacI	family	transcriptional	regulator TrpS2	protein Diguanylate	cyclase Biotin-lipoyl	like 97.8 2
FosA6__655578__Klebsiella_pneumoniae_subsp._pneumoniae MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator 5'-nucleotidase FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein hypothetical	protein 97.1 187
FosA6__655892__Klebsiella_pneumoniae_subsp._pneumoniae FosA6 hypothetical	protein 97.1 1
FosA6__853739__Klebsiella_pneumoniae MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator 5'-nucleotidase FosA6 Transcriptional	regulator hypothetical	protein RepA hypothetical	protein 97.1 1
FosA6__698779__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 hypothetical	protein hypothetical	protein 97.8 2
FosA6__511913__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Major	facilitator	superfamily	protein MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 30S	ribosomal	protein	S11 Fucose	permease Transposase hypothetical	protein Permease Bacterial	chaperone	lipoprotein CueO	protein Glucose	dehydrogenase Hypoxanthine	phosphoribosyltransferase Carbonic	anhydrase hypothetical	protein 97.8 6
FosA6__861083__Klebsiella_pneumoniae hypothetical	protein Putative	membrane	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator Cupin	family	protein Acetyltransferase Toxin-antitoxin	system	protein Sensor	kinase	CusS Transcriptional	regulatory	protein	CusR Copper/silver	efflux	system	outer	membrane	protein	CusC Copper-binding	protein Efflux	transporter	periplasmic	adaptor	subunit Cation	efflux	system	protein	cusA 99.3 4
FosA6__859583__Klebsiella_pneumoniae hypothetical	protein Putative	membrane	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Cupin	family	protein Acetyltransferase Toxin-antitoxin	system	protein Sensor	kinase	CusS Transcriptional	regulatory	protein	CusR Copper/silver	efflux	system	outer	membrane	protein	CusC Copper-binding	protein hypothetical	protein 97.1 1

FosA6__583962__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein hypothetical	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Putative	membrane	protein ABC	transporter,	ATP-binding	protein	(Fragment) 99.3 3
FosA6__807121__Klebsiella_pneumoniae hypothetical	protein Putative	membrane	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein hypothetical	protein 97.8 2578
FosA6__667238__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein tRNA-dihydrouridine(20/20a)	synthase hypothetical	protein 97.8 12
FosA5__806046__Klebsiella_pneumoniae Abortive	infection	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Uncharacterised	protein FosA5 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein hypothetical	protein 98.6 83
FosA5__1606650__Klebsiella_pneumoniae hypothetical	protein MFS	transporter hypothetical	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Porin MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Uncharacterised	protein FosA5 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter LacI	family	transcriptional	regulator TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein Geranylgeranyl	pyrophosphate	synthase 98.6 1
FosA5__1889456__Klebsiella_pneumoniae hypothetical	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator hypothetical	protein FosA5 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter LacI	family	transcriptional	regulator TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein ABC	transporter,	ATP-binding	protein	(Fragment) 98.6 24
FosA5__1858833__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator hypothetical	protein FosA5 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein hypothetical	protein hypothetical	protein ATP	binding	protein	of	a	transporter LacI	family	transcriptional	regulator TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein ABC	transporter,	ATP-binding	protein	(Fragment) 98.6 3
FosA5__578729__Klebsiella_pneumoniae IS630-like FosA5 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Glycosyl	transferase hypothetical	protein 98.6 5
FosA5__860592__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Uncharacterised	protein FosA5 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein ABC	transporter,	ATP-binding	protein	(Fragment) 100.0 2
FosA5__734891__Escherichia_coli hypothetical	protein FosA5 100.0 1
FosA5__1900680__Klebsiella_pneumoniae MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Uncharacterised	protein DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Restriction	endonuclease	subunit	S Endoribonuclease	SymE FosA5 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter LacI	family	transcriptional	regulator TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein ABC	transporter,	ATP-binding	protein	(Fragment) 97.1 229
FosA6__718777__Klebsiella_pneumoniae hypothetical	protein Endoribonuclease	SymE FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein hypothetical	protein 98.6 1

FosA6__735016__Klebsiella_pneumoniae hypothetical	protein Putative	membrane	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Ribosome-dependent	ATPase hypothetical	protein 97.8 3
FosA6__870913__Klebsiella_pneumoniae hypothetical	protein Putative	membrane	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein hypothetical	protein ISEc9-like 97.8 5
FosA6__832424__Klebsiella_pneumoniae hypothetical	protein Putative	membrane	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein hypothetical	protein Transposase transposase-like hypothetical	protein 98.6 4
FosA6__656215__Klebsiella_sp._KGM-IMP216 hypothetical	protein hypothetical	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Diguanylate	cyclase hypothetical	protein 99.3 556
FosA6__1816797__Klebsiella_pneumoniae hypothetical	protein Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Porin MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter LacI	family	transcriptional	regulator TrpS2	protein Diguanylate	cyclase Biotin-lipoyl	like 99.3 1

FosA6__872504__Klebsiella_pneumoniae Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Putative	transmembrane	protein Stress-induced	acidophilic	repeat	motif-containing	protein NAD(P)H	dehydrogenase	(quinone) 97.8 1
FosA6__1863451__Klebsiella_pneumoniae MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator DNA	helicase FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein Ribosome-dependent	ATPase Inner	membrane	transport	permease	YhhJ hypothetical	protein 97.8 2
FosA6__567981__Klebsiella_pneumoniae NAD(P)-dependent	dehydrogenase,	short-chain	alcohol	dehydrogenase	family Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Major	facilitator	superfamily	protein MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator 3-oxoacyl-ACP	synthase FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system Poly(Glycerol-phosphate)	alpha-glucosyltransferase Psp	operon	transcriptional	activator	PspF TrpS2	protein Diguanylate	cyclase hypothetical	protein 98.6 4
FosA6__843361__Klebsiella_pneumoniae Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator hypothetical	protein IS110-like DNA	helicase FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Putative	ABC	transporter,	permease	protein Putative	permease	component	of	sugar	ABC	transport	system ATP	binding	protein	of	a	transporter Psp	operon	transcriptional	activator	PspF TrpS2	protein Membrane	fusion	protein	family	auxiliary	transport	protein ABC	transporter,	ATP-binding	protein	(Fragment) 97.1 5
FosA6__1859281__Klebsiella_pneumoniae hypothetical	protein FosA	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A hypothetical	protein hypothetical	protein FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 99.3 5
FosA5__806362__Klebsiella_pneumoniae MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Uncharacterised	protein DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Subunit	S	of	type	I	restriction-modification	system Endoribonuclease	SymE FosA5 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 96.4 25
FosA5__722443__Klebsiella_pneumoniae MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Uncharacterised	protein DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Restriction	endonuclease	subunit	S Endoribonuclease	SymE FosA5 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 97.1 1
FosA6__855725__Klebsiella_pneumoniae hypothetical	protein Putative	membrane	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL TetR	family	transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 99.3 15
FosA6__1885959__Klebsiella_pneumoniae hypothetical	protein Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 97.1 87
FosA6__1885873__Klebsiella_pneumoniae hypothetical	protein Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 97.1 301
FosA5__928947__Klebsiella_pneumoniae MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator 5'-nucleotidase FosA5 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 98.6 11
FosA6__849964__Klebsiella_pneumoniae hypothetical	protein Putative	membrane	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 97.1 2
FosA6__1885914__Klebsiella_pneumoniae hypothetical	protein Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Ethanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase Choline	trimethylamine-lyase 97.1 29
FosA5__806632__Klebsiella_pneumoniae Abortive	infection	protein MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator Uncharacterised	protein FosA5 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 98.6 25
FosA6__805992__Klebsiella_pneumoniae MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator DNA	helicase FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 98.6 95
FosA6__761479__Klebsiella_pneumoniae MFS	transporter Uncharacterized	conserved	protein Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator DNA	helicase FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 98.6 1
FosA6__1888750__Klebsiella_quasipneumoniae hypothetical	protein Putative	membrane	protein MFS	transporter Uncharacterized	conserved	protein,	DUF2164	family Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator hypothetical	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 96.4 90
FosA6__1888855__Klebsiella_quasipneumoniae MFS	transporter Uncharacterized	conserved	protein,	DUF2164	family Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator DNA	helicase FosA6 Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator Transcriptional	regulatory	protein,	C-terminal	domain	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Carbon	dioxide	concentrating	mechanism	protein	CcmL Alcohol	dehydrogenase hypothetical	protein 95.7 49
FosA5__506985__Klebsiella_oxytoca Type	I	restriction-modification	system,	M	subunit Type	I	restriction	modification	DNA	specificity	domain	protein HsdR Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent Penton	base 87.8 1
FosA5__503429__Klebsiella_michiganensis Dihydroxy-acid	dehydratase hypothetical	protein HsdR Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Alpha-1,3-galactosyltransferase Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 87.8 1
FosA5__801777__Klebsiella_sp._WCHKl090539 Type	I	restriction-modification	system,	M	subunit Putative	toxin-antitoxin	system,	toxin	component HsdR Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 88.5 2
FosA5__507843__Klebsiella_oxytoca Type	I	restriction-modification	system,	M	subunit Type	I	restriction	endonuclease	subunit	M HsdR Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein EutM	family	ethanolamine	utilization	polyhedral-body-like	protein 87.8 1
FosA5__506204__Klebsiella_oxytoca hypothetical	protein Type	I	restriction-modification	system,	M	subunit HsdS HsdR Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 88.5 1
FosA5__801647__Klebsiella_grimontii hypothetical	protein Predicted	ATP-binding	protein	involved	in	virulence hypothetical	protein hypothetical	protein Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 87.8 16

FosA5__941054__Klebsiella_michiganensis Type	I	restriction	enzyme	EcoKI	R	protein Type	I	restriction	enzyme	StySJI	M	protein hypothetical	protein Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 85.6 1
FosA5__506045__Klebsiella_oxytoca hypothetical	protein Type	I	restriction-modification	system Type	I	restriction	endonuclease	subunit	S Endoribonuclease	SymE Uncharacterized	conserved	protein Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 89.9 3
FosA5__866756__Klebsiella_michiganensis 2-hydroxyglutaryl-CoA	dehydratase,	D-component	family	protein CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) Amidohydrolase Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	small	protein Transcriptional	regulator FosA5 87.8 1
FosA5__874157__Klebsiella_oxytoca Type	I	restriction	enzyme	EcoAI	R	protein	(R.EcoAI) Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Type	I	restriction	modification	DNA	specificity	domain	protein Endoribonuclease	SymE Uncharacterized	conserved	protein Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 87.8 5
FosA5__1864815__Klebsiella_oxytoca Type	I	restriction	enzyme	EcoAI	R	protein	(R.EcoAI) Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Restriction	endonuclease Endoribonuclease	SymE Uncharacterized	conserved	protein Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Ethanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent Choline	trimethylamine-lyase 88.5 2
FosA5__806944__Klebsiella_oxytoca Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator hypothetical	protein hypothetical	protein Uncharacterized	protein	YegI Uncharacterized	protein	YegK von	Willebrand	factor	type	A	domain	protein Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Ethanolamine	utilization	protein	eutK Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) 87.8 1
FosA5__505558__Klebsiella_huaxiensis hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Transcriptional	regulator hypothetical	protein Toxin-antitoxin	system,	antitoxin	component FosA5 Transcriptional	regulator Flavin	reductase Uncharacterized	protein	YegI Uncharacterized	protein	YegK von	Willebrand	factor	type	A	domain	protein Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) 88.5 2
FosA5__505565__Klebsiella_michiganensis Uncharacterised	protein hypothetical	protein Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Restriction	endonuclease Endoribonuclease	SymE Uncharacterized	conserved	protein Toxin-antitoxin	system,	antitoxin	component FosA5 Transcriptional	regulator Flavin	reductase Uncharacterized	protein	YegI Uncharacterized	protein	YegK von	Willebrand	factor	type	A	domain	protein Transcriptional	regulator Putative	transposition	helper	protein Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) 88.5 1
FosA5__1809760__Klebsiella_sp._DNRA6 5'-nucleotidase DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Restriction	endonuclease Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent ATP-binding	cassette,	subfamily	C 87.1 1
FosA5__505585__Klebsiella_grimontii Uncharacterised	protein hypothetical	protein Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Restriction	endonuclease	subunit	S Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 84.9 3
FosA5__505581__Klebsiella_grimontii Transcriptional	regulator Uncharacterised	protein DEAD/DEAH	box	helicase hypothetical	protein Restriction	endonuclease	subunit	S Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 85.6 1
FosA6__716510__Klebsiella_michiganensis Uncharacterised	protein DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Type	I	restriction	modification	DNA	specificity	domain	protein Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA6 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 84.2 4
FosA5__1891048__Klebsiella_michiganensis Uncharacterised	protein DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Restriction	endonuclease	S	subunit Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 87.1 3
FosA5__873566__Klebsiella_michiganensis DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) hypothetical	protein Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 85.6 2
FosA5__506786__Klebsiella_oxytoca hypothetical	protein Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) hypothetical	protein Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1AEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent Choline	trimethylamine-lyase 85.6 2
FosA5__506636__Klebsiella_oxytoca hypothetical	protein Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Type	I	restriction	modification	DNA	specificity	domain	protein Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 87.1 1
FosA5__772969__Klebsiella_michiganensis Uncharacterised	protein DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Type	I	restriction	modification	DNA	specificity	domain	protein Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 88.5 6
FosA5__476941__Klebsiella_sp._OBRC7 Uncharacterised	protein hypothetical	protein Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Type	I	restriction	modification	DNA	specificity	domain	protein Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA5 hypothetical	protein 87.8 1
FosA5__1866487__Klebsiella_michiganensis DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Restriction	endonuclease	subunit	S Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Uncharacterised	protein Ethanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 87.1 1
FosA5__786212__Klebsiella_oxytoca DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Subunit	S	of	type	I	restriction-modification	system Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 87.8 19
FosA5__1809847__Klebsiella_michiganensis DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Putative	type	I	restriction-modification	system,	S	subunit Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent SNF2	family	protein 85.6 2
FosA5__1866441__Klebsiella_michiganensis DEAD/DEAH	box	helicase Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Type	I	restriction	endonuclease	subunit	S Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent Choline	trimethylamine-lyase 87.1 14

FosA5__505810__Klebsiella_oxytoca 60	kDa	chaperonin Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Subunit	S	of	type	I	restriction-modification	system Endoribonuclease	SymE Uncharacterized	conserved	protein Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Alpha-1,3-galactosyltransferase Uncharacterised	protein Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent Iron	compound	TonB-dependent	receptor,	putative 87.8 7
FosA5__506054__Klebsiella_oxytoca Cell	division	protein	DivIB Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Restriction	endonuclease Endoribonuclease	SymE Uncharacterized	conserved	protein Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 88.5 2
FosA5__607795__Klebsiella_michiganensis Type	I	restriction	enzyme	EcoAI	R	protein	(R.EcoAI) Type	I	restriction	enzyme	EcoEI	M	protein	(M.EcoEI) Subunit	S	of	type	I	restriction-modification	system Endoribonuclease	SymE Uncharacterized	conserved	protein Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A 88.5 1

FosA5__506754__Klebsiella_oxytoca Type	I	restriction	enzyme,	R	subunit Type	I	restriction-modification	system Type-1	restriction	enzyme	StySJI	specificity	protein Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 88.5 2
FosA5__652710__Klebsiella_michiganensis Type	I	restriction	enzyme,	R	subunit Type	I	restriction-modification	system Type	I	restriction-modification	system Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 87.1 1
FosA5__1866511__Klebsiella_michiganensis Uncharacterized	conserved	small	protein Transcriptional	regulator ISCro4-like Acetamidase/formamidase	domain	protein Porin Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein hypothetical	protein Ethanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 87.1 1
FosA5__506705__Klebsiella_oxytoca hypothetical	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator hypothetical	protein Uncharacterized	conserved	small	protein Transcriptional	regulator Acetamidase/formamidase	domain	protein Porin Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent Penton	base 86.3 3
FosA5__506189__Klebsiella_oxytoca hypothetical	protein 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	small	protein Transcriptional	regulator Transposase,	IS110	family Acetamidase/formamidase	domain	protein Porin Toxin-antitoxin	system,	antitoxin	component Membrane	protein FosA5 hypothetical	protein Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent Penton	base 85.6 2
FosA5__823032__Klebsiella_michiganensis Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator hypothetical	protein Uncharacterized	conserved	small	protein Transcriptional	regulator Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein 84.9 1
FosA5__609787__Klebsiella_michiganensis LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	small	protein Transcriptional	regulator hypothetical	protein Uncharacterised	protein Uncharacterised	protein Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A hypothetical	protein 88.5 1
FosA5__506183__Klebsiella_oxytoca Uncharacterized	HTH-type	transcriptional	regulator	SA2060 Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	small	protein Transcriptional	regulator Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 87.1 1
FosA5__812172__Klebsiella_oxytoca hypothetical	protein 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	small	protein Transcriptional	regulator hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Endoribonuclease	SymE Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 88.5 5
FosA5__687658__Klebsiella_oxytoca Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	small	protein Transcriptional	regulator Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein EutM	family	ethanolamine	utilization	polyhedral-body-like	protein Ethanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 88.5 16
FosA5__506079__Klebsiella_oxytoca hypothetical	protein Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	small	protein Transcriptional	regulator Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 89.9 1
FosA5__592806__Klebsiella_oxytoca_10-5243 hypothetical	protein Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	small	protein Transcriptional	regulator Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 88.5 15
FosA5__825600__Klebsiella_oxytoca hypothetical	protein Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	small	protein Transcriptional	regulator Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 88.5 14
FosA5__565570__Klebsiella_oxytoca Nucleoside	recognition	domain-containing	protein Transporter	gate	domain	protein LysR	family	transcriptional	regulator 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator Uncharacterized	conserved	small	protein Transcriptional	regulator Acetamidase/formamidase	domain	protein Porin FosA5 Transcriptional	regulator Flavin	reductase Transcriptional	regulator Transcriptional	regulator Uncharacterised	protein Putative	major	carboxysome	shell	protein	1A Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	protein	EutN Alcohol	dehydrogenase,	iron-dependent hypothetical	protein 88.5 3

