
tetX__812138__Chryseobacterium_sp._YLOS41 Azurin Carbamoyl-phosphate	synthase	large	chain Carbamoyl-phosphate	synthase	small	chain Aspartate	carbamoyltransferase Integrase hypothetical	protein LinF tetX Chloramphenicol	acetyltransferase IS91	family	transposase Integrase 99.5 2
tetX__650336__Arcobacter_thereius Cell	wall-associated	hydrolase hypothetical	protein Diacylglucosamine	hydrolase	like	protein Lipid-A-disaccharide	synthase 3-hydroxyacyl-[acyl-carrier-protein]	dehydratase	FabZ Acyl-[acyl-carrier-protein]--UDP-N-acetylglucosamine	O-acyltransferase ATP-dependent	Clp	protease	ATP-binding	subunit	ClpX Rod	shape-determining	protein	MreB Rod	shape-determining	protein	MreC tetX hypothetical	protein Magnesium	transporter	MgtE Riboflavin	synthase tRNA	uridine	5-carboxymethylaminomethyl	modification	enzyme	MnmG Tryptophan	synthase	subunit	alpha hypothetical	protein hypothetical	protein 99.5 1
tetX__1636080__Acinetobacter_indicus hypothetical	protein hypothetical	protein DnaJ	domain	protein hypothetical	protein hypothetical	protein Plasmid	partitioning	protein D-alanine--D-alanine	ligase Mobilisation	protein Mobilisation	protein Replication	protein hypothetical	protein Dihydrofolate	reductase hypothetical	protein tetX Transposase Uncharacterised	protein Reslovase hypothetical	protein hypothetical	protein hypothetical	protein Type	III	restriction	enzyme hypothetical	protein transposase-like hypothetical	protein 85.6 4
tetX__929720__Ilyomonas_limi Transcriptional	regulator tetX Transposase	InsO	and	inactivated	derivatives transposase-like 71.2 1

tetX__1869078__Acinetobacter_sp._YH12200 Transposase	of	Tn5393-like	transposon,	N-terminal Transposon	DNA-invertase IS3-like IS1133	transposase	OrfB Aminoglycoside	resistance	protein	StrA 3'-kinase Tetracycline	resistance	efflux	protein Transposase Transposase	InsO	and	inactivated	derivatives tetX Acetyltransferase Metal	dependent	phosphohydrolase hypothetical	protein 84.0 2
tetX__1839286__Bacterium_plasmid_plasmid hypothetical	protein KfrA hypothetical	protein hypothetical	protein hypothetical	protein Conjugal	transfer	protein	TraC 3'-kinase Aminoglycoside	3'-phosphotransferase APH(3')	family	aminoglycoside	O-phosphotransferase hypothetical	protein Aminotransferase	class	IV hypothetical	protein tetX Acetyltransferase Metal	dependent	phosphohydrolase hypothetical	protein hypothetical	protein hypothetical	protein Membrane	protein COG0488:	ATPase	components	of	ABC	transporters	with	duplicated	ATPase	domains hypothetical	protein hypothetical	protein 3'-kinase Aminoglycoside	3'-phosphotransferase Transposon	DNA-invertase hypothetical	protein 84.0 1
tetX__787388__Acinetobacter_indicus Insertion	element	4	transposase	N-terminal	(Fragment) YigZ	family	protein Tetracycline	resistance	efflux	protein 3'-kinase Aminoglycoside	3'-phosphotransferase DNA	replication	protein	DnaC 3-oxoacyl-[acyl-carrier-protein]	synthase	2 SnoaL-like	domain	protein tetX Acetyltransferase hypothetical	protein 84.0 1
tetX__1839309__Escherichia_coli_plasmid tetX hypothetical	protein Flagellar	motor	switch	protein	G Putative	replicon	protein IS91-like Acetyltransferase 95.5 2

tetX__1636022__Acinetobacter_pittii Partitioning	protein Putative	plasmid	partitioning	protein	ParB Transposase	(Fragment) Resolvase,	N	terminal	domain IS66-like transposase-like IS66-like Transposase hypothetical	protein hypothetical	protein Integrase	core	domain	protein IS91	family	transposase Recombinase	XerD tetX Acetyltransferase hypothetical	protein 89.7 1
tetX__1809739__Acinetobacter_johnsonii hypothetical	protein Partitioning	protein Putative	plasmid	partitioning	protein	ParB transposase-like IS66-like hypothetical	protein IS630-like transposase-like hypothetical	protein transposase-like Integrase	core	domain	protein IS91	family	transposase Recombinase	XerD tetX Resolvase hypothetical	protein Cytochrome	c-type	biogenesis	protein	DsbD,	protein-disulfide	reductase N-(5'-phosphoribosyl)anthranilate	isomerase Uncharacterised	protein Beta-lactamase	NDM-1 Integrase	core	domain	protein	(Fragment) Transposase hypothetical	protein hypothetical	protein hypothetical	protein 85.6 2

tetX__1194173__Salmonella_enterica_subsp._enterica_serovar_4 hypothetical	protein hypothetical	protein Serine	protease N-6	DNA	methylase hypothetical	protein tetX Acetyltransferase Metal	dependent	phosphohydrolase Transcriptional	regulator	DeoR YbbO	protein DNA	primase	TraC Basic	proline-rich	protein 84.0 4
tetX__1638266__Acinetobacter_towneri Toxin-antitoxin	system,	antitoxin	component Cytoplasmic	protein hypothetical	protein hypothetical	protein IS1006-like IS91-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein IS91-like Acetyltransferase tetX IS91-like Macrolide	phosphotransferase hypothetical	protein hypothetical	protein Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE TetR	family	transcription	regulatory	protein Putative	transposase	ORF2 Phenol	hydroxylase,	P1	oxygenase	component	DmpL hypothetical	protein hypothetical	protein Transposon	DNA-invertase hypothetical	protein 95.5 1
tetX__1868072__Acinetobacter_sp._Q85-2 hypothetical	protein hypothetical	protein Acetyltransferase tetX IS91-like Macrolide	phosphotransferase hypothetical	protein Dihydropteroate	synthase Transposase Putative	transposase	ORF2 Phenol	hydroxylase,	P1	oxygenase	component	DmpL transposase-like 95.5 1
tetX__1809503__Acinetobacter_indicus AraC	family	transcriptional	regulator L-ascorbate	metabolism	protein	UlaG,	beta-lactamase	superfamily Isochorismatase Transcriptional	regulator	protein Addiction	module	antitoxin	RelB Cobalt-zinc-cadmium	resistance	protein	CzcD Cd(II)/Pb(II)-responsive	transcriptional	regulator Transposase,	IS6	family Helix-turn-helix	family	protein Putative	toxin-antitoxin	system	toxin	component Sel1	repeat	protein IS1006-like IS91-like Recombinase	XerD tetX Resolvase hypothetical	protein IS91-like hypothetical	protein Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE Transposase Putative	transposase	ORF2 Phenol	hydroxylase,	P1	oxygenase	component	DmpL transposase-like Transposon	DNA-invertase 85.6 2
tetX__1636082__Acinetobacter_indicus DNA	polymerase	V hypothetical	protein Transposase	for	insertion	sequence-like	element	IS431mec Transposase DNA-binding	protein Cytoplasmic	protein Membrane	protein ISNCY-like hypothetical	protein hypothetical	protein IS91-like Recombinase	XerD tetX Resolvase hypothetical	protein IS91-like hypothetical	protein Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE TetR	family	transcription	regulatory	protein Putative	transposase	ORF2 Phenol	hydroxylase,	P1	oxygenase	component	DmpL Truncated	transposase hypothetical	protein Cobyric	acid	synthase	CobQ hypothetical	protein 85.6 63
tetX__1868714__Acinetobacter_sp._YH12100 Alcohol	dehydrogenase Streptomycin	3''-adenylyltransferase Streptothricin	acetyltransferase	2 DfrA1 Integrase hypothetical	protein hypothetical	protein Transposase Recombinase	XerD tetX Resolvase hypothetical	protein IS91-like Macrolide	phosphotransferase hypothetical	protein hypothetical	protein Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE Transposase Putative	transposase	ORF2 Phenol	hydroxylase,	P1	oxygenase	component	DmpL hypothetical	protein 3'-kinase Aminoglycoside	3'-phosphotransferase 85.6 4
tetX__1637706__Acinetobacter_indicus Putative	ATP-dependent	Lon	protease hypothetical	protein IS1006-like IS91-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein IS91-like Recombinase	XerD tetX Resolvase hypothetical	protein IS91-like hypothetical	protein Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE ATP-binding	component	of	an	ABC	superfamily	oligopeptide	transporter IS6-like transposase-like IS3-like Cobyric	acid	synthase	CobQ CtcK Beta-lactamase	NDM-1 Uncharacterised	protein 85.6 5
tetX__1809402__Acinetobacter_indicus DNA	helicase	related	protein hypothetical	protein IS1006-like IS91-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein IS91-like Recombinase	XerD tetX Resolvase hypothetical	protein IS91-like hypothetical	protein Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE Transposase Putative	transposase	ORF2 Methyltransferase	domain	protein DNA	polymerase	V DNA	polymerase	V	subunit	UmuC Restriction	endonuclease hypothetical	protein 85.6 1