FosA2__809272__Enterobacter_hormaechei hypothetical	protein Type	I	restriction-modification	system	restriction	subunit hypothetical	protein hypothetical	protein Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 hypothetical	protein Flagellar	biosynthesis	protein	FlhA Flagellar	biosynthetic	protein	FlhB Flagellar	biosynthetic	protein	FliR Flagellar	biosynthetic	protein	FliQ Flagellar	biosynthetic	protein	FliP Flagellar	motor	switch	protein	FliN Flagellar	motor	switch	protein	FliM 94.9 1
FosA7__290151__Salmonella_enterica_subsp._arizonae hypothetical	protein hypothetical	protein Sulfurtransferase	DndC Cysteine	desulfurase	DndA Restriction	endonuclease hypothetical	protein FosA7 3-demethylubiquinone-9	3-methyltransferase Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Membrane	protein IicA Putative	exported	protein Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator Tryptophanyl-tRNA	synthetase 95.7 1
FosA2__1550510__Escherichia_coli Ankyrin	repeat	family	protein QACEdelta1	(Fragment) Aminoglycoside	adenyltransferase Dihydrofolate	reductase	type	A7 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein transposase-like FosA2 Putative	L-aspartate	oxidase Conjugation	repressor	protein Conserved	hyoptetical	protein YdeA	family	protein hypothetical	protein Nucleotide-binding	containing	TIR-like	domain	protein ATP	synthase	subunit	alpha KorC1 Uncharacterised	protein hypothetical	protein Resolvase 93.6 7
FosA7__1792657__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Low	calcium	response	protein	S Prophage	P4	integrase FosA7 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 6-carboxy-5,6,7,8-tetrahydropterin	synthase hypothetical	protein PLD-like	domain	protein DEAD/DEAH	box	helicase 87.7 1
FosA5__1051704__Salmonella_enterica_subsp._enterica_serovar_Typhimurium Replication	initiation	protein hypothetical	protein Protein	of	uncharacterised	function	(DUF2726) hypothetical	protein Hemolysin	expression	modulating	family	protein hypothetical	protein IS26-like hypothetical	protein Putative	YafB	protein Resolvase Streptothricin	acetyltransferase	2 DfrA1 ISVsa5-like hypothetical	protein FosA5 H-NS	family	DNA-binding	protein Hemolysin	activation	protein DNA	topoisomerase	III 98.6 2
FosA7__555511__Serratia_marcescens SMC	domain	protein DNA	phosphorothioation	protein	DptC DNA	sulfur	modification	protein	DndB hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein FosA7 HNH	endonuclease Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Aryl-phospho-beta-D-glucosidase	BglH PTS	cellobiose	transporter	subunit	IIBC Transcriptional	regulator Regulatory	protein	PchR hypothetical	protein 87.9 1
FosA7__797191__Klebsiella_aerogenes hypothetical	protein Cell	division	protein	FtsK DNA	phosphorothioation-dependent	restriction	protein	DptG DNA	phosphorothioation-dependent	restriction	protein	DptF hypothetical	protein FosA7 DNA-binding	protein Nuclease Copper/silver	efflux	RND	protein	CusA Efflux	transporter	periplasmic	adaptor	subunit Copper-binding	protein Copper/silver	efflux	system	outer	membrane	protein	CusC Transcriptional	regulatory	protein	CusR Sensor	kinase	CusS 95.7 1
FosA7__607678__Klebsiella_variicola Uncharacterised	protein Putative	restriction	endonuclease Cell	division	protein	FtsK DNA	phosphorothioation-dependent	restriction	protein	DptG DNA	phosphorothioation-dependent	restriction	protein	DptF hypothetical	protein FosA7 hypothetical	protein Beta-xylosidase Xyloside	transporter Xylose	isomerase hypothetical	protein 94.3 1
FosA7__1464118__Escherichia_coli hypothetical	protein hypothetical	protein Cell	division	protein	FtsK DNA	phosphorothioation-dependent	restriction	protein	DptG DNA	phosphorothioation-dependent	restriction	protein	DptF hypothetical	protein FosA7 hypothetical	protein hypothetical	protein HNH	endonuclease transposase-like N-acetylneuraminate	epimerase hypothetical	protein Uncharacterised	protein Type	1	fimbriae	regulatory	protein	FimB Type	1	fimbriae	regulatory	protein	FimE 95.7 1
FosA7__773501__Escherichia_coli Mannonate	dehydratase High-affinity	gluconate	transporter Type	1	fimbrin	D-mannose	specific	adhesin FimG Protein	FimF Outer	membrane	usher	protein	FimD Chaperone	protein	FimC Fimbrin-like	protein	FimI FimA FosA7 hypothetical	protein hypothetical	protein HNH	endonuclease transposase-like N-acetylneuraminate	epimerase N-acetylneuraminic	acid	channel	protein Type	1	fimbriae	regulatory	protein	FimB Type	1	fimbriae	regulatory	protein	FimE 93.1 1

FosA7__741607__Citrobacter_freundii hypothetical	protein Putative	dehydrogenase	subunit Lactate	permease Pyridoxal	kinase Low	affinity	tryptophan	permease Tyrosine	phenol-lyase Endoribonuclease	SymE Uncharacterised	protein FosA7 Fic	family	protein hypothetical	protein Type	III	restriction	enzyme,	res	subunit Contig	42,	whole	genome	shotgun	sequence Recombinase	RecF hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 94.3 1
FosA7__744557__Citrobacter_freundii Lactate	permease Pyridoxal	kinase Low	affinity	tryptophan	permease Tyrosine	phenol-lyase Endoribonuclease	SymE Uncharacterised	protein FosA7 Fic	family	protein Restriction	endonuclease Cytosine-specific	methyltransferase Putative	superfamily	I	DNA	helicase hypothetical	protein HNH	endonuclease hypothetical	protein 94.3 1
FosA7__941047__Klebsiella_michiganensis hypothetical	protein Mandelate	racemase/muconate	lactonizing	protein Putative	dehydrogenase N-acetylneuraminate	lyase Domain	of	uncharacterised	function	(DUF336) Fru	operon	transcriptional	repressor DUF1176	domain-containing	protein Endonuclease Endoribonuclease	SymE Glyoxalase hypothetical	protein hypothetical	protein FosA7 Very	short	patch	repair	endonuclease DNA	(Cytosine-5-)-methyltransferase Restriction	endonuclease hypothetical	protein AAA	family	ATPase hypothetical	protein hypothetical	protein Transcriptional	regulator,	AlpA	family Chromosome	partitioning	protein	ParB hypothetical	protein 94.3 1
FosA3__795377__Escherichia_coli Molecular	chaperone	GroEL Chromosome	partitioning	ATPase TnpR hypothetical	protein YdfA YdeA	family	protein YbaA Colicin	Ib	immunity	protein Colicin	Ib Putative	YagA/OmpC	fusion	protein ProQ/FINO	family	protein Uncharacterised	protein FosA3 100.0 1
FosA2__787149__Lelliottia_aquatilis hypothetical	protein Uncharacterised	protein HNH	nuclease Endoribonuclease	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Hcp	family	T6SS	protein	CtsH1 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sodium:galactoside	symporter Tryptophanyl-tRNA	synthetase FosA2 GCN5-related	N-acetyltransferase Bleomycin	resistance	protein Transcriptional	regulator,	DeoR	family ATP-dependent	Clp	protease	proteolytic	subunit hypothetical	protein Cupin	family	protein Ubiquinol-cytochrome	C	chaperone hypothetical	protein AAA	family	ATPase hypothetical	protein hypothetical	protein 80.0 3
FosA2__787139__Lelliottia_aquatilis hypothetical	protein Type	VI	secretion	protein hypothetical	protein hypothetical	protein hypothetical	protein LacI	family	transcriptional	regulator 1,4-beta-xylanase Sodium:galactoside	symporter Tryptophanyl-tRNA	synthetase FosA2 GCN5-related	N-acetyltransferase Bleomycin	resistance	protein Transcriptional	regulator,	DeoR	family ATP-dependent	Clp	protease	proteolytic	subunit hypothetical	protein Haloacid	dehalogenase LysR	family	transcriptional	regulator Cupin	family	protein Ubiquinol-cytochrome	C	chaperone hypothetical	protein AAA	family	ATPase hypothetical	protein 80.7 1
FosA7__521944__Escherichia_coli Putative	transposase hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA TnpA hypothetical	protein Tail	protein Collagen	triple	helix	repeat	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA FosA7 Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Uncharacterised	protein Plasmid	partitioning	protein	ParA StbA	stable	plasmid	inheritance	protein	A Stable	plasmid	inheritance	protein UV	protection	protein Protein	ImpA hypothetical	protein YccB Methyltransferase	(Fragment) Putative	cytoplasmic	protein Uncharacterized	protein	YubF Uncharacterized	protein	YubG YfeA hypothetical	protein 93.6 3
FosA3__1779713__Escherichia_fergusonii FosA3 Uncharacterised	protein Cytosine-specific	methyltransferase IS1294-like hypothetical	protein Resolvase hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Transcriptional	regulator hypothetical	protein hypothetical	protein 100.0 3
FosA2__871953__Enterobacter_cloacae hypothetical	protein FosA2 Tryptophanyl-tRNA	synthetase Uncharacterised	protein hypothetical	protein DNA	methyltransferase Restriction	endonuclease hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Relaxase 95.7 1
FosA7__313089__Salmonella_enterica 50S	ribosomal	protein	L7/L12-serine	acetyltransferase Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Chromosomal	replication	initiator	protein	DnaA Putative	cytoplasmic	protein Putative	cytoplasmic	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein Putative	antitermination	protein FosA7 Phosphatidylinositol	kinase Transcriptional	regulator Fic	family	protein Type	I	restriction-modification	system,	M	subunit Type	I	restriction-modification	system,	specificity	subunit	S Dead	deah	box	helicase 96.4 7
FosA7__1197540__Salmonella_enterica_subsp._enterica hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Putative	exported	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 hypothetical	protein Fic	family	protein Type	I	restriction-modification	system,	M	subunit Type	I	restriction	enzyme,	S	subunit HsdR	family	type	I	site-specific	deoxyribonuclease Lipid-A-disaccharide	synthase 97.9 2
FosA7__1166819__Salmonella_enterica_subsp._enterica hypothetical	protein Uxu	operon	transcriptional	regulator Conjugal	transfer	protein	traC Putative	exported	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 hypothetical	protein Fic	family	protein Type	I	restriction-modification	system,	M	subunit Type	I	restriction-modification	system,	specificity	subunit	S Conjugative	transfer	relaxase/helicase	TraI Lipid-A-disaccharide	synthase 96.4 4
FosA7__1299759__Salmonella_enterica_subsp._enterica_serovar_Oslo Aspartate	racemase Type	IV	secretion	system	effector	Hcp1 Tryptophanyl-tRNA	synthetase Uxu	operon	transcriptional	regulator Putative	exported	protein LysR	family	transcriptional	regulator Putative	cytoplasmic	protein UPF0386	protein	YjhX Methyltransferase	domain	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein Integrase FosA7 Fic	family	protein Type	I	restriction-modification	system,	M	subunit EcoKI	restriction-modification	system	protein	HsdS HsdR	family	type	I	site-specific	deoxyribonuclease Restriction	endonuclease 95.7 2
FosA7__311291__Salmonella_enterica hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Chromosomal	replication	initiator	protein	DnaA Glutathione	S-transferase,	omega Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein hypothetical	protein Putative	antitermination	protein FosA7 hypothetical	protein Fic	family	protein Type	I	restriction-modification	system,	M	subunit EcoKI	restriction-modification	system	protein	HsdS Uncharacterised	protein Low-specificity	L-threonine	aldolase 96.4 17
FosA7__251984__Salmonella_enterica hypothetical	protein Tryptophanyl-tRNA	synthetase Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Chromosomal	replication	initiator	protein	DnaA Glutathione	S-transferase,	omega Putative	cytoplasmic	protein hypothetical	protein hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein hypothetical	protein Putative	antitermination	protein FosA7 hypothetical	protein Fic	family	protein Type	I	restriction-modification	system,	M	subunit EcoKI	restriction-modification	system	protein	HsdS Uncharacterised	protein Low-specificity	L-threonine	aldolase 96.4 1
FosA7__1179079__Salmonella_enterica_subsp._enterica_serovar_Essen hypothetical	protein Uxu	operon	transcriptional	regulator Conjugal	transfer	protein	traC Putative	exported	protein LysR	family	transcriptional	regulator Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein hypothetical	protein HNH	nuclease FosA7Glutathione	transferase Fic	family	protein Restriction	endonuclease Cytosine-specific	methyltransferase Putative	superfamily	I	DNA	helicase Integrase CcdB Antitoxin Transcriptional	regulator,	CopG	family 97.1 3
FosA7__1690090__Salmonella_enterica Dienelactone	hydrolase	family Putative	exported	protein LysR	family	transcriptional	regulator Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein Predicted	transposase	YbfD/YdcC	associated	with	H	repeats Transposase,	IS4	family HNH	nuclease FosA7Glutathione	transferase Fic	family	protein Restriction	endonuclease Cytosine-specific	methyltransferase Putative	superfamily	I	DNA	helicase Integrase hypothetical	protein CcdB Antitoxin hypothetical	protein 97.1 5
FosA7__1204055__Salmonella_enterica_subsp._enterica_serovar_Baguida Secreted	effector	protein	PipB Uxu	operon	transcriptional	regulator Putative	exported	protein LysR	family	transcriptional	regulator Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 IS66-like IS66-like 97.1 4
FosA7__207639__Salmonella_enterica hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Chromosomal	replication	initiator	protein	DnaA Glutathione	S-transferase,	omega Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein Putative	antitermination	protein FosA7 hypothetical	protein N-6	DNA	Methylase	family	protein Helicase HNH	endonuclease hypothetical	protein Integrase hypothetical	protein hypothetical	protein 97.9 2
FosA7__331609__Salmonella_enterica_subsp._enterica_serovar_Heidelberg Dienelactone	hydrolase	family Chromosomal	replication	initiator	protein	DnaA Glutathione	S-transferase,	omega Membrane	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein hypothetical	protein Putative	antitermination	protein FosA7 hypothetical	protein hypothetical	protein Putative	transposase IS66-like IS66-like 100.0 1
FosA7__1199591__Salmonella_enterica_subsp._enterica hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Putative	exported	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 hypothetical	protein DNA	helicase Temperature-sensitive	hemagglutinin	Tsh	autotransporter HNH	endonuclease hypothetical	protein Integrase Alcohol	dehydrogenase 96.4 3
FosA7__1143374__Salmonella_enterica hypothetical	protein Uxu	operon	transcriptional	regulator Conjugal	transfer	protein	traC Putative	exported	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator HNH	nuclease FosA7 hypothetical	protein DNA	helicase hypothetical	protein Prophage	CP4-57	regulatory	family	protein Probable	bacteriophage	capsid	protein Phage	polarity	suppression	protein Type	II	site-specific	deoxyribonuclease hypothetical	protein 97.9 16
FosA7__317004__Salmonella_enterica hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Chromosomal	replication	initiator	protein	DnaA Glutathione	S-transferase,	omega Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	antitermination	protein FosA7 hypothetical	protein DNA	helicase Putative	helicase Uncharacterised	protein 96.4 434
FosA7__1053927__Salmonella_enterica Dienelactone	hydrolase	family Putative	exported	protein Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein hypothetical	protein HNH	nuclease FosA7 IS66-like IS66-like Putative	transposase hypothetical	protein DNA	helicase Putative	helicase 100.0 5
FosA7__955342__Salmonella_enterica Dienelactone	hydrolase	family Putative	exported	protein LysR	family	transcriptional	regulator Membrane	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein hypothetical	protein HNH	nuclease FosA7 hypothetical	protein DNA	helicase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	helicase 100.0 3
FosA7__159371__Salmonella_enterica Membrane	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein hypothetical	protein HNH	nuclease FosA7 hypothetical	protein DNA	helicase Putative	helicase Uncharacterised	protein 100.0 356
FosA7__426224__Salmonella_enterica_subsp._enterica Dienelactone	hydrolase	family Putative	exported	protein Glutathione	S-transferase,	omega Membrane	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 hypothetical	protein DNA	helicase hypothetical	protein Putative	helicase hypothetical	protein 100.0 18
FosA7__317000__Salmonella_enterica Dienelactone	hydrolase	family Chromosomal	replication	initiator	protein	DnaA Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein hypothetical	protein Putative	antitermination	protein FosA7 hypothetical	protein DNA	helicase Putative	helicase Uncharacterised	protein 96.4 6403
FosA7__1313062__Salmonella_enterica Dienelactone	hydrolase	family Putative	exported	protein Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein hypothetical	protein HNH	nuclease FosA7 hypothetical	protein DNA	helicase DarB Uncharacterised	protein 96.4 4
FosA7__374082__Salmonella_enterica_subsp._enterica_serovar_Meleagridis HNH	nuclease FosA7 hypothetical	protein DNA	helicase Putative	helicase hypothetical	protein 97.9 2
FosA7__390916__Salmonella_enterica YebC/PmpR	family	DNA-binding	transcriptional	regulator HNH	nuclease FosA7 hypothetical	protein DNA	helicase Putative	helicase hypothetical	protein 97.9 2

FosA7__17704__Salmonella_enterica_subsp._salamae Tryptophan--tRNA	ligase	(Fragment) Uxu	operon	transcriptional	regulator Putative	exported	protein Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX KpLE2	phage	family	element	possible	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7Glutathione	transferase hypothetical	protein Methyltransferase Type-2	restriction	enzyme	BglI HNH	endonuclease hypothetical	protein Transcriptional	regulator,	AlpA	family Chromosome	partitioning	protein	ParB hypothetical	protein hypothetical	protein Integrating	conjugative	element	protein hypothetical	protein hypothetical	protein 95.0 1
FosA7__849847__Klebsiella_pneumoniae hypothetical	protein Xylose	isomerase Xyloside	transporter Beta-xylosidase HNH	endonuclease	domain	protein HNH	endonuclease	family	protein FosA7 Very	short	patch	repair	endonuclease DNA	(Cytosine-5-)-methyltransferase Restriction	endonuclease hypothetical	protein AAA	family	ATPase hypothetical	protein hypothetical	protein 95.0 2
FosA7__767895__Cronobacter_malonaticus Lactose	transport	ATP-binding	protein	lacK Endoribonuclease	SymE Uncharacterized	conserved	protein	YjiS,	DUF1127	family Transcriptional	regulator,	GntR	family	with	aminotransferase	domain Putative	inner	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein Glycerol	dehydrogenase Acyl	carrier	protein hypothetical	protein Type	IV	secretion	protein	Rhs FosA7Glutathione	transferase Very	short	patch	repair	endonuclease DNA	(Cytosine-5-)-methyltransferase Restriction	endonuclease hypothetical	protein AAA	family	ATPase hypothetical	protein hypothetical	protein Transcriptional	regulator,	AlpA	family hypothetical	protein Uncharacterised	protein hypothetical	protein 93.6 1
FosA7__1100263__Salmonella_enterica_subsp._enterica_serovar_Koketime hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Putative	exported	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease hypothetical	protein FosA7 Very	short	patch	repair	endonuclease DNA	(Cytosine-5-)-methyltransferase Restriction	endonuclease hypothetical	protein AAA	family	ATPase hypothetical	protein hypothetical	protein Transcriptional	regulator,	AlpA	family Chromosome	partitioning	protein	ParB hypothetical	protein 95.0 21
FosA7__176462__Salmonella_enterica hypothetical	protein Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Chromosomal	replication	initiator	protein	DnaA Glutathione	S-transferase,	omega Putative	cytoplasmic	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase hypothetical	protein hypothetical	protein Putative	antitermination	protein FosA7 hypothetical	protein DNA	(Cytosine-5-)-methyltransferase Restriction	endonuclease hypothetical	protein AAA	family	ATPase Conjugative	DNA	transfer	protein Relaxase hypothetical	protein 95.0 7
FosA7__227051__Salmonella_enterica_subsp._enterica_serovar_Infantis Dienelactone	hydrolase	family Chromosomal	replication	initiator	protein	DnaA Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein Putative	antitermination	protein FosA7 Very	short	patch	repair	endonuclease DNA	(Cytosine-5-)-methyltransferase Restriction	endonuclease hypothetical	protein AAA	family	ATPase hypothetical	protein hypothetical	protein Transcriptional	regulator,	AlpA	family Chromosome	partitioning	protein	ParB hypothetical	protein 93.6 1
FosA7__1187649__Salmonella_enterica_subsp._enterica Tryptophanyl-tRNA	synthetase Uxu	operon	transcriptional	regulator Putative	exported	protein LysR	family	transcriptional	regulator hypothetical	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX KpLE2	phage	family	element	possible	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator HNH	nuclease FosA7 RNA	polymerase	sigma	70 DNA	(Cytosine-5-)-methyltransferase Restriction	endonuclease hypothetical	protein AAA	family	ATPase hypothetical	protein hypothetical	protein Transcriptional	regulator,	AlpA	family Chromosome	partitioning	protein	ParB hypothetical	protein 96.4 2
FosA7__1649715__Salmonella_enterica_subsp._salamae Tryptophanyl-tRNA	synthetase Uxu	operon	transcriptional	regulator Putative	exported	protein LysR	family	transcriptional	regulator Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX KpLE2	phage	family	element	possible	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator HNH	nuclease FosA7 hypothetical	protein hypothetical	protein hypothetical	protein DNA	phosphorothioation-dependent	restriction	protein	DptF DNA	phosphorothioation-dependent	restriction	protein	DptG hypothetical	protein 95.0 2
FosA7__608001__Klebsiella_oxytoca hypothetical	protein Endonuclease Endoribonuclease	SymE Glyoxalase hypothetical	protein FosA7 hypothetical	protein DNA	phosphorothioation-dependent	restriction	protein	DptF DNA	phosphorothioation-dependent	restriction	protein	DptG Cell	division	protein	FtsK hypothetical	protein hypothetical	protein 95.0 2
FosA7__643734__Klebsiella_aerogenes Sensor	kinase	CusS Transcriptional	regulatory	protein	CusR Copper/silver	efflux	system	outer	membrane	protein	CusC Copper-binding	protein Secreted	protein Copper/silver	efflux	RND	protein	CusA Nuclease DNA-binding	protein FosA7 hypothetical	protein DNA	phosphorothioation-dependent	restriction	protein	DptF DNA	phosphorothioation-dependent	restriction	protein	DptG Cell	division	protein	FtsK hypothetical	protein 95.7 1
FosA7__487468__Klebsiella_michiganensis Maltoporin	(Fragment) Xylose	isomerase Xyloside	transporter Beta-xylosidase hypothetical	protein FosA7 hypothetical	protein DNA	phosphorothioation-dependent	restriction	protein	DptF DNA	phosphorothioation-dependent	restriction	protein	DptG Cell	division	protein	FtsK Putative	restriction	endonuclease hypothetical	protein 94.3 1
FosA7__426431__Salmonella_enterica_subsp._salamae Uxu	operon	transcriptional	regulator Putative	exported	protein Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 hypothetical	protein DNA	phosphorothioation-dependent	restriction	protein	DptF DNA	phosphorothioation-dependent	restriction	protein	DptG Cell	division	protein	FtsK hypothetical	protein hypothetical	protein 94.3 1
FosA7__990415__Salmonella_enterica Uxu	operon	transcriptional	regulator Putative	exported	protein Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase YebC/PmpR	family	DNA-binding	transcriptional	regulator hypothetical	protein HNH	nuclease FosA7 hypothetical	protein DNA	phosphorothioation-dependent	restriction	protein	DptF DNA	phosphorothioation-dependent	restriction	protein	DptG Cell	division	protein	FtsK hypothetical	protein 95.0 2
FosA7__290150__Salmonella_enterica_subsp._arizonae Tryptophanyl-tRNA	synthetase Uxu	operon	transcriptional	regulator Dienelactone	hydrolase	family Putative	exported	protein IicA Membrane	protein hypothetical	protein hypothetical	protein UPF0386	protein	YjhX Putative	SAM-dependent	methyltransferase 3-demethylubiquinone-9	3-methyltransferase FosA7 hypothetical	protein Restriction	endonuclease Cysteine	desulfurase	DndA Sulfurtransferase	DndC hypothetical	protein hypothetical	protein hypothetical	protein DNA	sulfur	modification	protein	DndE hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcriptional	regulator,	AlpA	family 95.7 1
FosA7__828693__Klebsiella_aerogenes Sensor	kinase	CusS Transcriptional	regulatory	protein	CusR Copper/silver	efflux	system	outer	membrane	protein	CusC Copper-binding	protein Efflux	transporter	periplasmic	adaptor	subunit Copper/silver	efflux	RND	protein	CusA Nuclease DNA-binding	protein FosA7 Restriction	endonuclease Cysteine	desulfurase	DndA Sulfurtransferase	DndC DNA	sulfur	modification	protein	DndD DNA	sulfur	modification	protein	DndE hypothetical	protein hypothetical	protein hypothetical	protein 93.6 1

FosA2__829945__Enterobacter_chengduensis hypothetical	protein hypothetical	protein Modification	methylase Histidine	kinase-,	DNA	gyrase	B-,	and	HSP90-like	ATPase	family	protein hypothetical	protein HNH	nuclease Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.7 2
FosA7__777478__Citrobacter_koseri Inner	membrane	protein 2-hydroxyglutaryl-CoA	dehydratase,	D-component	family	protein CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) Major	facilitator	superfamily	protein Tryptophanyl-tRNA	synthetase	II Uncharacterised	protein Low	affinity	tryptophan	permease Tyrosine	phenol-lyase FosA7 Transposase hypothetical	protein ATPase	AAA hypothetical	protein DNA	methylase	containing	a	Zn-ribbon hypothetical	protein 93.6 1
FosA7__685190__Citrobacter_freundii hypothetical	protein HNH	endonuclease hypothetical	protein Putative	superfamily	I	DNA	helicase Cytosine-specific	methyltransferase Restriction	endonuclease Fic	family	protein FosA7 Uncharacterised	protein Endoribonuclease	SymE Tyrosine	phenol-lyase Low	affinity	tryptophan	permease Pyridoxal	kinase Lactate	permease Putative	dehydrogenase	subunit RraA	famliy 94.3 1
FosA7__1719752__Escherichia_coli hypothetical	protein hypothetical	protein FosA7 Prophage	P4	integrase Low	calcium	response	protein	S hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 87.7 2
FosA7__494501__Klebsiella_pneumoniae Putative	glutamate--cysteine	ligase	2 Uncharacterised	protein DEAD/DEAH	box	helicase ATP-dependent	helicase	HepA Transposase hypothetical	protein Transposase 6-carboxy-5,6,7,8-tetrahydropterin	synthase FosA7 hypothetical	protein Beta-xylosidase Xyloside	transporter Xylose	isomerase Maltoporin	(Maltose/maltodextrin	high-affinity	receptor,	phage	lambda	receptor	protein) Membrane	protein PF12915	family	protein Uncharacterised	protein 90.0 41
FosA7__601238__Klebsiella_pneumoniae Putative	glutamate--cysteine	ligase	2 Uncharacterised	protein DEAD/DEAH	box	helicase ATP-dependent	helicase	HepA Transposase hypothetical	protein Transposase 6-carboxy-5,6,7,8-tetrahydropterin	synthase FosA7 hypothetical	protein Beta-xylosidase Xyloside	transporter Xylose	isomerase Maltoporin	(Maltose/maltodextrin	high-affinity	receptor,	phage	lambda	receptor	protein) 2-aminoethylphosphonate	ABC	transport	system,	membrane	component	PhnV 2-aminoethylphosphonate	ABC	transporter,	permease	protein hypothetical	protein 90.0 1

FosA6__914520__Klebsiella_pneumoniae Bacterial	group	3	Ig-like	protein hypothetical	protein Chromosome	partitioning	protein	ParA Plasmid	partition	parB	protein hypothetical	protein hypothetical	protein FosA6 ISEc9-like Bacterial	group	3	Ig-like	protein Protein	of	uncharacterised	function	(DUF3607) Protein	of	uncharacterised	function	(DUF3607) hypothetical	protein Uncharacterised	protein 98.6 1
FosA7__554640__Serratia_marcescens hypothetical	protein Regulatory	protein	PchR Transcriptional	regulator PTS	cellobiose	transporter	subunit	IIBC Aryl-phospho-beta-D-glucosidase	BglH hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein HNH	endonuclease FosA7 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA	sulfur	modification	protein	DndB DNA	phosphorothioation	protein	DptC SMC	domain	protein 87.9 4
FosA5__1894378__Shigella_flexneri_2a hypothetical	protein VirB11 TraG Putative	conjual	transfer	protein KikA Uncharacterised	protein hypothetical	protein YeaA	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA	topoisomerase	III Hemolysin	activation	protein H-NS	family	DNA-binding	protein FosA5 hypothetical	protein ISVsa5-like DfrA1 Streptothricin	acetyltransferase	2 98.6 1