tetX__1809392__Acinetobacter_indicus Efflux	transporter	periplasmic	adaptor	subunit hypothetical	protein hypothetical	protein Conjugal	transfer	protein hypothetical	protein Transposase	DDE	domain	protein Transposase	protein Ti-type	conjugative	transfer	relaxase hypothetical	protein IS1006-like IS91-like Recombinase	XerD tetX Resolvase hypothetical	protein IS91-like hypothetical	protein Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE 85.6 3
tetX__1809493__Acinetobacter_indicus Aminoglycoside	phosphotransferase 3'-kinase hypothetical	protein hypothetical	protein Conjugal	transfer	protein Ti-type	conjugative	transfer	relaxase hypothetical	protein IS1006-like IS91-like Recombinase	XerD tetX Resolvase hypothetical	protein IS91-like hypothetical	protein Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE 85.6 1
tetX__1637751__Acinetobacter_indicus hypothetical	protein Addiction	module	antitoxin,	RelB/DinJ	family mRNA-degrading	endonuclease	RelE hypothetical	protein Thiol:disulfide	interchange	protein transposase-like IS481-like Putative	transposase	ORF2 TetR	family	transcription	regulatory	protein Aminoglycoside	3'-phosphotransferase 3'-kinase IS1006-like IS91-like Recombinase	XerD tetX Resolvase hypothetical	protein IS91-like hypothetical	protein Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE TetR	family	transcription	regulatory	protein Putative	transposase	ORF2 Short-chain	dehydrogenase Sel1	repeat	family	protein hypothetical	protein DNA	replication	protein hypothetical	protein hypothetical	protein Site-specific	recombinase,	phage	integrase	family 85.6 6

tetX__1809407__Acinetobacter_indicus Aminoglycoside	3'-phosphotransferase 3'-kinase Transposase Recombinase	XerD tetX Resolvase hypothetical	protein IS91-like hypothetical	protein Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE 85.6 2
tetX__1869149__Acinetobacter_sp._YH12211 Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein IS91-like Recombinase	XerD tetX Resolvase hypothetical	protein IS91-like Macrolide	phosphotransferase hypothetical	protein hypothetical	protein Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE 85.6 4
tetX__1809456__Acinetobacter_indicus IS91-like Recombinase	XerD hypothetical	protein tetX Resolvase hypothetical	protein IS91-like hypothetical	protein Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE 85.0 3

tetX__1868573__Acinetobacter_sp._YH12072 hypothetical	protein hypothetical	protein tetX Resolvase hypothetical	protein IS91-like Macrolide	phosphotransferase IS1-like-like hypothetical	protein Dihydropteroate	synthase	type-2 85.6 2
tetX__1868840__Acinetobacter_sp._YH12119 hypothetical	protein Glutathione-dependent	formaldehyde	dehydrogenase ABC	transporter	ATP-binding	protein	YheS IS26-like hypothetical	protein tetX Resolvase hypothetical	protein hypothetical	protein 85.6 1
tetX__1637505__Acinetobacter_indicus hypothetical	protein Nrp Cro/Cl	family	transcriptional	regulator Thiol:disulfide	interchange	protein hypothetical	protein Adenylyltransferase YbbK TnpA-B IS3-like TnpA Ankyrin	repeat	family	protein hypothetical	protein Kanamycin	resistance	protein Ankyrin	repeat	family	protein Dihydrofolate	reductase tetX Resolvase hypothetical	protein IS91-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein IS91-like Macrolide	phosphotransferase hypothetical	protein hypothetical	protein hypothetical	protein 85.6 24
tetX__1868429__Acinetobacter_sp._YH12052 hypothetical	protein hypothetical	protein Kanamycin	resistance	protein IS26-like hypothetical	protein tetX Resolvase hypothetical	protein IS91-like Macrolide	phosphotransferase hypothetical	protein 85.6 4

tetX__1868032__Acinetobacter_sp._10FS3-1 Integrase	core	domain	protein IS91	family	transposase tetX Resolvase hypothetical	protein IS91-like hypothetical	protein Dihydropteroate	synthase hypothetical	protein Cation	efflux	system	protein Cation	transporter Integrase hypothetical	protein 85.6 1
tetX__1809388__Acinetobacter_indicus CinH	resolvase	(Fragment) Transposase Putative	transposase	OrfB transposase-like 3'-kinase Aminoglycoside	3'-phosphotransferase IS1133	transposase	OrfB IS3-like Transposon	DNA-invertase transposase-like Recombinase	XerD tetX Resolvase hypothetical	protein IS91-like hypothetical	protein hypothetical	protein Cobalt-zinc-cadmium	resistance	protein	CzcD IS1006-like hypothetical	protein hypothetical	protein Transposase-like	protein IS1006-like hypothetical	protein 85.6 2