FosA5__799149__Kosakonia_sp._H7A hypothetical	protein Nucleoside	recognition CynR AraC-type	DNA-binding	protein Threonine/homoserine/homoserine	lactone	efflux	protein Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family Benzoyl-CoA	reductase/2-hydroxyglutaryl-CoA	dehydratase	subunit,	BcrC/BadD/HgdB CoA-substrate-specific	enzyme	activase,	putative Protein	of	uncharacterised	function	(DUF3343) 1,4-alpha-glucan	branching	protein Multidrug	resistance	efflux	pump MarR	family	transcriptional	regulator FosA5 Toxin	HipA Cro/C1-type	HTH	DNA-binding	domain-containing	protein hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit Uncharacterized	conserved	protein	YjiS,	DUF1127	family DNA-binding	transcriptional	regulator,	MocR	family,	contains	an	aminotransferase	domain RNA	polymerase	sigma	factor	FliA N-acetylmuramic	acid	6-phosphate	etherase PTS	system,	N-acetylmuramic	acid-specific	IIC	component hypothetical	protein 75.9 2
FosA5__935403__Klebsiella_sp._TOUT106 ABC	transporter,	ATP-binding	protein	(Fragment) Membrane	fusion	protein	family	auxiliary	transport	protein Putative	diguanylate	cyclase	YddV TrpS2	protein Tryptophan	permease Tryptophanase hypothetical	protein Flavin	reductase Transcriptional	regulator FosA5 LysR	family	transcriptional	regulator Transporter	gate	domain	protein Nucleoside	recognition	domain-containing	protein Amidohydrolase Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative 2-hydroxyglutaryl-CoA	dehydratase,	D-component	family	protein Uncharacterized	conserved	protein Immunoglobulin-binding	regulator	A Co-activator	of	prophage	gene	expression	IbrB Multidrug	transporter 87.1 1
FosA5__782507__Yersiniaceae_bacterium_2015Iso6 hypothetical	protein GMC	family	oxidoreductase Gluconate	2-dehydrogenase hypothetical	protein hypothetical	protein Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein FosA5 Putative	threonine	efflux	protein NUDIX	hydrolase GDP-mannose	pyrophosphatase DeoR	family	transcriptional	regulator Similar	to	Uncharacterized	conserved	protein	contains	double-stranded	beta-helix	domain LysR	family	transcriptional	regulator Transcriptional	regulator 70.6 1
FosA5__782509__Yersiniaceae_bacterium_2016Iso3 hypothetical	protein Membrane	protein Branched-chain	amino	acid	ABC	transporter	permease FMN	reductase Aspartate	aminotransferase Transporter hypothetical	protein hypothetical	protein hypothetical	protein Chemotaxis	protein hypothetical	protein FosA5 NUDIX	hydrolase YffH/AdpP	family	nudix-type	nucleoside	diphosphatase DeoR	faimly	transcriptional	regulator Cupin LysR	family	transcriptional	regulator Cupin Transcriptional	regulator 72.1 1
FosA7__1464114__Escherichia_coli Type	1	fimbriae	regulatory	protein	FimE Type	1	fimbriae	regulatory	protein	FimB Uncharacterised	protein hypothetical	protein N-acetylneuraminate	epimerase transposase-like HNH	endonuclease hypothetical	protein hypothetical	protein FosA7 hypothetical	protein DNA	phosphorothioation-dependent	restriction	protein	DptF DNA	phosphorothioation-dependent	restriction	protein	DptG Cell	division	protein	FtsK hypothetical	protein HTH-type	transcriptional	regulator	YdeO 95.7 1
FosA7__489136__Escherichia_coli Chaperone	protein	FimC Fimbrin-like	protein	FimI Type	1	fimbriae	major	subunit	FimA Type	1	fimbriae	regulatory	protein	FimE Type	1	fimbriae	regulatory	protein	FimB Uncharacterised	protein N-acetylneuraminic	acid	channel	protein N-acetylneuraminate	epimerase transposase-like HNH	endonuclease hypothetical	protein hypothetical	protein FosA7 Very	short	patch	repair	endonuclease 94.3 1
FosA7__1467077__Escherichia_coli hypothetical	protein FosA7 hypothetical	protein Transposase 93.6 1
FosA7__1380691__Escherichia_coli hypothetical	protein Chaperone	protein	FimC Fimbrin-like	protein	FimI Type	1	fimbriae	major	subunit	FimA Type	1	fimbriae	regulatory	protein	FimE hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein N-acetylneuraminate	epimerase Glucans	biosynthesis	protein	D hypothetical	protein hypothetical	protein FosA7 Transposase hypothetical	protein hypothetical	protein Putative	superfamily	I	DNA	helicase Putative	bacteriophage	protein Phage	DNA	packaging	Nu1	family	protein Transcriptional	regulator,	AlpA	family Bacteriophage	lambda	head	decoration	protein	D Putative	major	head	protein	from	prophage 93.6 3
FosA7__1741879__Escherichia_coli Chaperone	protein	FimC Fimbrin-like	protein	FimI Type-1	fimbrial	protein,	A	chain Type	1	fimbriae	regulatory	protein	FimE Type	1	fimbriae	regulatory	protein	FimB N-acetylneuraminic	acid	channel	protein N-acetylneuraminate	epimerase transposase-like HNH	endonuclease hypothetical	protein hypothetical	protein FosA7 Putative	superfamily	I	DNA	helicase hypothetical	protein HNH	endonuclease hypothetical	protein hypothetical	protein Aldehyde	reductase	Ahr Uncharacterized	protein	YjgR Lipopolysaccharide	export	system	permease	protein	LptG hypothetical	protein 93.6 10
FosA7__1511984__Escherichia_coli Chaperone	protein	FimC Fimbrin-like	protein	FimI Type-1	fimbrial	protein,	A	chain Type	1	fimbriae	regulatory	protein	FimE Type	1	fimbriae	regulatory	protein	FimB hypothetical	protein N-acetylneuraminate	epimerase transposase-like HNH	endonuclease hypothetical	protein hypothetical	protein FosA7 Putative	superfamily	I	DNA	helicase hypothetical	protein HNH	endonuclease hypothetical	protein Putative	restriction	methylase PF06117	domain	protein Phage	protein Toxin	YeeV Intergenic-region	protein Uncharacterized	protein	YeeT UPF0758	protein	YeeS Z1216	protein Domain	of	uncharacterised	function	(DUF932) 93.6 3
FosA7__1379372__Escherichia_coli Type	1	fimbriae	regulatory	protein	FimB Uncharacterised	protein hypothetical	protein N-acetylneuraminate	epimerase Glucans	biosynthesis	protein	D hypothetical	protein hypothetical	protein FosA7 Transposase hypothetical	protein hypothetical	protein Putative	superfamily	I	DNA	helicase hypothetical	protein HNH	endonuclease 93.6 1
FosA7__945351__Escherichia_coli hypothetical	protein Chaperone	protein	FimC Fimbrin-like	protein	FimI Type	1	fimbriae	major	subunit	FimA Type	1	fimbriae	regulatory	protein	FimE Type	1	fimbriae	regulatory	protein	FimB Uncharacterised	protein hypothetical	protein N-acetylneuraminate	epimerase Glucans	biosynthesis	protein	D hypothetical	protein hypothetical	protein FosA7 Transposase hypothetical	protein hypothetical	protein Putative	superfamily	I	DNA	helicase hypothetical	protein HNH	endonuclease hypothetical	protein 93.6 304
FosA7__1379572__Escherichia_coli hypothetical	protein Chaperone	protein	FimC Fimbrin-like	protein	FimI Type	1	fimbriae	major	subunit	FimA Type	1	fimbriae	regulatory	protein	FimE Type	1	fimbriae	regulatory	protein	FimB Uncharacterised	protein hypothetical	protein N-acetylneuraminate	epimerase Glucans	biosynthesis	protein	D hypothetical	protein hypothetical	protein FosA7 Transposase hypothetical	protein hypothetical	protein DEAD/DEAH	box	helicase 93.6 15
FosA7__661527__Escherichia_coli hypothetical	protein Chaperone	protein	FimC Fimbrin-like	protein	FimI Type	1	fimbriae	major	subunit	FimA Type	1	fimbriae	regulatory	protein	FimE Type	1	fimbriae	regulatory	protein	FimB N-acetylneuraminic	acid	channel	protein N-acetylneuraminate	epimerase transposase-like hypothetical	protein hypothetical	protein FosA7 Transposase hypothetical	protein hypothetical	protein DEAD/DEAH	box	helicase Restriction	endonuclease Putative	superfamily	I	DNA	helicase hypothetical	protein 93.6 26
FosA7__886223__Escherichia_coli Chaperone	protein	FimC Fimbrin-like	protein	FimI FimA Type	1	fimbriae	regulatory	protein	FimE Type	1	fimbriae	regulatory	protein	FimB Uncharacterised	protein N-acetylneuraminic	acid	channel	protein N-acetylneuraminate	epimerase transposase-like HNH	endonuclease hypothetical	protein hypothetical	protein FosA7 Transposase hypothetical	protein ATPase	AAA hypothetical	protein DNA	methylase	containing	a	Zn-ribbon hypothetical	protein 93.6 213
FosA7__1625011__Escherichia_coli Putative	autotransporter hypothetical	protein Uncharacterised	protein LuxR	family	transcriptional	regulator Type	1	fimbriae	regulatory	protein	FimE Type	1	fimbriae	regulatory	protein	FimB hypothetical	protein N-acetylneuraminate	epimerase transposase-like HNH	endonuclease hypothetical	protein hypothetical	protein FosA7 Transposase hypothetical	protein ATPase	AAA hypothetical	protein DNA	methylase	containing	a	Zn-ribbon hypothetical	protein 93.6 15
FosA7__1814644__Klebsiella_aerogenes DEAD/DEAH	box	helicase PLD-like	domain	protein hypothetical	protein 6-carboxy-5,6,7,8-tetrahydropterin	synthase hypothetical	protein hypothetical	protein hypothetical	protein FosA7 DNA-binding	protein Nuclease Copper/silver	efflux	RND	protein	CusA Efflux	transporter	periplasmic	adaptor	subunit Copper-binding	protein Copper/silver	efflux	system	outer	membrane	protein	CusC Transcriptional	regulatory	protein	CusR Sensor	kinase	CusS 87.7 2
FosA6__511152__Klebsiella_pneumoniae UPF0442	protein	KpST82	0922 Putative	membrane	protein p-hydroxybenzoate	3-monooxygenase AraC	family	transcriptional	regulator Putative	DNA-binding	transcriptional	regulator Helix-turn-helix	transcriptional	regulator Cys-tRNA(Pro)	deacylase,	prolyl-tRNA	editing	enzyme	YbaK/EbsC Permease	IIC	component Ferric	reductase Diguanylate	cyclase	(GGDEF)	domain-containing	protein hypothetical	protein FosA6 Transcriptional	regulator hypothetical	protein Transposase 97.8 1
FosA7__17705__Salmonella_enterica_subsp._salamae hypothetical	protein hypothetical	protein Integrating	conjugative	element	protein hypothetical	protein hypothetical	protein Chromosome	partitioning	protein	ParB Transcriptional	regulator,	AlpA	family hypothetical	protein HNH	endonuclease Type-2	restriction	enzyme	BglI Methyltransferase hypothetical	protein Glutathione	transferaseFosA7 HNH	nuclease 95.0 1
FosA7__941053__Klebsiella_michiganensis hypothetical	protein Chromosome	partitioning	protein	ParB Transcriptional	regulator,	AlpA	family hypothetical	protein hypothetical	protein AAA	family	ATPase hypothetical	protein Restriction	endonuclease DNA	(Cytosine-5-)-methyltransferase Very	short	patch	repair	endonuclease FosA7 hypothetical	protein hypothetical	protein Glyoxalase Endoribonuclease	SymE Endonuclease DUF1176	domain-containing	protein Fru	operon	transcriptional	repressor Domain	of	uncharacterised	function	(DUF336) N-acetylneuraminate	lyase Putative	dehydrogenase Mandelate	racemase/muconate	lactonizing	protein hypothetical	protein 94.3 2
FosA7__607861__Klebsiella_michiganensis SMC	domain-containing	protein Contig	42,	whole	genome	shotgun	sequence Type	III	restriction	enzyme,	res	subunit hypothetical	protein FosA7 hypothetical	protein hypothetical	protein Glyoxalase Endoribonuclease	SymE Endonuclease DUF1176	domain-containing	protein Fru	operon	transcriptional	repressor Domain	of	uncharacterised	function	(DUF336) N-acetylneuraminate	lyase Putative	dehydrogenase Mandelate	racemase/muconate	lactonizing	protein hypothetical	protein 94.3 2
FosA7__646067__Citrobacter_koseri hypothetical	protein Chromosome	partitioning	protein	ParB Transcriptional	regulator,	AlpA	family hypothetical	protein hypothetical	protein AAA	family	ATPase hypothetical	protein Restriction	endonuclease DNA	(Cytosine-5-)-methyltransferase Very	short	patch	repair	endonuclease FosA7 Tyrosine	phenol-lyase Low	affinity	tryptophan	permease Uncharacterised	protein Tryptophanyl-tRNA	synthetase	II Major	facilitator	superfamily	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative 2-hydroxyglutaryl-CoA	dehydratase,	D-component	family	protein Inner	membrane	protein 94.3 5
FosA7__767893__Cronobacter_malonaticus hypothetical	protein Relaxase Transcriptional	regulator,	AlpA	family hypothetical	protein hypothetical	protein AAA	family	ATPase hypothetical	protein Restriction	endonuclease DNA	(Cytosine-5-)-methyltransferase Very	short	patch	repair	endonuclease Glutathione	transferaseFosA7 Type	IV	secretion	protein	Rhs hypothetical	protein Acyl	carrier	protein Glycerol	dehydrogenase hypothetical	protein hypothetical	protein hypothetical	protein Putative	inner	membrane	protein Transcriptional	regulator,	GntR	family	with	aminotransferase	domain Uncharacterized	conserved	protein	YjiS,	DUF1127	family Endoribonuclease	SymE Lactose	transport	ATP-binding	protein	lacK 93.6 1
FosA7__428725__Salmonella_enterica_subsp._enterica hypothetical	protein Chromosome	partitioning	protein	ParB Transcriptional	regulator,	AlpA	family hypothetical	protein hypothetical	protein AAA	family	ATPase hypothetical	protein Restriction	endonuclease DNA	(Cytosine-5-)-methyltransferase Very	short	patch	repair	endonuclease FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX Putative	cytoplasmic	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator hypothetical	protein 96.4 3
FosA7__891041__Salmonella_enterica_subsp._enterica_serovar_Anderlecht hypothetical	protein FosA7 93.6 2
FosA7__1187651__Salmonella_enterica_subsp._enterica hypothetical	protein Restriction	endonuclease DNA	(Cytosine-5-)-methyltransferase RNA	polymerase	sigma	70 FosA7 HNH	nuclease YebC/PmpR	family	DNA-binding	transcriptional	regulator KpLE2	phage	family	element	possible	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein hypothetical	protein LysR	family	transcriptional	regulator Putative	exported	protein Uxu	operon	transcriptional	regulator Tryptophanyl-tRNA	synthetase 96.4 3
FosA7__856509__Klebsiella_pneumoniae hypothetical	protein Chromosome	partitioning	protein	ParB Transcriptional	regulator,	AlpA	family hypothetical	protein hypothetical	protein AAA	family	ATPase hypothetical	protein Restriction	endonuclease DNA	(Cytosine-5-)-methyltransferase Very	short	patch	repair	endonuclease FosA7 HNH	endonuclease	family	protein Beta-xylosidase Xyloside	transporter Xylose	isomerase Maltoporin	(Maltose/maltodextrin	high-affinity	receptor,	phage	lambda	receptor	protein) Membrane	protein PF12915	family	protein hypothetical	protein 92.3 1
FosA7__609245__Klebsiella_pneumoniae hypothetical	protein IS3-like IS3-like hypothetical	protein hypothetical	protein AAA	family	ATPase hypothetical	protein Restriction	endonuclease DNA	(Cytosine-5-)-methyltransferase Very	short	patch	repair	endonuclease FosA7 HNH	endonuclease	family	protein HNH	endonuclease	domain	protein Beta-xylosidase Xyloside	transporter Xylose	isomerase Maltoporin	(Maltose/maltodextrin	high-affinity	receptor,	phage	lambda	receptor	protein) 95.0 2
FosA7__1691842__Salmonella_enterica hypothetical	protein Relaxase hypothetical	protein AAA	family	ATPase hypothetical	protein Restriction	endonuclease DNA	(Cytosine-5-)-methyltransferase Very	short	patch	repair	endonuclease FosA7 HNH	nuclease YebC/PmpR	family	DNA-binding	transcriptional	regulator 95.0 13
FosA7__1100265__Salmonella_enterica_subsp._enterica_serovar_Koketime hypothetical	protein Chromosome	partitioning	protein	ParB Transcriptional	regulator,	AlpA	family hypothetical	protein hypothetical	protein AAA	family	ATPase hypothetical	protein Restriction	endonuclease DNA	(Cytosine-5-)-methyltransferase Very	short	patch	repair	endonuclease FosA7 hypothetical	protein HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator hypothetical	protein 95.0 24

FosA7__114008__Salmonella_enterica hypothetical	protein hypothetical	protein hypothetical	protein Carbonate	dehydratase DNA	helicase FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family 94.3 14
FosA7__1825503__Salmonella_enterica_subsp._enterica_serovar_Schleissheim hypothetical	protein Putative	helicase hypothetical	protein DNA	helicase hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family 100.0 53
FosA7__316087__Salmonella_enterica Uncharacterised	protein Putative	helicase DNA	helicase hypothetical	protein FosA7 Putative	antitermination	protein hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX Putative	cytoplasmic	protein Membrane	protein Glutathione	S-transferase,	omega Chromosomal	replication	initiator	protein	DnaA Dienelactone	hydrolase	family 99.3 3213
FosA7__1072577__Salmonella_enterica_subsp._enterica_serovar_Schwarzengrund Uncharacterised	protein Putative	helicase DNA	helicase hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator hypothetical	protein 97.9 752
FosA7__125285__Salmonella_enterica hypothetical	protein Putative	helicase DNA	helicase hypothetical	protein FosA7 HNH	nuclease YebC/PmpR	family	DNA-binding	transcriptional	regulator 97.9 18
FosA7__702817__Salmonella_enterica_subsp._enterica_serovar_Heidelberg Uncharacterised	protein Putative	helicase DNA	helicase hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Inner	membrane	transport	protein	YdiM Domain	of	uncharacterised	function	(DUF1870) Putative	membrane	protein Conserved	hypothetical	FAD-binding	protein hypothetical	protein 100.0 3860

FosA7__1078680__Salmonella_enterica_subsp._enterica_serovar_Enteritidis hypothetical	protein Putative	helicase DNA	helicase hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family 97.9 793
FosA7__391648__Salmonella_enterica Alcohol	dehydrogenase Integrase hypothetical	protein HNH	endonuclease Putative	helicase DNA	helicase hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein Chromosomal	replication	initiator	protein	DnaA Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator hypothetical	protein 96.4 26
FosA7__207640__Salmonella_enterica hypothetical	protein hypothetical	protein Integrase hypothetical	protein HNH	endonuclease Helicase N-6	DNA	Methylase	family	protein hypothetical	protein FosA7 Putative	antitermination	protein hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator 97.9 2
FosA7__991640__Salmonella_enterica_subsp._enterica_serovar_Agona hypothetical	protein Inositol	monophosphatase Putative	derepression	protein Uncharacterised	protein MarR	family	transcriptional	regulator hypothetical	protein Uncharacterised	protein hypothetical	protein DUF4761	domain-containing	protein Uncharacterised	protein Regulatory	protein	Cox Phage	repressor	protein	C Putative	phage	integrase DEAD/DEAH	box	helicase Fic	family	protein hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator DNA	metabolism	protein Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator hypothetical	protein 97.1 3
FosA7__1008796__Salmonella_enterica_subsp._enterica_serovar_Agona hypothetical	protein Inositol	monophosphatase Derepression	protein Uncharacterised	protein Hypothetical	prophage	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DUF4761	domain-containing	protein hypothetical	protein Uncharacterised	protein Regulatory	protein	Cox hypothetical	protein Putative	phage	integrase DEAD/DEAH	box	helicase Fic	family	protein hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator 97.1 1
FosA7__1262258__Salmonella_enterica_subsp._enterica_serovar_Uzaramo DnaK	family	chaperone	protein Type	I	restriction-modification	protein	subunit	M DNA	methyltransferase hypothetical	protein DEAD/DEAH	box	helicase Fic	family	protein hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator hypothetical	protein 97.1 17
FosA7__1203525__Salmonella_enterica_subsp._enterica_serovar_Luke DnaK	family	chaperone	protein Type	I	restriction-modification	protein	subunit	M Putative	type	I	restriction	enzymeP	M	protein Type	I	restriction	modification	DNA	specificity	domain	protein DEAD/DEAH	box	helicase Fic	family	protein hypothetical	protein FosA7 HNH	nuclease YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator hypothetical	protein 97.1 67
FosA7__1169672__Salmonella_enterica_subsp._enterica_serovar_Gateshead DnaK	family	chaperone	protein Type	I	restriction-modification	protein	subunit	M Type	I	restriction-modification	system	methyltransferase	subunit hypothetical	protein TonB	family	protein	/	TonB-dependent	receptor Fic	family	protein hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator 96.4 1
FosA7__702084__Salmonella_enterica_subsp._enterica_serovar_Birkenhead DnaK	family	chaperone	protein Type	I	restriction-modification	protein	subunit	M DNA	methyltransferase hypothetical	protein DEAD/DEAH	box	helicase Fic	family	protein FosA7 HNH	nuclease hypothetical	protein hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX Putative	cytoplasmic	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator hypothetical	protein 100.0 16
FosA7__704456__Salmonella_enterica_subsp._enterica_serovar_Hadar DnaK	family	chaperone	protein Type	I	restriction-modification	protein	subunit	M DNA	methyltransferase Restriction	modification	system	DNA	specificity	domain DEAD/DEAH	box	helicase Fic	family	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator hypothetical	protein 97.9 14
FosA7__457112__Salmonella_enterica_subsp._enterica DnaK	family	chaperone	protein Type	I	restriction-modification	protein	subunit	M DNA	methyltransferase Restriction	modification	system	DNA	specificity	domain DEAD/DEAH	box	helicase Fic	family	protein hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family 100.0 7
FosA7__101666__Salmonella_enterica DnaK	family	chaperone	protein Type	I	restriction-modification	protein	subunit	M N-6	DNA	methylase Type	I	restriction-modification	system,	endonuclease	S	subunit DEAD/DEAH	box	helicase Fic	family	protein hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family 97.1 16
FosA7__509682__Salmonella_enterica_subsp._enterica_serovar_Agona_str._57.A.08 DnaK	family	chaperone	protein Type	I	restriction-modification	protein	subunit	M N-6	DNA	methylase Type	I	restriction-modification	system,	endonuclease	S	subunit DEAD/DEAH	box	helicase hypothetical	protein hypothetical	protein FosA7 HNH	nuclease YebC/PmpR	family	DNA-binding	transcriptional	regulator DNA	metabolism	protein Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator hypothetical	protein 86.5 6921
FosA7__509550__Salmonella_enterica_subsp._enterica_serovar_Agona_str._66.F.99 DnaK	family	chaperone	protein Type	I	restriction-modification	protein	subunit	M N-6	DNA	methylase Type	I	restriction-modification	system,	endonuclease	S	subunit DEAD/DEAH	box	helicase Fic	family	protein hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator DNA-binding	helix-turn-helix	protein 97.1 154
FosA7__336163__Salmonella_enterica_subsp._enterica_serovar_Pasing DnaK	family	chaperone	protein rRNA	biogenesis	protein	rrp5 Type	I	restriction-modification	protein	subunit	M N-6	DNA	methylase hypothetical	protein DEAD/DEAH	box	helicase Fic	family	protein hypothetical	protein FosA7 Putative	antitermination	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator 96.4 1
FosA7__316511__Salmonella_enterica DnaK	family	chaperone	protein Type	I	restriction-modification	protein	subunit	M N-6	DNA	methylase Type	I	restriction-modification	system,	endonuclease	S	subunit DEAD/DEAH	box	helicase Fic	family	protein hypothetical	protein FosA7 Putative	antitermination	protein hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX Putative	cytoplasmic	protein Putative	cytoplasmic	protein Chromosomal	replication	initiator	protein	DnaA Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator Stress-induced	morphogen 95.7 364
FosA7__369741__Salmonella_enterica_subsp._enterica_serovar_Akanji Transcriptional	regulator,	CopG	family Antitoxin hypothetical	protein Integrase Putative	superfamily	I	DNA	helicase Cytosine-specific	methyltransferase Restriction	endonuclease Fic	family	protein FosA7 HNH	nuclease H	repeat-associated	protein	yhhI hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Glutathione	S-transferase,	omega Chromosomal	replication	initiator	protein	DnaA Dienelactone	hydrolase	family 97.9 18
FosA7__1179081__Salmonella_enterica_subsp._enterica_serovar_Essen hypothetical	protein Fic	family	protein Glutathione	transferaseFosA7 HNH	nuclease hypothetical	protein hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator 97.1 3
FosA7__1329189__Salmonella_enterica Dead	deah	box	helicase Type	I	restriction-modification	system,	specificity	subunit	S Type	I	restriction-modification	system,	M	subunit Fic	family	protein Transcriptional	regulator Phosphatidylinositol	kinase FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX Putative	cytoplasmic	protein LysR	family	transcriptional	regulator Putative	exported	protein Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator hypothetical	protein 96.4 7
FosA7__389869__Salmonella_enterica_subsp._enterica Low-specificity	L-threonine	aldolase HsdR	family	type	I	site-specific	deoxyribonuclease Type	I	restriction	enzyme,	S	subunit Type	I	restriction-modification	system,	M	subunit Fic	family	protein hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator 97.9 2
FosA7__417375__Salmonella_enterica_subsp._enterica Restriction	endonuclease HsdR	family	type	I	site-specific	deoxyribonuclease EcoKI	restriction-modification	system	protein	HsdS Type	I	restriction-modification	system,	M	subunit Fic	family	protein hypothetical	protein FosA7 Restriction	endonuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator 96.4 19
FosA7__1299760__Salmonella_enterica_subsp._enterica_serovar_Oslo Restriction	endonuclease HsdR	family	type	I	site-specific	deoxyribonuclease EcoKI	restriction-modification	system	protein	HsdS Type	I	restriction-modification	system,	M	subunit Fic	family	protein FosA7 Integrase hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Methyltransferase	domain	protein UPF0386	protein	YjhX Putative	cytoplasmic	protein LysR	family	transcriptional	regulator Putative	exported	protein Uxu	operon	transcriptional	regulator Tryptophanyl-tRNA	synthetase 95.7 2
FosA7__989795__Salmonella_enterica Restriction	endonuclease HsdR	family	type	I	site-specific	deoxyribonuclease Type	I	restriction-modification	system,	specificity	subunit	S Type	I	restriction-modification	system,	M	subunit Fic	family	protein hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator 96.4 11
FosA7__302761__Salmonella_enterica DEAD/DEAH	box	helicase PLD-like	domain	protein hypothetical	protein HTH-type	transcriptional	regulator	HmrR hypothetical	protein Fic	family	protein FosA7 Putative	antitermination	protein hypothetical	protein hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX 94.3 3
FosA7__548985__Escherichia_coli DEAD/DEAH	box	helicase PLD-like	domain	protein hypothetical	protein HTH-type	transcriptional	regulator	HmrR hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein FosA7 Prophage	P4	integrase Low	calcium	response	protein	S hypothetical	protein hypothetical	protein Membrane	protein Uncharacterised	protein transposase-like N-acetylneuraminate	epimerase N-acetylneuraminic	acid	channel	protein 87.7 1
FosA7__345232__Salmonella_enterica_subsp._salamae_serovar_Springs hypothetical	protein Uncharacterised	protein DEAD/DEAH	box	helicase ATP-dependent	helicase	HepA 6-carboxy-5,6,7,8-tetrahydropterin	synthase hypothetical	protein Fic	family	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein Putative	exported	protein Uxu	operon	transcriptional	regulator 95.7 1
FosA7__1062464__Salmonella_enterica hypothetical	protein DNA	phosphorothioation-dependent	restriction	protein	DptG DNA	phosphorothioation-dependent	restriction	protein	DptF hypothetical	protein hypothetical	protein hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX Putative	cytoplasmic	protein Putative	cytoplasmic	protein Putative	exported	protein Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator hypothetical	protein 95.0 24
FosA7__1649716__Salmonella_enterica_subsp._salamae hypothetical	protein DNA	phosphorothioation-dependent	restriction	protein	DptG DNA	phosphorothioation-dependent	restriction	protein	DptF hypothetical	protein hypothetical	protein hypothetical	protein FosA7 HNH	nuclease YebC/PmpR	family	DNA-binding	transcriptional	regulator KpLE2	phage	family	element	possible	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein LysR	family	transcriptional	regulator Putative	exported	protein Uxu	operon	transcriptional	regulator Tryptophanyl-tRNA	synthetase 95.0 2
FosA7__426432__Salmonella_enterica_subsp._salamae hypothetical	protein hypothetical	protein Cell	division	protein	FtsK DNA	phosphorothioation-dependent	restriction	protein	DptG DNA	phosphorothioation-dependent	restriction	protein	DptF hypothetical	protein FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX hypothetical	protein Putative	cytoplasmic	protein Membrane	protein Putative	cytoplasmic	protein Putative	exported	protein Uxu	operon	transcriptional	regulator 94.3 4

FosA7__1294825__Salmonella_enterica hypothetical	protein Chromosome	partitioning	protein	ParB Transcriptional	regulator,	AlpA	family hypothetical	protein hypothetical	protein AAA	family	ATPase hypothetical	protein Restriction	endonuclease DNA	(Cytosine-5-)-methyltransferase RNA	polymerase	sigma	70 FosA7 HNH	nuclease hypothetical	protein YebC/PmpR	family	DNA-binding	transcriptional	regulator Putative	SAM-dependent	methyltransferase UPF0386	protein	YjhX Putative	cytoplasmic	protein LysR	family	transcriptional	regulator Putative	exported	protein Dienelactone	hydrolase	family Uxu	operon	transcriptional	regulator hypothetical	protein 94.3 2
FosA7__487502__Escherichia_coli DNA	methylase	containing	a	Zn-ribbon hypothetical	protein ATPase	AAA IS100-like Transposase hypothetical	protein hypothetical	protein hypothetical	protein FosA7 hypothetical	protein hypothetical	protein HNH	endonuclease transposase-like N-acetylneuraminate	epimerase N-acetylneuraminic	acid	channel	protein Uncharacterised	protein Type	1	fimbriae	regulatory	protein	FimB Type	1	fimbriae	regulatory	protein	FimE FimA Fimbrin-like	protein	FimI Chaperone	protein	FimC 93.6 13
FosA7__1455708__Escherichia_coli hypothetical	protein DNA	methylase	containing	a	Zn-ribbon hypothetical	protein ATPase	AAA hypothetical	protein Transposase FosA7 hypothetical	protein hypothetical	protein HNH	endonuclease transposase-like N-acetylneuraminate	epimerase hypothetical	protein Type	1	fimbriae	regulatory	protein	FimB 93.6 2
FosA7__931745__Escherichia_coli hypothetical	protein DNA	methylase	containing	a	Zn-ribbon hypothetical	protein ATPase	AAA hypothetical	protein Transposase FosA7 hypothetical	protein hypothetical	protein HNH	endonuclease transposase-like N-acetylneuraminate	epimerase N-acetylneuraminic	acid	channel	protein Type	1	fimbriae	regulatory	protein	FimB Type	1	fimbriae	regulatory	protein	FimE hypothetical	protein FimA Fimbrin-like	protein	FimI 93.6 169
FosA7__829060__Escherichia_coli hypothetical	protein DNA	methylase	containing	a	Zn-ribbon hypothetical	protein ATPase	AAA hypothetical	protein Transposase FosA7 hypothetical	protein hypothetical	protein HNH	endonuclease transposase-like N-acetylneuraminate	epimerase N-acetylneuraminic	acid	channel	protein Type	1	fimbriae	regulatory	protein	FimB Type	1	fimbriae	regulatory	protein	FimE FimA Fimbrin-like	protein	FimI Chaperone	protein	FimC 93.6 61
FosA7__731853__Escherichia_coli IS30-like IS911	orfA FosA7 hypothetical	protein hypothetical	protein HNH	endonuclease transposase-like N-acetylneuraminate	epimerase N-acetylneuraminic	acid	channel	protein Type	1	fimbriae	regulatory	protein	FimB Type	1	fimbriae	regulatory	protein	FimE FimA Fimbrin-like	protein	FimI Chaperone	protein	FimC 91.7 4
FosA7__1555021__Escherichia_coli Uncharacterized	protein	YjgR Aldehyde	reductase	Ahr hypothetical	protein hypothetical	protein HNH	endonuclease hypothetical	protein Putative	superfamily	I	DNA	helicase FosA7 hypothetical	protein hypothetical	protein HNH	endonuclease transposase-like N-acetylneuraminate	epimerase hypothetical	protein Type	1	fimbriae	regulatory	protein	FimB Type	1	fimbriae	regulatory	protein	FimE Type-1	fimbrial	protein,	A	chain Fimbrin-like	protein	FimI Chaperone	protein	FimC 93.6 15
FosA7__1511985__Escherichia_coli hypothetical	protein Phage	protein PF06117	domain	protein Putative	restriction	methylase hypothetical	protein HNH	endonuclease hypothetical	protein Putative	superfamily	I	DNA	helicase FosA7 hypothetical	protein hypothetical	protein HNH	endonuclease transposase-like N-acetylneuraminate	epimerase hypothetical	protein Type	1	fimbriae	regulatory	protein	FimB Type	1	fimbriae	regulatory	protein	FimE Type-1	fimbrial	protein,	A	chain Fimbrin-like	protein	FimI hypothetical	protein 93.6 1
FosA7__1545633__Escherichia_coli Antitoxin	of	toxin-antitoxin	stability	system Prophage	protein Phage	protein Restriction	endonuclease	subunit	M Toxin-antitoxin	system,	antitoxin	component,	ribbon-helix-helix	fold	proteinPlasmid	stabilization	system	protein Transcriptional	regulator hypothetical	protein HNH	endonuclease hypothetical	protein Putative	superfamily	I	DNA	helicase FosA7 hypothetical	protein hypothetical	protein HNH	endonuclease transposase-like N-acetylneuraminate	epimerase hypothetical	protein Type	1	fimbriae	regulatory	protein	FimB 93.6 4
FosA7__1272499__Salmonella_enterica FosA7 Transposase	(Fragment) 93.6 6
FosA7__731969__Escherichia_coli hypothetical	protein FosA7 IS3-like hypothetical	protein 93.6 1

FosA7__487870__Escherichia_coli hypothetical	protein FosA7 hypothetical	protein hypothetical	protein HNH	endonuclease transposase-like 92.5 1
FosA7__889079__Escherichia_coli hypothetical	protein Putative	superfamily	I	DNA	helicase Restriction	endonuclease DEAD/DEAH	box	helicase hypothetical	protein hypothetical	protein Transposase FosA7 hypothetical	protein hypothetical	protein transposase-like N-acetylneuraminate	epimerase N-acetylneuraminic	acid	channel	protein Type	1	fimbriae	regulatory	protein	FimB Type	1	fimbriae	regulatory	protein	FimE Type	1	fimbriae	major	subunit	FimA Fimbrin-like	protein	FimI Chaperone	protein	FimC hypothetical	protein 93.6 171
FosA7__1380693__Escherichia_coli Putative	major	head	protein	from	prophage Bacteriophage	lambda	head	decoration	protein	D Transcriptional	regulator,	AlpA	family Phage	DNA	packaging	Nu1	family	protein Putative	bacteriophage	protein Putative	superfamily	I	DNA	helicase hypothetical	protein hypothetical	protein Transposase FosA7 hypothetical	protein hypothetical	protein Glucans	biosynthesis	protein	D N-acetylneuraminate	epimerase hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Type	1	fimbriae	regulatory	protein	FimE Type	1	fimbriae	major	subunit	FimA Fimbrin-like	protein	FimI Chaperone	protein	FimC hypothetical	protein 93.6 3
FosA7__731478__Escherichia_coli transposase-like hypothetical	protein hypothetical	protein hypothetical	protein Transposase FosA7 hypothetical	protein hypothetical	protein transposase-like N-acetylneuraminate	epimerase N-acetylneuraminic	acid	channel	protein Uncharacterised	protein Type	1	fimbriae	regulatory	protein	FimB Type	1	fimbriae	regulatory	protein	FimE Type	1	fimbriae	major	subunit	FimA Fimbrin-like	protein	FimI Chaperone	protein	FimC hypothetical	protein 93.6 5
FosA7__889657__Escherichia_coli hypothetical	protein HNH	endonuclease hypothetical	protein Putative	superfamily	I	DNA	helicase hypothetical	protein hypothetical	protein Transposase FosA7 hypothetical	protein hypothetical	protein transposase-like N-acetylneuraminate	epimerase N-acetylneuraminic	acid	channel	protein Uncharacterised	protein Type	1	fimbriae	regulatory	protein	FimB Type	1	fimbriae	regulatory	protein	FimE Type	1	fimbriae	major	subunit	FimA Fimbrin-like	protein	FimI Chaperone	protein	FimC hypothetical	protein 93.6 370
FosA7__1413374__Escherichia_coli hypothetical	protein HNH	endonuclease hypothetical	protein Putative	superfamily	I	DNA	helicase hypothetical	protein hypothetical	protein Transposase hypothetical	protein FosA7 hypothetical	protein hypothetical	protein transposase-like N-acetylneuraminate	epimerase hypothetical	protein Uncharacterised	protein Type	1	fimbriae	regulatory	protein	FimB 93.6 4

FosA7__1204057__Salmonella_enterica_subsp._enterica_serovar_Baguida FosA7 97.1 1
FosA7__732672__Escherichia_coli hypothetical	protein Chromosome	partitioning	protein	ParB Transcriptional	regulator,	AlpA	family hypothetical	protein hypothetical	protein AAA	family	ATPase hypothetical	protein Restriction	endonuclease DNA	(Cytosine-5-)-methyltransferase Very	short	patch	repair	endonuclease FosA7 hypothetical	protein hypothetical	protein HNH	endonuclease transposase-like N-acetylneuraminate	epimerase N-acetylneuraminic	acid	channel	protein Uncharacterised	protein Type	1	fimbriae	regulatory	protein	FimB Type	1	fimbriae	regulatory	protein	FimE Type	1	fimbriae	major	subunit	FimA Fimbrin-like	protein	FimI Chaperone	protein	FimC 94.3 1
FosA7__806248__Klebsiella_pneumoniae hypothetical	protein Chromosome	partitioning	protein	ParB Transcriptional	regulator,	AlpA	family hypothetical	protein hypothetical	protein AAA	family	ATPase hypothetical	protein Restriction	endonuclease DNA	(Cytosine-5-)-methyltransferase Very	short	patch	repair	endonuclease FosA7 transposase-like Uncharacterised	protein PAAR	motif hypothetical	protein transposase-like Integrase	core	domain-containing	protein YfjZ	family	antitoxin	protein WbbY	protein Glycosyltransferase	GTB	type hypothetical	protein HNH	endonuclease	domain	protein Beta-xylosidase 95.0 3
FosA7__929774__Citrobacter_sp._wls716 hypothetical	protein Chromosome	partitioning	protein	ParB Transcriptional	regulator,	AlpA	family hypothetical	protein hypothetical	protein AAA	family	ATPase hypothetical	protein Restriction	endonuclease DNA	(Cytosine-5-)-methyltransferase Very	short	patch	repair	endonuclease FosA7 Uncharacterised	protein Tagaturonate	reductase Hcp1	family	type	VI	secretion	system	effector hypothetical	protein Uncharacterised	protein Endoribonuclease	SymE Tyrosine	phenol-lyase Low	affinity	tryptophan	permease Lactate	permease 95.0 1
FosA6__508159__Escherichia_coli hypothetical	protein hypothetical	protein Transcriptional	regulator FosA6 hypothetical	protein Nuclease Uncharacterised	protein Terminase Uncharacterised	protein Phage	portal	protein hypothetical	protein 97.1 2
FosA5__806188__Klebsiella_pneumoniae hypothetical	protein Alcohol	dehydrogenase Carbon	dioxide	concentrating	mechanism	protein	CcmL Acetaldehyde	dehydrogenase	(Acetylating) Ethanolamine	utilization	polyhedral-body-like	protein	EutMEthanolamine	utilization	polyhedral-body-like	protein	EutM Putative	major	carboxysome	shell	protein	1A Uncharacterised	protein Transcriptional	regulatory	protein,	C-terminal	domain	protein Transcriptional	regulator NAD(P)H	oxidoreductase	YRKL Transcriptional	regulator FosA5 5'-nucleotidase Transcriptional	regulator Uncharacterized	conserved	protein	YjiS,	DUF1127	family MarR	family	transcriptional	regulator Multidrug	resistance	efflux	pump 1,4-alpha-glucan	branching	protein Protein	of	uncharacterised	function	(DUF3343) CoA-substrate-specific	enzyme	activase,	putative Putative	2-hydroxyglutaryl-CoA	dehydratase	(HgdB-like) Uncharacterized	conserved	protein MFS	transporter 98.6 20
FosA5__699993__Escherichia_coli hypothetical	protein FosA5 5'-nucleotidase 98.6 2
FosA3__269420__Salmonella_enterica FosA3 Uncharacterised	protein Putative	bacteriophage	protein Protein	mom Com	protein DNA	invertase 100.0 2
FosA7__648051__Klebsiella_aerogenes hypothetical	protein DNA	methyltransferase Recombinase	RecF Contig	42,	whole	genome	shotgun	sequence Type	III	restriction	enzyme,	res	subunit hypothetical	protein FosA7 Type	IV	secretion	protein	Rhs Uncharacterised	protein HNH	endonuclease HNH	endonuclease Membrane	protein DNA-binding	protein Nuclease Copper/silver	efflux	RND	protein	CusA Efflux	transporter	periplasmic	adaptor	subunit 95.7 1