tetX__841749__Acinetobacter_baumannii hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Ser/Thr	protein	kinase	RdoA	involved	in	Cpx	stress	response,	MazF	antagonist hypothetical	protein hypothetical	protein IS91-like Recombinase	XerD tetX Resolvase hypothetical	protein IS91-like hypothetical	protein hypothetical	protein Dihydropteroate	synthase hypothetical	protein hypothetical	protein hypothetical	protein 85.6 2
tetX__826316__Acinetobacter_junii hypothetical	protein Putative	plasmid	transfer	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transposase Recombinase	XerD tetX Resolvase hypothetical	protein transposase-like hypothetical	protein Dihydropteroate	synthase hypothetical	protein hypothetical	protein hypothetical	protein 85.6 1
tetX__1838816__Acinetobacter_baumannii_plasmid Tetracycline	resistance	protein Resolvase hypothetical	protein IS91-like Recombinase	XerD TetX Resolvase hypothetical	protein IS91-like Recombinase	XerD tetX Resolvase hypothetical	protein IS91-like hypothetical	protein Tetracycline	resistance	efflux	protein TraI Conjugal	transfer	protein	TraJ hypothetical	protein IS91-like hypothetical	protein 85.6 3
tetX__1868889__Acinetobacter_sp._YH12129 hypothetical	protein hypothetical	protein Kanamycin	resistance	protein IS26-like hypothetical	protein tetX Resolvase hypothetical	protein IS91-like hypothetical	protein hypothetical	protein Tetracycline	resistance	efflux	protein TraI Conjugal	transfer	protein	TraJ hypothetical	protein IS91-like hypothetical	protein 85.6 4
tetX__1637531__Acinetobacter_schindleri Adenylyltransferase YbbK TnpA-B IS3-like IS91-like hypothetical	protein TetX Acetyltransferase hypothetical	protein hypothetical	protein TnpA Ankyrin	repeat	family	protein Dihydrofolate	reductase tetX Resolvase hypothetical	protein IS91-like rRNA	adenine	N-6-methyltransferase IS91-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein IS91-like Metallo-beta-lactamase	class	B/metallo-beta-lactamase	class	B	IND 85.6 8
tetX__1638462__Acinetobacter_indicus hypothetical	protein hypothetical	protein Transposase	InsA Transposase hypothetical	protein TetX Acetyltransferase hypothetical	protein hypothetical	protein TnpA Transposase Transposase hypothetical	protein Kanamycin	resistance	protein Ankyrin	repeat	family	protein Dihydrofolate	reductase tetX Resolvase hypothetical	protein IS91-like Transposase hypothetical	protein TnpB	putative	transposase hypothetical	protein 85.6 1

tetX__1834142__Escherichia_coli_plasmid hypothetical	protein Mercuric	ion	transport	protein Mercuric	resistance	regulator	protein	MerD Mercuric	reductase Ankyrin	repeat	family	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein IS1006-like hypothetical	protein Transposase hypothetical	protein DNA	topoisomerase	III	(Fragment) Putative	transposase Acetyltransferase tetX IS91-like Transposase hypothetical	protein hypothetical	protein IS91-like Dihydrofolate	reductase hypothetical	protein Transposase 95.5 3
tetX__1834104__Proteus_mirabilis_plasmid Aminoglycoside	3'-phosphotransferase transposase-like IS91-like rRNA	adenine	N-6-methyltransferase IS91-like hypothetical	protein tetX Acetyltransferase GMP	synthase	(glutamine-hydrolyzing) IS91-like hypothetical	protein hypothetical	protein IS91-like Type	IV	secretory	pathway	VirD2	component	protein hypothetical	protein 84.0 4
tetX__1834081__Proteus_vulgaris_plasmid hypothetical	protein IS91-like Dihydrofolate	reductase IS91	family	transposase rRNA	adenine	N-6-methyltransferase IS91-like hypothetical	protein tetX Acetyltransferase GMP	synthase	(glutamine-hydrolyzing) IS91-like hypothetical	protein hypothetical	protein IS91-like Type	IV	secretory	pathway	VirD2	component	protein hypothetical	protein 84.0 4
tetX__1638898__Proteus_cibarius transposase-like IS91-like hypothetical	protein Putative	membrane	protein Florfenicol/	chloramphenicol	export	protein	FloR hypothetical	protein IS91-like hypothetical	protein tetX Acetyltransferase GMP	synthase	(glutamine-hydrolyzing) IS1595-like IS91-like hypothetical	protein Putative	membrane	protein Florfenicol/	chloramphenicol	export	protein	FloR hypothetical	protein IS91-like hypothetical	protein hypothetical	protein 84.0 18
tetX__1639073__Proteus_sp._ZN5 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	membrane	protein MFS	transporter hypothetical	protein IS1595-like hypothetical	protein Transposase hypothetical	protein tetX Acetyltransferase GMP	synthase	(glutamine-hydrolyzing) IS1595-like IS91-like hypothetical	protein Chloramphenicol	acetyltransferase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein TnpB	putative	transposase 84.0 1
tetX__532683__Escherichia_coli Acetyltransferase hypothetical	protein IS91-like Acetyltransferase hypothetical	protein hypothetical	protein hypothetical	protein Putative	transposase Acetyltransferase tetX hypothetical	protein hypothetical	protein Putative	transposase	(Fragment) Type	IV	secretory	pathway	VirD2	component	protein Florfenicol/	chloramphenicol	export	protein	FloR hypothetical	protein Transposase IS6-like hypothetical	protein IS6-like Transposase hypothetical	protein 95.5 3
tetX__1637736__Escherichia_coli Acetyltransferase TetX IS91-like hypothetical	protein Chloramphenicol	acetyltransferase hypothetical	protein Peptidoglycan	synthetase	FtsI Acetyltransferase tetX IS91-like hypothetical	protein Chloramphenicol	acetyltransferase hypothetical	protein Peptidoglycan	synthetase	FtsI Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein hypothetical	protein 95.5 36
tetX__1637738__Escherichia_coli Acetyltransferase TetX IS91-like hypothetical	protein Chloramphenicol	acetyltransferase hypothetical	protein Peptidoglycan	synthetase	FtsI Acetyltransferase tetX IS91-like hypothetical	protein Chloramphenicol	acetyltransferase hypothetical	protein Peptidoglycan	synthetase	FtsI Acetyltransferase TetX Delta-tnp	protein 95.5 1
tetX__1638997__Escherichia_coli hypothetical	protein hypothetical	protein Acetyltransferase tetX Transposase hypothetical	protein Transposase Acetyltransferase Tetracycline	resistance	monooxygenase hypothetical	protein IS91-like hypothetical	protein hypothetical	protein 95.5 2

tetX__1641981__Proteus_cibarius hypothetical	protein ABC	transporter	ATPase TraJ	protein Recombinase hypothetical	protein Ankyrin	repeat	family	protein Basic	proline-rich	protein hypothetical	protein hypothetical	protein YbbO	protein transposase-like hypothetical	protein tetX Acetyltransferase GMP	synthase	(glutamine-hydrolyzing) IS91-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein IS91-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 84.3 5
tetX__926087__Escherichia_coli hypothetical	protein hypothetical	protein IS91-like Erythromycin	resistance	protein Resolvase hypothetical	protein IS91-like Acetyltransferase tetX IS91-like Type	IV	secretory	pathway	VirD2	component	protein Florfenicol/	chloramphenicol	export	protein	FloR Transposase TnpA	delta8 IS6-like M23/M37	family	cell	wall	endopeptidase Protein	of	uncharacterised	function	(DUF2933) Cation	transport	ATPase 95.5 4
tetX__1834480__Escherichia_coli_plasmid hypothetical	protein Short-chain	alcohol	dehydrogenase hypothetical	protein hypothetical	protein Dihydropteroate	synthase Transposase Ankyrin	repeat	family	protein hypothetical	protein Dihydrofolate	reductase	type	V	(Fragment) Alcohol	dehydrogenase Ankyrin	repeat	family	protein Transcriptional	activator,	Rgg/GadR/MutR	family,	C-terminal	domain	protein hypothetical	protein Acetyltransferase tetX IS91-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein transposase-like Ankyrin	repeat	family	protein hypothetical	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter 95.5 14
tetX__1834830__Escherichia_fergusonii_plasmid Auxiliary	protein	Bis DNA	distortion	polypeptide	3 IS5-like hypothetical	protein Plasmid	partitioning	protein	ParG Plasmid	partitioning	protein	ParF Resolvase ISSod9,	transposase Ankyrin	repeat	family	protein Class	1	integron	integrase	protein	IntI1 Aminoglycoside	adenylyltransferase Lincomycin	nucleotidyltransferase	LinF Ankyrin	repeat	family	protein Acetyltransferase tetX IS91-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein hypothetical	protein TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) hypothetical	protein ABC	transporter	ATP-binding	protein hypothetical	protein 95.5 3