FosA2__1877521__Enterobacter_sp._Tr-810 hypothetical	protein Restriction	endonuclease	subunit	R hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein SymE	family	toxin Tryptophanyl-tRNA	synthetase FosA2 Ribosomal	protein	S18p-alanine	acetyltransferase Adsorption	protein Family	25	glycosylhydrolase hypothetical	protein ATP-dependent	Clp	protease	proteolytic	subunit hypothetical	protein Cupin	family	protein Transcriptional	regulator,	GntR	family DUF1127	domain-containing	protein Transcriptional	regulator,	GntR	family Alkyl	hydroperoxide	reductase	AhpD 86.8 1
FosA2__1902306__Enterobacter_hormaechei hypothetical	protein hypothetical	protein hypothetical	protein HNH	endonuclease hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Restriction	endonuclease hypothetical	protein Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrC ATPase Arylesterase MFS	transporter DoxX	family	protein 97.2 2
FosA2__675041__Enterobacter_hormaechei_subsp._xiangfangensis hypothetical	protein Restriction	endonuclease	subunit	R hypothetical	protein hypothetical	protein HNH	endonuclease Restriction	endonuclease Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrC ATPase Arylesterase MFS	transporter DoxX	family	protein 96.5 1
FosA2__871982__Enterobacter_cloacae_complex_sp._743-2DZ2F-22B hypothetical	protein hypothetical	protein hypothetical	protein Caspase	domain-containing	protein MTH538	TIR-like	domain	(DUF1863) hypothetical	protein hypothetical	protein hypothetical	protein ATP-binding	protein RES	domain	protein hypothetical	protein HNH	nuclease hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrC ATPase Arylesterase MFS	transporter DoxX	family	protein 97.2 1
FosA2__699776__Enterobacter_hormaechei ATP-dependent	helicase	HepA 6-carboxy-5,6,7,8-tetrahydropterin	synthase Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Cag	pathogenicity	island	protein	Cag4 Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrC ATPase Arylesterase MFS	transporter DoxX	family	protein 96.5 1
FosA2__652349__Enterobacter_hormaechei hypothetical	protein Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrC ATPase Arylesterase MFS	transporter DoxX	family	protein 95.7 1
FosA2__483075__Enterobacter_asburiae_L1 hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Toxin	YkfI Z1226	protein Macrolide	phosphotransferase Toxic	protein	SymE Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Transcriptional	regulator Uncharacterised	protein Modification	methylase FosA2 Integrase Uncharacterised	protein DNA	topoisomerase-3 McrC ATPase Arylesterase MFS	transporter DoxX	family	protein 95.7 1
FosA2__1842982__Enterobacter_cloacae Uncharacterised	protein Putative	GTPase Predicted	DNA-binding	transcriptional	regulator	YafY,	contains	an	HTH	and	WYL	domains hypothetical	protein Uncharacterised	protein Domain	of	uncharacterised	function	(DUF932) Phage	antirestriction	protein DNA	repair	protein YeeT	family	protein YagBYeeUYfjZ	family	protein CP4-57	prophage;	toxin	of	the	YpjF-YfjZ	toxin-antitoxin	system Restriction	endonuclease HNH	nuclease Tetracycline	repressor	protein	tetR Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein Pyruvate	dehydrogenase 96.5 1
FosA2__812175__Enterobacter_cloacae hypothetical	protein GTP-binding	protein	HSR1 hypothetical	protein hypothetical	protein Domain	of	uncharacterised	function	(DUF932) Antirestriction	protein DNA	repair	protein YeeT	family	protein Mu	phage	lytic	protein	YfjZ Toxin Uncharacterised	protein Restriction	endonuclease HNH	nuclease Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 95.7 1
FosA2__809457__Enterobacter_cloacae Protein	of	uncharacterised	function	(DUF3296) hypothetical	protein Domain	of	uncharacterised	function	(DUF932) Antirestriction	protein DNA	repair	protein	RadC YeeT	family	protein Antitoxin	YeeU Toxin	CbtA Restriction	endonuclease	subunit	M Transcriptional	regulator HNH	nuclease Toxic	protein	SymE hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 96.5 2
FosA2__562411__Enterobacter_cloacae Uncharacterized	protein	YfjX hypothetical	protein UPF0758	protein	YfjY Uncharacterized	protein	YkfH Antitoxin Toxin Restriction	endonuclease Macrolide	phosphotransferase Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein hypothetical	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrC ATPase Arylesterase MFS	transporter DoxX	family	protein 97.2 39
FosA2__1886518__Enterobacter_hormaechei Predicted	DNA-binding	transcriptional	regulator	YafY,	contains	an	HTH	and	WYL	domains hypothetical	protein Uncharacterised	protein Domain	of	uncharacterised	function	(DUF932) Phage	antirestriction	protein DNA	repair	protein YeeT	family	protein YagBYeeUYfjZ	family	protein CP4-57	prophage;	toxin	of	the	YpjF-YfjZ	toxin-antitoxin	system HNH	nuclease Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrC ATPase Arylesterase MFS	transporter DoxX	family	protein 95.0 2
FosA2__872091__Enterobacter_cloacae_complex_sp._4DZ3-17B2 Histidine	phosphatase Phage	antirestriction	protein UPF0758	protein	YfjY Uncharacterized	protein	YkfH Antitoxin Toxin Hypothetical	prophage	protein Transcriptional	regulator HNH	nuclease Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrC hypothetical	protein hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein 95.0 2
FosA2__1864915__Enterobacter_asburiae hypothetical	protein hypothetical	protein DNA	methyltransferase Predicted	ATP-binding	protein	involved	in	virulence hypothetical	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 96.5 1
FosA2__812716__Enterobacter_sp._9-2 Topoisomerase	II hypothetical	protein HNH	endonuclease Cytosine-specific	methyltransferase Cytosine-specific	methyltransferase hypothetical	protein Toxic	protein	SymE Uncharacterised	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 95.0 3
FosA2__615782__Enterobacter_roggenkampii DNA	(Cytosine-5-)-methyltransferase ATP-binding	protein hypothetical	protein hypothetical	protein HNH	endonuclease HNH	nuclease Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein QacG2 95.0 1
FosA2__1862266__Enterobacter_roggenkampii Modification	methylase Methyltransferase Type	III	restriction	protein	res	subunit WYL	domain-containing	protein hypothetical	protein Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 1
FosA2__831185__Enterobacter_cloacae hypothetical	protein DNA	helicase Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 96.5 3
FosA2__790201__Enterobacter_sp._RC4 Inosine-5'-monophosphate	dehydrogenase GMP	synthase	[glutamine-hydrolyzing] hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Conjugal	transfer	protein Uncharacterised	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 96.4 2
FosA2__733817__Enterobacter_cloacae Contig80,	whole	genome	shotgun	sequence hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 96.5 1
FosA2__1790812__Enterobacter_cloacae Uncharacterised	protein Helix-turn-helix	domain-containing	protein hypothetical	protein Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator Queuine	tRNA-ribosyltransferase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 95.7 1
FosA2__489746__unknown hypothetical	protein Macrolide	phosphotransferase GTP	cyclohydrolase	1 Conjugal	transfer	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Modification	methylase FosA2 Integrase Uncharacterised	protein DNA	topoisomerase-3 Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 95.7 2
FosA2__1865201__Enterobacter_cloacae hypothetical	protein Uncharacterised	protein Domain	of	uncharacterised	function	(DUF932) Antirestriction	protein DNA	repair	protein Antitoxin	of	the	YpjF-YfjZ	toxin-antitoxin	system Toxin Restriction	endonuclease HNH	nuclease Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 95.0 2
FosA2__614759__Enterobacter_cloacae_subsp._cloacae Mu	phage	lytic	protein	YfjZ hypothetical	protein Reverse	transcriptase hypothetical	protein Macrolide	phosphotransferase Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 95.0 1
FosA2__889763__Enterobacter_sp._A11 hypothetical	protein hypothetical	protein Colicin	immunity	protein/pyocin	immunity	protein Cloacin Klebicin	B Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein ATP-dependent	Clp	protease	proteolytic	subunit Cupin	family	protein Transcriptional	regulator,	GntR	family Protein	YjiS GntR	family	transcriptional	regulator Alkyl	hydroperoxide	reductase	AhpD hypothetical	protein 92.9 1
FosA2__873386__Enterobacter_cloacae hypothetical	protein hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein ATP-dependent	Clp	protease	proteolytic	subunit Cupin	family	protein Transcriptional	regulator,	GntR	family Protein	YjiS GntR	family	transcriptional	regulator Alkyl	hydroperoxide	reductase	AhpD hypothetical	protein 95.7 1
FosA2__675001__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase hypothetical	protein hypothetical	protein 95.7 1
FosA2__1874414__Enterobacter_asburiae hypothetical	protein tRNA	hydroxylase Topoisomerase	II hypothetical	protein Cytosine-specific	methyltransferase hypothetical	protein Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein Bleomycin	resistance	protein ATP-dependent	Clp	protease	proteolytic	subunit Cupin	family	protein 6,7-dimethyl-8-ribityllumazine	synthase	subunit AraC	family	transcriptional	regulator Ferrioxamine	receptor 97.2 1
FosA2__562067__Enterobacter_cloacae hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Putative	transposase	TnpP IS3-like 95.7 1
FosA2__1858009__Enterobacter_hormaechei hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrC hypothetical	protein 95.7 1
FosA2__614891__Enterobacter_hormaechei_subsp._xiangfangensis Capsid	protein Prophage	CP4-57	regulatory	family	protein Putative	regulator Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein HNH	nuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrC ATPase Arylesterase MFS	transporter DoxX	family	protein 95.0 1
FosA2__830863__Enterobacter_hormaechei Antitoxin	of	the	YpjF-YfjZ	toxin-antitoxin	system hypothetical	protein hypothetical	protein hypothetical	protein HNH	nuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrC ATPase Arylesterase MFS	transporter DoxX	family	protein 94.3 6
FosA2__486235__Enterobacter_hormaechei hypothetical	protein ATP-binding	protein Transposase hypothetical	protein RES	domain	protein hypothetical	protein Macrolide	phosphotransferase GTP	cyclohydrolase	1 hypothetical	protein RNA	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Modification	methylase FosA2 Integrase 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter Recombination	endonuclease	VII N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 97.2 4
FosA2__1595535__Enterobacter_cloacae hypothetical	protein hypothetical	protein hypothetical	protein ATP-binding	protein RES	domain	protein hypothetical	protein hypothetical	protein Aminoglycoside/hydroxyurea	antibiotic	resistance	kinase hypothetical	protein Uncharacterised	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Heavy	metal	RND	efflux	outer	membrane	protein,	CzcC	family Arylesterase MFS	transporter Toxin N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 97.2 2
FosA2__831033__Enterobacter_hormaechei Beta-lactamase hypothetical	protein hypothetical	protein ATP-binding	protein RES	domain	protein hypothetical	protein HNH	nuclease Toxic	protein	SymE hypothetical	protein RNA	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 97.2 28
FosA2__666204__Enterobacter_hormaechei_subsp._hoffmannii hypothetical	protein HNH	nuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 1
FosA2__564399__Enterobacter_cloacae Putative	cytoplasmic	protein TIGR02688	family	protein Macrolide	phosphotransferase Toxic	protein	SymE Conjugal	transfer	protein RNA	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 95.0 23
FosA2__1858067__Enterobacter_hormaechei hypothetical	protein Lipoprotein	YfjS Uncharacterized	protein	YkfB UPF0401	protein	YkfF Putative	antirestriction	protein UPF0758	protein	YkfG Uncharacterized	protein	YkfH Antitoxin	YafW Toxin Restriction	endonuclease HNH	nuclease Tetracycline	repressor	protein	tetR Conjugal	transfer	protein Uncharacterised	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 94.3 1
FosA2__564218__Enterobacter_cloacae Uncharacterised	protein Predicted	DNA-binding	transcriptional	regulator	YafY,	contains	an	HTH	and	WYL	domains hypothetical	protein Uncharacterised	protein PF06067	domain	protein Phage	antirestriction	protein DNA	repair	protein Cytoskeleton	bundling-enhancing	protein	CbeA Toxin Restriction	endonuclease Restriction	endonuclease Toxic	protein	SymE Conjugal	transfer	protein RNA	methyltransferase Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 94.3 5
FosA2__651345__Enterobacter_hormaechei_subsp._hoffmannii hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Domain	of	uncharacterised	function	(DUF932) DNA	repair	protein	RadC YagBYeeUYfjZ	family	protein Toxin	YkfI Z1226	protein HNH	nuclease Toxic	protein	SymE Conjugal	transfer	protein RNA	methyltransferase Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 1
FosA2__552341__Enterobacter_hormaechei hypothetical	protein Sid B Putative	head	size	determination	protein hypothetical	protein hypothetical	protein hypothetical	protein Aminoglycoside	phosphotransferase Toxic	protein	SymE Conjugal	transfer	protein RNA	methyltransferase Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter Recombination	endonuclease	VII N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 12
FosA2__1857420__Enterobacter_hormaechei Restriction	endonuclease DNA	methyltransferase hypothetical	protein Uncharacterised	protein hypothetical	protein HNH	nuclease Tetracycline	repressor	protein	tetR Conjugal	transfer	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 2
FosA2__1857583__Enterobacter_hormaechei hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein ATP-binding	protein RES	domain	protein hypothetical	protein HNH	nuclease Tetracycline	repressor	protein	tetR Conjugal	transfer	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 2
FosA2__651162__Enterobacter_hormaechei_subsp._hoffmannii Domain	of	uncharacterised	function	(DUF932) Putative	cytoplasmic	protein KlcA	family	antirestriction	protein DNA	repair	protein	RadC YeeT	family	protein Mu	phage	lytic	protein	YfjZ Toxin	CbtA YeeU	family	antitoxin Restriction	methylase S-adenosylhomocysteine	hydrolase Inorganic	pyrophosphatase/exopolyphosphatase HNH	nuclease Toxic	protein	SymE Conjugal	transfer	protein RNA	methyltransferase Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase hypothetical	protein hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 1
FosA2__1866610__Enterobacter_hormaechei hypothetical	protein Uncharacterised	protein Phage	capsid	protein hypothetical	protein Uncharacterised	protein Putative	tail	tube	initiator	or	completion	protein Integrase HNH	nuclease Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 1
FosA2__615449__Enterobacter_hormaechei_subsp._hoffmannii Putative	cytoplasmic	protein TIGR02688	family	protein Macrolide	phosphotransferase Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 1
FosA2__562081__Enterobacter_cloacae Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Colicin	immunity	protein/pyocin	immunity	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter Recombination	endonuclease	VII N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 12
FosA2__832196__Enterobacter_hormaechei_subsp._steigerwaltii T5orf172	domain hypothetical	protein HNH	endonuclease Restriction	endonuclease Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein hypothetical	protein hypothetical	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 1
FosA2__1857631__Enterobacter_hormaechei hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Domain	of	uncharacterised	function	(DUF932) DNA	repair	protein	RadC YeeT	family	protein Cytoskeleton	bundling-enhancing	protein	CbeA Toxin hypothetical	protein Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 1
FosA2__650822__Enterobacter_hormaechei_subsp._xiangfangensis hypothetical	protein Uncharacterised	protein Uncharacterised	protein Exported	protein Integrase hypothetical	protein hypothetical	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sodium:galactoside	symporter hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 1
FosA2__1857668__Enterobacter_hormaechei Uncharacterised	protein hypothetical	protein Chromosome	partitioning	protein	ParB Replicative	DNA	helicase Uncharacterised	protein Chromosome	partitioning	ATPase hypothetical	protein hypothetical	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 4
FosA2__564222__Enterobacter_cloacae hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Ornithine	carbamoyltransferase	subunit	F Regulator	of	ribonuclease	activity	B tRNA	hydroxylase Topoisomerase	II hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 2
FosA2__1866568__Enterobacter_hormaechei hypothetical	protein Uncharacterised	protein Domain	of	uncharacterised	function	(DUF932) hypothetical	protein DNA	repair	protein YeeT	family	protein Mu	phage	lytic	protein	YfjZ Toxin Hypothetical	prophage	protein Toxin-antitoxin	system,	antitoxin	component,	ribbon-helix-helix	fold	proteinPlasmid	stabilization	system	protein Transcriptional	regulator hypothetical	protein hypothetical	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 1
FosA2__651133__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Site-specific	DNA-methyltransferase Uncharacterised	protein Uncharacterised	protein hypothetical	protein HNH	nuclease Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 1
FosA2__562736__Enterobacter_cloacae hypothetical	protein Histidine	kinase-,	DNA	gyrase	B-,	and	HSP90-like	ATPase TraG-like	protein,	N-terminal	region hypothetical	protein Uncharacterised	protein Uncharacterised	proteinUncharacterised	protein Uncharacterised	protein Chloramphenicol	acetyltransferase Toxic	protein	SymE Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 10
FosA2__1857854__Enterobacter_hormaechei hypothetical	protein Relaxase Uncharacterised	protein hypothetical	protein DUF4868	domain-containing	protein hypothetical	protein hypothetical	protein EarI M2.EarI hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 1
FosA2__674970__Enterobacter_hormaechei_subsp._steigerwaltii Lipoprotein Relaxase Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 1
FosA2__607703__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 1

FosA2__562257__Enterobacter_cloacae hypothetical	protein Restriction	endonuclease	subunit	R hypothetical	protein hypothetical	protein HNH	endonuclease Restriction	endonuclease Toxic	protein	SymE Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 9
FosA2__561996__Enterobacter_cloacae Alpha/beta	hydrolase hypothetical	protein Restriction	endonuclease Cytosine-specific	methyltransferase HNH	nuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein Modification	methylase hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter Recombination	endonuclease	VII N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 5
FosA2__647936__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein hypothetical	protein hypothetical	protein Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Cag	pathogenicity	island	protein	Cag4 Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 1
FosA2__1857939__Enterobacter_hormaechei Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Uncharacterized	protein	YjeI Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 4
FosA2__1789739__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 1
FosA2__615761__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein hypothetical	protein hypothetical	protein Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein/pyocin	immunity	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Membrane	protein,	putative Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 97.2 1
FosA2__564413__Enterobacter_cloacae hypothetical	protein DNA	helicase hypothetical	protein Toxic	protein	SymE Cag	pathogenicity	island	protein	Cag4 Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 10
FosA2__562045__Enterobacter_cloacae DNA	helicase CDP-6-deoxy-delta-3,4-glucoseen	reductase Uncharacterised	protein Toxic	protein	SymE Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter Recombination	endonuclease	VII N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 37
FosA2__1874160__Enterobacter_sp._RVSM5a Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein Klebicin	B hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein 95.0 5
FosA2__552481__Enterobacter_hormaechei Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein Klebicin	B Uncharacterised	protein Membrane	protein,	putative Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter Recombination	endonuclease	VII N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 4
FosA2__1858141__Enterobacter_hormaechei hypothetical	protein Sulfurtransferase	DndC Cysteine	desulfurase Mrr	restriction	system	protein Toxic	protein	SymE Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 96.5 1
FosA2__823013__Enterobacter_hormaechei hypothetical	protein Phage	transcriptional	regulator,	AlpA hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein p4	phage	protein DNA	primase,	phage/plasmid Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 19
FosA2__825601__Enterobacter_hormaechei Cold	shock-like	protein	CspC YnfN DNA-binding	protein Putative	GTPase Uncharacterised	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 7
FosA2__1597788__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Putative	tail	tube	initiator	or	completion	protein Diguanylate	phosphodiesterase Integrase Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 3
FosA2__565599__Klebsiella_oxytoca hypothetical	protein HNH	nuclease Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein Klebicin	B Uncharacterised	protein Membrane	protein,	putative Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Modification	methylase hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 2
FosA2__941403__Enterobacter_hormaechei HNH	nuclease Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein Cloacin hypothetical	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 97.2 12
FosA2__562650__Enterobacter_cloacae hypothetical	protein hypothetical	protein Aminoglycoside	phosphotransferase Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein/pyocin	immunity	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Modification	methylase hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 1
FosA2__650168__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein hypothetical	protein HNH	nuclease Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein hypothetical	protein hypothetical	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	proteinABC	transporter	substrate-binding	protein 97.2 1