tetX__1803138__Escherichia_coli Acetyltransferase tetX IS91-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein hypothetical	protein TetA Tetracycline	repressor	protein	tetR 95.5 1
tetX__1013970__Salmonella_enterica_subsp._enterica_serovar_Typhimurium Acetyltransferase tetX IS21-like Transposase/IS	protein 95.5 1
tetX__532587__Escherichia_coli Replication	initiation	protein Insertion	element	protein Insertion	element	IS1	protein	InsB hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Insertion	element	protein Acetyltransferase tetX transposase-like hypothetical	protein Chloramphenicol	acetyltransferase hypothetical	protein IS91-like hypothetical	protein hypothetical	protein Macrolide	phosphotransferase IS6-like hypothetical	protein hypothetical	protein 95.5 1
tetX__1839249__Escherichia_coli_plasmid hypothetical	protein Putative	regulatory	protein	Hha transposase-like Replication	initiation	protein Insertion	element	protein Insertion	element	IS1	protein	InsB hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Insertion	element	protein Acetyltransferase tetX IS91-like hypothetical	protein Chloramphenicol	acetyltransferase hypothetical	protein ISCR2-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein hypothetical	protein hypothetical	protein 95.5 14

tetX__533080__Aeromonas_caviae hypothetical	protein hypothetical	protein hypothetical	protein Type	IV	secretory	pathway	VirD2	component	protein Florfenicol/	chloramphenicol	export	protein	FloR hypothetical	protein IS91	family	transposase hypothetical	protein Acetyltransferase tetX transposase-like hypothetical	protein hypothetical	protein IS4-like hypothetical	protein hypothetical	protein hypothetical	protein 95.5 1
tetX__1849597__Alistipes_sp. hypothetical	protein hypothetical	protein Putative	translation	initiation	factor	SUI1 hypothetical	protein Aspartokinase Serine	protease	S9A	family	peptidase tetX DNA	helicase hypothetical	protein Plasmid	recombination	enzyme	family	protein Mobilization	protein Toprim-like Uncharacterised	protein hypothetical	protein hypothetical	protein 99.7 1
tetX__786587__Escherichia_coli Plasmid	segregation	oscillating	ATPase	ParF transposase-like Transposon	Tn1721	resolvase hypothetical	protein IntI1-like Beta-lactamase Streptomycin	3''-adenylyltransferase QACEdelta1	(Fragment) Dihydropteroate	synthase tetX RteC	protein IS91-like 60	kDa	chaperonin	2 IS1-like rRNA	adenine	N-6-methyltransferase hypothetical	protein IS6-like Macrolide	phosphotransferase MFS	transporter hypothetical	protein 85.0 31
tetX__1205159__Salmonella_enterica hypothetical	protein tetX hypothetical	protein RteC	protein Trimethylamine-N-oxide	reductase	2 60	kDa	chaperonin	2 Orf94 Uncharacterised	protein TrfA	protein hypothetical	protein 79.4 1

tetX__719134__Escherichia_coli hypothetical	protein IntI1-like Beta-lactamase Aminoglycoside	adenylyltransferase QACEdelta1	(Fragment) Dihydropteroate	synthase tetX RteC	protein Transposase	(Fragment) Bacterial	transferase	hexapeptide	repeat	protein Bacterial	type	II	secretion	system	domain	protein	F ISCro1-like transposase-like Predicted	transcriptional	regulator Invertase PTS	system	sucrose-specific	IIBC	component hypothetical	protein 85.0 1
tetX__1636883__Empedobacter_brevis LinF tetX hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Protein	containing	ATPase	component	of	ABC	transporter	with	duplicated	ATPase	domains hypothetical	protein 83.5 1
tetX__551816__Flavobacteriaceae_bacterium_UBA3339 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	DNA-invertase	from	lambdoid	prophage	Rac hypothetical	protein Mobilisation	protein	(MobC) Relaxase hypothetical	protein 3-oxoacyl-[acyl-carrier-protein]	synthase	2 SnoaL-like	domain	protein tetX Acetyltransferase RteC	protein hypothetical	protein Addiction	module	antidote	protein	HigA Nucleotidyl	transferase	AbiEii	toxin,	Type	IV	TA	system DNA-binding	transcriptional	regulator,	XRE-family	HTH	domain Very	short	patch	repair	endonuclease DNA	(Cytosine-5)-methyltransferase	1 hypothetical	protein hypothetical	protein hypothetical	protein 84.3 1
tetX__699949__Flavobacterium_plurextorum hypothetical	protein hypothetical	protein Contig	75,	whole	genome	shotgun	sequence Resolvase,	N-terminal	domain	protein	(Fragment) hypothetical	protein Mobilisation	protein	(MobC) Relaxase/mobilization	nuclease	domain	protein Type	B	chloramphenicol	O-acetyltransferase hypothetical	protein hypothetical	protein 3-oxoacyl-[acyl-carrier-protein]	synthase	2 SnoaL-like	domain	protein tetX RteC	protein hypothetical	protein hypothetical	protein 9-O-acetylesterase Mannonate	dehydratase hypothetical	protein 84.2 1

tetX__784404__Chryseobacterium_oncorhynchi hypothetical	protein Por	secretion	system	C-terminal	sorting	domain-containing	protein Por	secretion	system	C-terminal	sorting	domain-containing	protein Por	secretion	system	C-terminal	sorting	domain-containing	protein hypothetical	protein hypothetical	protein RES	domain	protein RteC	protein Acetyltransferase tetX SnoaL-like	domain	protein hypothetical	protein transposase-like hypothetical	protein Florfenicol/	chloramphenicol	export	protein	FloR Type	B	chloramphenicol	O-acetyltransferase hypothetical	protein Relaxase/mobilization	nuclease	domain	protein Mobilisation	protein	(MobC) hypothetical	protein Putative	DNA-invertase	from	lambdoid	prophage	Rac 84.0 2
tetX__652312__Chryseobacterium_sp._MOF25P GLPGLI	family	protein GLPGLI	family	protein BlaR1	peptidase	M56 Predicted	transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein RES	domain	protein RteC	protein Acetyltransferase tetX SnoaL-like	domain	protein transposase-like hypothetical	protein Florfenicol/	chloramphenicol	export	protein	FloR Type	B	chloramphenicol	O-acetyltransferase Relaxase/mobilization	nuclease	domain	protein Mobilisation	protein	(MobC) hypothetical	protein Putative	DNA-invertase	from	lambdoid	prophage	Rac hypothetical	protein 84.0 1
tetX__1843190__Riemerella_anatipestifer hypothetical	protein tetX hypothetical	protein hypothetical	protein IS91-like hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	B	chloramphenicol	O-acetyltransferase DDE	transposase hypothetical	protein Chloramphenicol	acetyltransferase Dihydrofolate	reductase GTP-binding	protein 86.9 1
tetX__1637566__Acinetobacter_baumannii hypothetical	protein Glutathione	S-transferase	GstA Phosphoribosylaminoimidazole-succinocarboxamide	synthase hypothetical	protein Formate	transporter AAA	family	ATPase hypothetical	protein Ankyrin	repeat	family	protein Kanamycin	resistance	protein hypothetical	protein Ankyrin	repeat	family	protein TnpA GMP	synthase	(glutamine-hydrolyzing) Acetyltransferase tetX hypothetical	protein IS91-like hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	IV	secretory	pathway	VirD2	component	protein IS91-like hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	IV	secretory	pathway	VirD2	component	protein Putative	transposase	(Fragment) 84.0 3
tetX__1637543__Acinetobacter_schindleri MerR	family	transcriptional	regulator IS91-like Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	IV	secretory	pathway	VirD2	component	protein IS91-like rRNA	adenine	N-6-methyltransferase IS91-like hypothetical	protein Resolvase tetX Dihydrofolate	reductase Ankyrin	repeat	family	protein TnpA hypothetical	protein hypothetical	protein Acetyltransferase TetX hypothetical	protein IS91-like IS3-like TnpA-B YbbK Adenylyltransferase 85.6 9
tetX__1834244__Acinetobacter_towneri_plasmid Cobalt-zinc-cadmium	resistance	protein	CzcD Cd(II)/Pb(II)-responsive	transcriptional	regulator hypothetical	protein Cobalt/zinc/cadmium	resistance	protein Efflux	transporter	periplasmic	adaptor	subunit hypothetical	protein hypothetical	protein hypothetical	protein IS91	family	transposase Delta-tnp	protein GMP	synthase	(glutamine-hydrolyzing) Acetyltransferase tetX hypothetical	protein Putative	transposase hypothetical	protein hypothetical	protein Integrase DfrA1 Streptothricin	acetyltransferase	2 Streptomycin	3''-adenylyltransferase YbeA YbfA hypothetical	protein transposase-like hypothetical	protein 84.0 3
tetX__1868499__Acinetobacter_sp._YH12062 hypothetical	protein tetX hypothetical	protein 84.0 1