FosA2__744452__Enterobacter_cloacae hypothetical	protein Type	I	restriction-modification	system,	specificity	subunit	S hypothetical	protein Restriction	enzyme	type	I	helicase	subunit hypothetical	protein hypothetical	protein HNH	nuclease Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 2
FosA2__608041__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein hypothetical	protein Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 1
FosA2__561949__Enterobacter_cloacae hypothetical	protein Domain	of	uncharacterised	function	(DUF932) Antirestriction	protein DNA	repair	protein	RadC YeeT	family	protein Antitoxin	YeeU Toxin	CbtA Restriction	endonuclease	subunit	M Transcriptional	regulator HNH	nuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter Recombination	endonuclease	VII N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 97.2 3
FosA2__1897930__Enterobacteriaceae_bacterium_8376wB9 hypothetical	protein Domain	of	uncharacterised	function	(DUF932) Antirestriction	protein DNA	repair	protein	RadC YeeT	family	protein YeeU	protein	(Antitoxin	to	YeeV) Toxin	CbtA Restriction	endonuclease	subunit	M hypothetical	protein Transcriptional	regulator HNH	nuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 1
FosA2__669179__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein Macrolide	phosphotransferase Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase hypothetical	protein 96.5 1
FosA2__615644__Enterobacter_hormaechei_subsp._steigerwaltii hypothetical	protein Membrane	protein hypothetical	protein Uncharacterised	protein Domain	of	uncharacterised	function	(DUF932) Antirestriction	protein DNA	repair	protein YeeT	family	protein Mu	phage	lytic	protein	YfjZ YkfI	toxin	protein hypothetical	protein HNH	nuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase 23S	rRNA	(Uracil-5-)-methyltransferase	RumA Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 1
FosA2__1857620__Enterobacter_hormaechei hypothetical	protein AAA-like	domain	protein hypothetical	protein hypothetical	protein Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 93.6 3
FosA2__650176__Enterobacter_hormaechei_subsp._steigerwaltii UPF0380	protein	YafZ hypothetical	protein Transcriptional	regulator Uncharacterized	protein	YpjK Lipoprotein	YfjS Uncharacterized	protein	YkfB UPF0401	protein	ykfF Uncharacterized	protein	YfjX UPF0758	protein	YfjY Uncharacterized	protein	YkfH Antitoxin Toxin	YkfI hypothetical	protein Macrolide	phosphotransferase Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase ABC	transporter	substrate-binding	protein 95.7 1
FosA2__672684__Enterobacter_hormaechei Capsid	protein Phage	transcriptional	regulator,	AlpA hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein p4	phage	protein Bacteriophage	P4	DNA	primase HNH	nuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 1
FosA2__610319__Enterobacter_hormaechei Capsid	protein Phage	transcriptional	regulator,	AlpA hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein p4	phage	protein Bacteriophage	P4	DNA	primase HNH	nuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrC ATPase Arylesterase MFS	transporter DoxX	family	protein 95.0 1
FosA2__550876__Enterobacter_cloacae hypothetical	protein Phage	polarity	suppression	protein	(Psu) DNA-binding	transcriptional	regulator Putative	phage	capsid	protein Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein p4	phage	protein DNA	primase,	phage-associated DNA	primase Macrolide	phosphotransferase GTP	cyclohydrolase	1 Modification	methylase FosA2 Integrase 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 95.0 2
FosA2__1857703__Enterobacter_hormaechei Polarity	suppression	protein DNA-binding	transcriptional	regulator Capsid	protein Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 95.7 1
FosA2__1857589__Enterobacter_hormaechei Phage	polarity	suppression	protein	(Psu) DNA-binding	transcriptional	regulator Capsid	protein Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein p4	phage	protein DNA	primase HNH	nuclease Tetracycline	repressor	protein	tetR Conjugal	transfer	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 1
FosA2__1857975__Enterobacter_hormaechei Capsid	protein Prophage	CP4-57	regulatory	family	protein CI	repressor Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein hypothetical	protein Tetracycline	repressor	protein	tetR Conjugal	transfer	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 1
FosA2__563942__Enterobacter_cloacae Epimerase Prophage	CP4-57	regulatory	family	protein Putative	regulator Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein Restriction	endonuclease Toxic	protein	SymE Conjugal	transfer	protein RNA	methyltransferase Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 94.3 4

FosA2__662462__Enterobacter_sp._50588862 Regulator	of	ribonuclease	activity	B tRNA	hydroxylase Topoisomerase	II hypothetical	protein Site-specific	DNA	methylase Uncharacterised	protein HNH	nuclease Toxic	protein	SymE Conjugal	transfer	protein RNA	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 1
FosA2__873395__Enterobacter_cloacae Transposase hypothetical	protein HNH	endonuclease Restriction	endonuclease Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 1
FosA2__609267__Enterobacter_bugandensis hypothetical	protein Type	I	site-specific	deoxyribonuclease,	HsdR	family	protein Metal-dependent	hydrolase Uncharacterised	protein HNH	endonuclease Restriction	endonuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.0 3
FosA2__614643__Enterobacter_roggenkampii Ornithine	carbamoyltransferase	subunit	F Regulator	of	ribonuclease	activity	B tRNA	hydroxylase Topoisomerase	II Site-specific	DNA	methylase Uncharacterised	protein HNH	nuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 97.2 1
FosA2__871940__Enterobacter_cloacae_complex_sp._3DZ3S2B hypothetical	protein hypothetical	protein DNA	helicase Uncharacterized	conserved	protein HNH	nuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 hypothetical	protein 95.0 1
FosA2__809266__Enterobacter_roggenkampii hypothetical	protein DNA	helicase Uncharacterized	conserved	protein HNH	nuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 1
FosA2__651172__Enterobacter_roggenkampii hypothetical	protein DNA	helicase Uncharacterized	conserved	protein Macrolide	phosphotransferase Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein QacG2 97.2 3
FosA2__713122__Enterobacter_roggenkampii hypothetical	protein DNA	helicase Uncharacterized	conserved	protein HNH	nuclease Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 1
FosA2__650912__Leclercia_sp._LK8 hypothetical	protein Uncharacterized	conserved	protein Macrolide	phosphotransferase Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 97.2 2
FosA2__765214__Enterobacter_roggenkampii hypothetical	protein hypothetical	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 97.1 1
FosA2__1790805__Enterobacter_hormaechei hypothetical	protein hypothetical	protein Chromosome	partitioning	protein	ParB Transcriptional	regulator,	AlpA	family hypothetical	protein HNH	endonuclease Fic/DOC	family	protein hypothetical	protein Restriction	endonuclease hypothetical	protein Hydrolase Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 96.5 2
FosA2__564240__Enterobacter_cloacae Type	I	site-specific	deoxyribonuclease,	HsdR	family hypothetical	protein hypothetical	protein Nucleotidyltransferase Restriction	endonuclease hypothetical	protein Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 96.5 1
FosA2__1866630__Enterobacter_hormaechei 6-carboxy-5,6,7,8-tetrahydropterin	synthase HNH	nuclease Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein hypothetical	protein 95.7 2
FosA2__733870__Enterobacter_roggenkampii hypothetical	protein hypothetical	protein Cytosine-specific	methyltransferase hypothetical	protein HNH	nuclease Toxic	protein	SymE hypothetical	protein Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein hypothetical	protein 95.7 1
FosA2__903939__Enterobacter_hormaechei Domain	of	uncharacterised	function	(DUF932) DNA	repair	protein	RadC-like YeeT	family	protein Mu	phage	lytic	protein	YfjZ Toxin Hypothetical	prophage	protein Toxin-antitoxin	system,	antitoxin	component,	ribbon-helix-helix	fold	proteinPlasmid	stabilization	system	protein Transcriptional	regulator HNH	nuclease Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.0 1
FosA2__1855737__Enterobacter_hormaechei Prophage	CP4-57	regulatory	family	protein Putative	regulator Uncharacterised	protein p4	phage	protein DNA	primase hypothetical	protein hypothetical	protein Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.0 1
FosA2__562940__Enterobacter_cloacae Uncharacterised	protein Uncharacterised	protein hypothetical	protein Diguanylate	phosphodiesterase Integrase Macrolide	phosphotransferase Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.0 2
FosA2__657009__Enterobacter_hormaechei Extracellular	serine	protease Beta-lactamase	regulatory	protein	(Fragment) hypothetical	protein Integrase Macrolide	phosphotransferase Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.0 1
FosA2__809406__Enterobacter_hormaechei_subsp._xiangfangensis Protein	McrC Divalent	anion:Na+	symporter	(DASS)	family	transporter DNA	helicase Aerobactin	siderophore	biosynthesis	protein	iucC Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.0 2
FosA2__809419__Enterobacter_hormaechei_subsp._xiangfangensis hypothetical	protein DNA	helicase hypothetical	protein Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrC ATPase Arylesterase MFS	transporter DoxX	family	protein 94.3 7
FosA2__502730__Enterobacter_cloacae AdhN DNA	helicase hypothetical	protein GTP	cyclohydrolase	1 Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Inner	membrane	ABC	transporter	permease	protein	YejE FosA2 Integrase Uncharacterised	protein Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 94.3 1
FosA2__1885694__Enterobacter_hormaechei Uncharacterised	protein Predicted	DNA-binding	transcriptional	regulator	YafY,	contains	an	HTH	and	WYL	domains hypothetical	protein Uncharacterised	protein Domain	of	uncharacterised	function	(DUF932) Antirestriction	protein DNA	repair	protein Cytoskeleton	bundling-enhancing	protein	CbeA Toxin Restriction	endonuclease hypothetical	protein hypothetical	protein Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 94.3 21
FosA2__817033__Enterobacter_hormaechei hypothetical	protein hypothetical	protein Antirestriction	protein	KlcA DNA	repair	protein YeeT	family	protein Antitoxin	of	toxin-antitoxin	stability	system Antitoxin	YeeU Toxin	CbtA Phage	protein Enterobacterial	protein	of	uncharacterised	function	(DUF957) Restriction	methylase Transcriptional	regulator hypothetical	protein hypothetical	protein Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 94.3 1
FosA2__911663__Enterobacter_hormaechei RES	domain	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 94.3 1
FosA2__651253__Enterobacter_bugandensis hypothetical	protein hypothetical	protein hypothetical	protein Macrolide	phosphotransferase Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter hypothetical	protein 94.3 1
FosA2__812927__Enterobacter_hormaechei Adenosine/AMP	deaminase	family	protein Archaeal	ATPase	family	protein hypothetical	protein hypothetical	protein Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 94.3 1
FosA2__939500__Enterobacter_hormaechei Uncharacterised	protein Putative	tail	tube	initiator	or	completion	protein Integrase hypothetical	protein hypothetical	protein Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 94.3 4
FosA2__562897__Enterobacter_cloacae IS1	transposase Insertion	element	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2743) hypothetical	protein Uncharacterised	protein Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 94.3 3
FosA2__651178__Enterobacter_hormaechei_subsp._xiangfangensis Epoxide	hydrolase	YcdJ hypothetical	protein Uncharacterised	protein PF06067	domain	protein Antirestriction	protein DNA	repair	protein Cytoskeleton	bundling-enhancing	protein	CbeA Toxin Restriction	endonuclease hypothetical	protein hypothetical	protein Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 94.3 1
FosA2__552184__Enterobacter_hormaechei Uncharacterised	protein Predicted	DNA-binding	transcriptional	regulator	YafY,	contains	an	HTH	and	WYL	domains hypothetical	protein Uncharacterised	protein PF06067	domain	protein Antirestriction	protein DNA	repair	protein Antitoxin	of	the	YpjF-YfjZ	toxin-antitoxin	system Toxin	YkfI Macrolide	phosphotransferase Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter Recombination	endonuclease	VII 95.0 2
FosA2__1886527__Enterobacter_hormaechei Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Domain	of	uncharacterised	function	(DUF932) DNA	repair	protein	RadC YagBYeeUYfjZ	family	protein Toxin	YkfI Z1226	protein HNH	nuclease Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.0 1
FosA2__615407__Enterobacter_hormaechei_subsp._xiangfangensis hypothetical	protein Uncharacterised	protein PF06067	domain	protein Antirestriction	protein DNA	repair	protein Antitoxin	of	the	YpjF-YfjZ	toxin-antitoxin	system Toxin hypothetical	protein Restriction	endonuclease Macrolide	phosphotransferase Toxic	protein	SymE Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.0 1
FosA2__809400__Enterobacter_hormaechei_subsp._xiangfangensis Type	VI	secretion	protein Type	VI	secretion	protein Type	VI	secretion	system	lysozyme-like	protein hypothetical	protein Membrane	protein PA-I	Galactophilic	Lectin Guanine	deaminase Hipa	protein Anaerobic	benzoate	catabolism	transcriptional	regulator Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein McrC ATPase Arylesterase MFS	transporter DoxX	family	protein 96.5 2
FosA2__797117__Enterobacter_hormaechei_subsp._xiangfangensis hypothetical	protein hypothetical	protein hypothetical	protein Type	VI	secretion	protein Type	VI	secretion	system	lysozyme-like	protein hypothetical	protein Putative	protease PA-I	Galactophilic	Lectin Guanine	deaminase Hipa	protein Anaerobic	benzoate	catabolism	transcriptional	regulator Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 94.3 2
FosA2__551651__Enterobacter_hormaechei Type	I	restriction	modification	DNA	specificity	domain-containing	protein hypothetical	protein Membrane	protein hypothetical	protein hypothetical	protein Guanine	deaminase Hipa	protein Anaerobic	benzoate	catabolism	transcriptional	regulator Modification	methylase FosA2 hypothetical	protein 95.7 1
FosA2__1885596__Enterobacter_hormaechei hypothetical	protein Type	VI	secretion	system	protein	ImpC	(Fragment) Membrane	protein hypothetical	protein hypothetical	protein Guanine	deaminase Hipa	protein Anaerobic	benzoate	catabolism	transcriptional	regulator Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.7 7
FosA2__1866592__Enterobacter_bugandensis N-6	DNA	methylase Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 96.5 1
FosA2__778769__Enterobacter_cloacae_complex_sp. hypothetical	protein RimK	domain	protein	ATP-grasp hypothetical	protein DNA	helicase HNH	nuclease Toxic	protein	SymE Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.0 1
FosA2__1827857__Enterobacter_bugandensis hypothetical	protein hypothetical	protein IS3-like IS911	orfA Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein Cloacin hypothetical	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 96.5 3
FosA2__1899585__Escherichia_coli hypothetical	protein Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein hypothetical	protein hypothetical	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein hypothetical	protein 97.2 1
FosA2__650190__Enterobacter_cloacae_subsp._cloacae DNA	helicase Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.7 1
FosA2__611082__Enterobacter_cloacae hypothetical	protein DNA	helicase Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.7 1
FosA2__733830__Enterobacter_cloacae Restriction	endonuclease	subunit	S hypothetical	protein Restriction	endonuclease Restriction	endonuclease Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.0 2

FosA2__1790851__Enterobacter_cloacae hypothetical	protein hypothetical	protein YddO	protein hypothetical	protein Restriction	endonuclease Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator Queuine	tRNA-ribosyltransferase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.7 1
FosA2__563971__Enterobacter_cloacae Hydrolase DNA	helicase hypothetical	protein Toxic	protein	SymE Cag	pathogenicity	island	protein	Cag4 Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein QacG2 hypothetical	protein 95.7 1
FosA2__757342__Enterobacter_sp._OLF hypothetical	protein Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 96.5 5
FosA2__702062__Enterobacter_kobei Restriction	endonuclease Toxic	protein	SymE Tryptophanyl-tRNA	synthetase hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein hypothetical	protein 95.7 1
FosA2__1799276__Enterobacter_kobei DEAD/DEAH	box	helicase DUF4917	domain-containing	protein hypothetical	protein Toxic	protein	SymE Uncharacterized	protein	YjeI Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator Queuine	tRNA-ribosyltransferase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 96.5 2

FosA2__1843498__Enterobacter_mori hypothetical	protein Anticodon	nuclease Putative	type	I	restriction	modification	DNA	specificity	domain	protein Type	I	restriction	enzyme,	modification	subunit Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 1
FosA2__485168__Enterobacter_cloacae Putative	head	size	determination	protein B Phage	polarity	suppression	protein Transcriptional	regulator,	AlpA	family CI	repressor hypothetical	protein Cnr-like	protein Alpha	replication	protein	of	prophage	CP-933I Macrolide	phosphotransferase GTP	cyclohydrolase	1 Modification	methylase FosA2 Integrase Uncharacterised	protein DNA	topoisomerase-3 Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein QacG2 hypothetical	protein 96.5 2
FosA2__1873751__Enterobacter_hormaechei hypothetical	protein Restriction	endonuclease hypothetical	protein hypothetical	protein Putative	transposase	TnpP Transposase Restriction	endonuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein Bleomycin	resistance	protein YgbI ATP-dependent	Clp	protease	proteolytic	subunit Cupin	family	protein 6,7-dimethyl-8-ribityllumazine	synthase	subunit hypothetical	protein AraC	family	transcriptional	regulator 95.0 3
FosA2__924787__Enterobacter_hormaechei hypothetical	protein Restriction	endonuclease hypothetical	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein Bleomycin	resistance	protein YgbI ATP-dependent	Clp	protease	proteolytic	subunit Cupin	family	protein 6,7-dimethyl-8-ribityllumazine	synthase	subunit hypothetical	protein AraC	family	transcriptional	regulator 94.3 1
FosA2__872599__Stenotrophomonas_maltophilia hypothetical	protein Methylenetetrahydrofolate	reductase DUF4124	domain-containing	protein 8-oxo-dGTP	diphosphatase hypothetical	protein FosA2 hypothetical	protein 95.7 1
FosA2__1855693__Enterobacter_hormaechei FosA2 95.7 1
FosA2__733818__Enterobacter_cloacae hypothetical	protein Domain	of	uncharacterised	function	(DUF932) KlcA	family	antirestriction	protein hypothetical	protein 7-cyano-7-deazaguanine	synthase Nucleoside	2-deoxyribosyltransferase hypothetical	protein hypothetical	protein HNH	nuclease Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Bleomycin	resistance	protein Decarboxylase ATP-dependent	Clp	protease	proteolytic	subunit Cupin	family	protein Transcriptional	regulator,	GntR	family Protein	YjiS GntR	family	transcriptional	regulator 97.9 1
FosA2__784216__Enterobacter_sichuanensis Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Bleomycin	resistance	protein Decarboxylase ATP-dependent	Clp	protease	proteolytic	subunit Cupin	family	protein Transcriptional	regulator,	GntR	family Protein	YjiS GntR	family	transcriptional	regulator 96.5 1
FosA2__551843__Enterobacter_cloacae XRE	family	transcriptional	regulator hypothetical	protein HNH	nuclease SymE	family	toxin YjhP UPF0386	protein	YjhX Uncharacterized	conserved	protein hypothetical	protein Guanine	deaminase hypothetical	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein YyaH YgbI ATP-dependent	Clp	protease	proteolytic	subunit Cupin	family	protein 6,7-dimethyl-8-ribityllumazine	synthase	subunit hypothetical	protein AraC	Family	Transcriptional	Regulator Ferrioxamine	receptor 100.0 2
FosA2__1866551__Enterobacter_ludwigii hypothetical	protein Aec44	family	protein Family	32	glycosyl	hydrolase Uncharacterised	protein Fructokinase Guanine	deaminase hypothetical	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein YyaH YgbI ATP-dependent	Clp	protease	proteolytic	subunit Cupin	family	protein 6,7-dimethyl-8-ribityllumazine	synthase	subunit hypothetical	protein AraC	Family	Transcriptional	Regulator Ferrioxamine	receptor 99.3 1
FosA2__1883531__Enterobacter_sp._198 Sucrose	specific	transcriptional	regulator	CscR,	LacI	family MFS	transporter Invertase Aec44	family	protein Family	32	glycosyl	hydrolase Uncharacterised	protein Fructokinase Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein YyaH YgbI ATP-dependent	Clp	protease	proteolytic	subunit Cupin	family	protein 6,7-dimethyl-8-ribityllumazine	synthase	subunit hypothetical	protein AraC	Family	Transcriptional	Regulator Ferrioxamine	receptor 97.9 9
FosA2__551549__Enterobacter_cloacae MFS	transporter Invertase Aec44	family	protein Family	32	glycosyl	hydrolase Uncharacterised	protein Fructokinase Modification	methylase hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein YyaH YgbI ATP-dependent	Clp	protease	proteolytic	subunit hypothetical	protein 6,7-dimethyl-8-ribityllumazine	synthase	subunit hypothetical	protein AraC	Family	Transcriptional	Regulator Ferrioxamine	receptor 98.6 2
FosA2__1864115__Enterobacter_ludwigii hypothetical	protein DNA	phosphorothioation-dependent	restriction	protein	DptF SymE	family	toxin YjhP UPF0386	protein	YjhX Uncharacterized	conserved	protein hypothetical	protein Guanine	deaminase hypothetical	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein YyaH YgbI ATP-dependent	Clp	protease	proteolytic	subunit Cupin	family	protein 6,7-dimethyl-8-ribityllumazine	synthase	subunit hypothetical	protein AraC	Family	Transcriptional	Regulator Ferrioxamine	receptor 100.0 3
FosA2__491573__Enterobacter_cancerogenus hypothetical	protein Antirestriction	protein DNA	repair	protein Cytoskeleton	bundling-enhancing	protein	CbeA Toxin Restriction	endonuclease HNH	nuclease Toxic	protein	SymE YjhP UPF0386	protein	YjhX hypothetical	protein hypothetical	protein Uncharacterised	protein Tryptophan--tRNA	ligase	(Fragment) hypothetical	protein hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Glyoxalase	family	protein ATP-dependent	Clp	protease	proteolytic	subunit Cupin	family	protein hypothetical	protein AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 93.6 1
FosA2__1840914__Enterobacter_hormaechei hypothetical	protein HNH	nuclease Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein Bleomycin	resistance	protein YgbI ATP-dependent	Clp	protease	proteolytic	subunit Cupin	family	protein 6,7-dimethyl-8-ribityllumazine	synthase	subunit hypothetical	protein AraC	family	transcriptional	regulator 95.0 1
FosA8__551395__Leclercia_adecarboxylata hypothetical	protein hypothetical	protein DEAD/DEAH	box	helicase hypothetical	protein hypothetical	protein FosA8 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sodium:galactoside	symporter MFS	transporter Enolase Dihydrodipicolinate	synthase	family	protein 2-keto-3-deoxy-galactonokinase 2-dehydro-3-deoxyphosphogluconate	aldolase ATP	synthase	subunit	a hypothetical	protein 88.7 2
FosA8__552344__Leclercia_adecarboxylata hypothetical	protein hypothetical	protein DEAD/DEAH	box	helicase hypothetical	protein hypothetical	protein FosA8 hypothetical	protein hypothetical	protein MFS	transporter Enolase Dihydrodipicolinate	synthase	family	protein 2-keto-3-deoxy-galactonokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Transcriptional	regulator Arylesterase MFS	transporter LysR	family	transcriptional	regulator hypothetical	protein 92.9 1
FosA2__651197__Enterobacter_cloacae_subsp._cloacae hypothetical	protein ImpA	domain-containing	protein Type	VI	secretion	protein	ImpG Type	VI	secretion	protein Type	VI	secretion	protein Type	VI	secretion	system	lysozyme-like	protein hypothetical	protein Membrane	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Restriction	endonuclease AAA	family	ATPase Arylesterase MFS	transporter DoxX	family	protein 95.7 1
FosA2__506440__Enterobacter_cloacae hypothetical	protein Putative	type	I	restriction	modification	system	HsdM	component hypothetical	protein TraG-like	protein,	N-terminal	region hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein GTP	cyclohydrolase	1 Modification	methylase FosA2 Integrase Uncharacterised	protein DNA	topoisomerase-3 hypothetical	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase 94.3 1
FosA2__607858__Enterobacter_bugandensis hypothetical	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 94.3 2
FosA2__831500__Enterobacter_bugandensis hypothetical	protein Uncharacterised	protein Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein hypothetical	protein hypothetical	protein Toxic	protein	SymE Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 96.5 1
FosA2__609342__Enterobacter_bugandensis Uncharacterised	protein 6-carboxy-5,6,7,8-tetrahydropterin	synthase Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) hypothetical	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase 94.3 1
FosA2__609152__Enterobacter_bugandensis Uncharacterised	protein 6-carboxy-5,6,7,8-tetrahydropterin	synthase Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 96.5 1
FosA2__651130__Enterobacter_asburiae hypothetical	protein Restriction	endonuclease Toxic	protein	SymE Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 95.0 1
FosA2__613923__Enterobacter_asburiae hypothetical	protein Restriction	endonuclease	subunit	R hypothetical	protein HNH	endonuclease Restriction	endonuclease Toxic	protein	SymE Conjugal	transfer	protein RNA	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF1493) Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 97.2 1
FosA2__563623__Enterobacter_cloacae DeoR	family	transcriptional	regulator YdgJ Cytochrome	B Glyceraldehyde-3-phosphate	dehydrogenase Macrolide	phosphotransferase Toxic	protein	SymE Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Transcriptional	regulator Uncharacterised	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 95.7 9
FosA2__562153__Enterobacter_cloacae Transposase	IS3 Putative	transposase	TnpP Hcp1	family	type	VI	secretion	system	effector Transcriptional	regulator Uncharacterised	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 95.7 1
FosA2__563100__Enterobacter_cloacae hypothetical	protein DNA	methyltransferase Restriction	endonuclease	S	subunits	protein Type	I	site-specific	restriction-modification	system Transcriptional	regulator hypothetical	protein Toxic	protein	SymE Modification	methylase hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 94.3 4
FosA2__606739__Enterobacter_sp._940_PEND Bacteriophage	Mu	P	family	protein Phage	baseplate	assembly	protein	V Phage	GP46	family	protein Baseplate	J	family	protein Phage	tail	protein hypothetical	protein Virus	tail	fibre	assembly	protein,	lambda	gpK Tail	fiber	assembly	protein hypothetical	protein Resolvase	domain-containing	protein hypothetical	protein Toxic	protein	SymE Modification	methylase hypothetical	protein FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 94.3 1
FosA2__675031__Enterobacter_genomosp._O hypothetical	protein Concanavalin	A-like	lectin/glucanase	domain	protein hypothetical	protein Type	I	restriction-modification	system,	M	subunit,	putative Transcriptional	regulator Type	11	methyltransferase Uncharacterised	protein hypothetical	protein Conjugal	transfer	protein RNA	methyltransferase Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	proteinhypothetical	protein 95.7 1
FosA2__903959__Enterobacter_asburiae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Toxic	protein	SymE Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 2
FosA2__608586__Enterobacter_cloacae hypothetical	protein Transport	permease	protein Hcp1	family	type	VI	secretion	system	effector Toxic	protein	SymE Uncharacterised	protein hypothetical	protein Colicin	immunity	protein/pyocin	immunity	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Modification	methylase FosA2 Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein Response	regulator	receiver	protein hypothetical	protein 94.3 3
FosA2__486409__Enterobacter_hormaechei Toxic	protein	SymE Uncharacterised	protein Hcp1	family	type	VI	secretion	system	effector Transcriptional	regulator Uncharacterised	protein Modification	methylase FosA2 Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein Response	regulator	receiver	protein hypothetical	protein 96.5 2
FosA2__688362__Enterobacter_sp._56-7 hypothetical	protein hypothetical	protein DEAD/DEAH	box	helicase DUF4917	domain-containing	protein hypothetical	protein Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein Response	regulator	receiver	protein hypothetical	protein 96.5 3
FosA2__903955__Enterobacter_asburiae hypothetical	protein Putative	capsid	protein Putative	endonuclease,	HNH	family Uncharacterised	protein Uncharacterised	protein Recombination	endonuclease	VII Methyltransferase Restriction	endonuclease Predicted	integrase HNH	nuclease Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Tryptophanyl-tRNA	synthetase FosA2 Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein Response	regulator	receiver	protein hypothetical	protein 95.7 1
FosA8__786065__Leclercia_sp._LSNIH8 hypothetical	protein Transcriptional	regulator 4-aminobutyrate--2-oxoglutarate	transaminase Succinate-semialdehyde	dehydrogenase	I L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase FosA8 hypothetical	protein hypothetical	protein Arylesterase hypothetical	protein hypothetical	protein LysR	family	transcriptional	regulator N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein Response	regulator hypothetical	protein 89.9 3
FosA8__553052__Enterobacter_sp. hypothetical	protein hypothetical	protein FosA8 Arylesterase hypothetical	protein 90.7 1
FosA8__786107__Leclercia_sp._LSNIH2 hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein FosA8 Arylesterase MFS	transporter LysR	family	transcriptional	regulator hypothetical	protein LuxR	family	transcriptional	regulator Glyoxalase/bleomycin	resistance/extradiol	dioxygenase	family	protein MFS	transporter hypothetical	protein Decarboxylase hypothetical	protein Cupin	family	protein 92.1 2
FosA8__551489__Leclercia_adecarboxylata Transcriptional	regulator 4-aminobutyrate--2-oxoglutarate	transaminase Succinate-semialdehyde	dehydrogenase	I L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase hypothetical	protein Osmotically	inducible	protein	OsmC FosA8 Uncharacterised	protein hypothetical	protein Arylesterase Sodium:proton	antiporter LysR	family	transcriptional	regulator N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein Response	regulator hypothetical	protein 98.6 1
FosA8__552765__Leclercia_adecarboxylata Acyl	carrier	protein Transcriptional	regulator 4-aminobutyrate--2-oxoglutarate	transaminase Succinate-semialdehyde	dehydrogenase	I L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase hypothetical	protein FosA8 McrBC	5-methylcytosine	restriction	system	component	family	protein ATP-binding	protein Arylesterase MFS	transporter LysR	family	transcriptional	regulator N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 97.9 2
FosA8__551787__Leclercia_adecarboxylata 4-aminobutyrate--2-oxoglutarate	transaminase Succinate-semialdehyde	dehydrogenase	I L-2-hydroxyglutarate	oxidase	LhgO Protein	CsiD Amino	acid	permease Gamma-aminobutyraldehyde	dehydrogenase hypothetical	protein Osmotically	inducible	protein	OsmC hypothetical	protein FosA8 McrBC	5-methylcytosine	restriction	system	component	family	protein ATP-binding	protein Arylesterase MFS	transporter LysR	family	transcriptional	regulator N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 97.9 2

FosA2__1808498__Enterobacter_asburiae hypothetical	protein Tetracycline	repressor	protein	tetR Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector hypothetical	protein Tryptophanyl-tRNA	synthetase FosA2 Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein hypothetical	protein Response	regulator	receiver	protein Potassium	efflux	system	KefA	protein 95.0 1
FosA2__603572__Enterobacter_sp._ZOR0014 hypothetical	protein WYL	domain-containing	protein hypothetical	protein hypothetical	protein hypothetical	protein Transposase Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 hypothetical	protein hypothetical	protein Protein	of	uncharacterised	function	(DUF1493) Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 94.3 1
FosA2__812948__Enterobacter_roggenkampii DNA	helicase Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 3
FosA2__507966__Enterobacter_cloacae hypothetical	protein Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Modification	methylase hypothetical	protein FosA2 Integrase Uncharacterised	protein DNA	topoisomerase-3 hypothetical	protein hypothetical	protein Arylesterase MFS	transporter hypothetical	protein Dipeptide/oligopeptide	ABC	transporter,	substrate-binding	protein 95.7 3
FosA2__563630__Enterobacter_cloacae Restriction	endonuclease Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein QacG2 95.0 2
FosA2__615387__Enterobacter_roggenkampii hypothetical	protein Tellurite	resistance	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein hypothetical	protein hypothetical	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein QacG2 97.2 1
FosA2__651400__Enterobacter_kobei hypothetical	protein Cytosine-specific	methyltransferase Restriction	endonuclease Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein QacG2 hypothetical	protein 96.5 1
FosA2__651415__Enterobacter_roggenkampii Cytosine-specific	methyltransferase Restriction	endonuclease Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator hypothetical	protein Sugar	transporter	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 96.5 1
FosA2__723215__Enterobacter_cloacae_subsp._cloacae hypothetical	protein N-6	DNA	methylase Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Conjugal	transfer	protein RNA	methyltransferase Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein hypothetical	protein hypothetical	protein hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 97.2 1
FosA2__603006__Enterobacter_cloacae Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Uncharacterised	protein Uncharacterised	protein PA-I	Galactophilic	Lectin Guanine	deaminase Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector Modification	methylase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase DNA	topoisomerase-3 hypothetical	protein hypothetical	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase 93.6 2
FosA2__669173__Enterobacter_bugandensis hypothetical	protein Transposase hypothetical	protein Uncharacterised	protein Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 96.5 1
FosA2__652437__Enterobacter_cloacae hypothetical	protein Uncharacterised	protein Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Protein	of	uncharacterised	function	(DUF1493) Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 95.0 2
FosA2__733876__Enterobacter_cloacae hypothetical	protein hypothetical	protein DUF4926	domain-containing	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Conjugal	transfer	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 96.5 2
FosA2__650198__Enterobacter_roggenkampii hypothetical	protein Uncharacterised	protein Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein hypothetical	protein Toxic	protein	SymE Cag	pathogenicity	island	protein	Cag4 Hcp1	family	type	VI	secretion	system	effector Uncharacterised	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter hypothetical	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein QacG2 hypothetical	protein 94.3 1
FosA2__873552__Enterobacter_cloacae Uncharacterised	protein Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2778) Uncharacterised	protein Hcp	family	T6SS	protein	CtsH1 Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein Klebicin	B Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 96.5 2
FosA2__1855801__Enterobacter_cloacae hypothetical	protein Restriction	endonuclease Uncharacterised	protein Uncharacterised	protein Type	11	methyltransferase Uncharacterised	protein Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein/pyocin	immunity	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 96.5 4
FosA2__480663__Enterobacter_sp._MR1 hypothetical	protein DNA	sulfur	modification	protein	DndB Transcriptional	regulator Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein hypothetical	protein Uncharacterised	protein Modification	methylase FosA2 Integrase Uncharacterised	protein DNA	topoisomerase-3 Arylesterase hypothetical	protein 96.5 1
FosA2__919473__Enterobacter_hormaechei SMC	domain	protein DNA	phosphorothioation	protein	DptC DNA	sulfur	modification	protein	DndB Transcriptional	regulator Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein Klebicin	B Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 2
FosA2__1874380__Enterobacter_hormaechei SMC	domain	protein DNA	phosphorothioation	protein	DptC DNA	sulfur	modification	protein	DndB Transcriptional	regulator Toxic	protein	SymE Uncharacterised	protein Colicin	immunity	protein/pyocin	immunity	protein S-type	Pyocin	domain-containing	protein Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein 95.7 2

FosA2__1889764__Enterobacter_cloacae_subsp._dissolvens HNH	nuclease Toxic	protein	SymE Uncharacterised	protein Uncharacterised	protein PA-I	Galactophilic	Lectin Guanine	deaminase Uncharacterised	protein Colicin	immunity	protein Klebicin	B Uncharacterised	protein Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 95.7 1
FosA2__826216__Enterobacter_cloacae hypothetical	protein hypothetical	protein Oxidoreductase DeoR	faimly	transcriptional	regulator Uncharacterised	protein hypothetical	protein Guanine	deaminase Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein ABC	transporter	substrate-binding	protein hypothetical	protein 96.5 1
FosA2__1864921__Enterobacter_cloacae hypothetical	protein HNH	nuclease Toxic	protein	SymE PA-I	Galactophilic	Lectin Guanine	deaminase Membrane	protein Putative	phage-associated	acyl	carrier	protein Type	VI	secretion	system	effector Tryptophanyl-tRNA	synthetase FosA2 LacI	family	transcriptional	regulator 1,4-beta-xylanase Sugar	transporter	protein Arylesterase MFS	transporter DoxX	family	protein N-substituted	formamide	deformylase Chloroperoxidase XapX	domain-containing	protein hypothetical	protein hypothetical	protein 95.7 1
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