tetX__1868094__Acinetobacter_sp._YH01004 Metal	dependent	phosphohydrolase Acetyltransferase tetX hypothetical	protein IS91-like 84.0 2
tetX__1639633__Acinetobacter_baumannii hypothetical	protein Transposase	domain	protein	(Fragment) Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE hypothetical	protein Metal	dependent	phosphohydrolase Acetyltransferase hypothetical	protein ATPase Modulator	of	drug	activity	B NADPH	dehydrogenase 4-hydroxy-4-methyl-2-oxoglutarate	aldolase Putative	transposase	ORF2 hypothetical	protein hypothetical	protein Acetyltransferase tetX hypothetical	protein IS91-like hypothetical	protein Florfenicol/	chloramphenicol	export	protein	FloR Putative	membrane	protein hypothetical	protein IS91-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 86.6 2
tetX__1833495__Acinetobacter_sp._plasmid hypothetical	protein Integrase Cation	transporter Cation	efflux	system	protein hypothetical	protein hypothetical	protein hypothetical	protein IS91-like hypothetical	protein Resolvase tetX IS91	family	transposase Integrase	core	domain	protein transposase-like hypothetical	protein hypothetical	protein IS66-like transposase-like Putative	plasmid	partitioning	protein	ParB Partitioning	protein 85.6 3
tetX__1869294__Acinetobacter_sp._YH12239 hypothetical	protein Hemolysin	D Cation	transporter Cation	efflux	system	protein hypothetical	protein Dihydropteroate	synthase hypothetical	protein IS91-like hypothetical	protein Resolvase tetX Recombinase	XerD IS91	family	transposase Integrase	core	domain	protein transposase-like hypothetical	protein Transposase IS66-like transposase-like Putative	plasmid	partitioning	protein	ParB Partitioning	protein Replication	protein hypothetical	proteinPutative	transposase	for	IS629 85.6 5
tetX__1637692__Acinetobacter_indicus DUF4928	domain-containing	protein Recombinase	XerD IS91-like hypothetical	protein Resolvase TetX Recombinase	XerD IS91-like hypothetical	protein Resolvase tetX Recombinase	XerD IS91	family	transposase Integrase	core	domain	protein transposase-like hypothetical	protein transposase-like IS630-like hypothetical	protein IS66-like transposase-like Putative	plasmid	partitioning	protein	ParB Partitioning	protein hypothetical	protein 85.3 30
tetX__1869025__Acinetobacter_sp._YH12151 Delta-tnp	protein hypothetical	protein Resolvase tetX Recombinase	XerD hypothetical	protein 85.3 2
tetX__1637693__Acinetobacter_indicus IS91-like hypothetical	protein Resolvase TetX Recombinase	XerD IS91-like hypothetical	protein Resolvase tetX Recombinase	XerD IS91-like hypothetical	protein Resolvase TetX Recombinase	XerD IS91-like hypothetical	protein Resolvase Tetracycline	resistance	protein 85.3 2
tetX__1809368__Acinetobacter_sp._A2 Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE hypothetical	protein IS91-like hypothetical	protein Resolvase tetX Recombinase	XerD IS91-like IS1006-like hypothetical	protein Ti-type	conjugative	transfer	relaxase Conjugal	transfer	protein hypothetical	protein hypothetical	protein 3'-kinase Aminoglycoside	phosphotransferase 85.6 1
tetX__1809452__Acinetobacter_indicus Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE hypothetical	protein IS91-like hypothetical	protein Resolvase tetX hypothetical	protein Recombinase	XerD IS91-like 85.0 2

tetX__1637683__Acinetobacter_indicus Site-specific	recombinase,	phage	integrase	family hypothetical	protein hypothetical	protein DNA	replication	protein hypothetical	protein Sel1	repeat	family	protein Short-chain	dehydrogenase Putative	transposase	ORF2 TetR	family	transcription	regulatory	protein Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE hypothetical	protein IS91-like hypothetical	protein Resolvase tetX Recombinase	XerD IS91-like hypothetical	protein 3'-kinase Aminoglycoside	3'-phosphotransferase TetR	family	transcription	regulatory	protein Putative	transposase	ORF2 IS481-like hypothetical	protein Thiol:disulfide	interchange	protein hypothetical	protein mRNA-degrading	endonuclease	RelE Addiction	module	antitoxin,	RelB/DinJ	family hypothetical	protein 85.6 15
tetX__1869467__Acinetobacter_sp._YH16042 Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein HNH	endonuclease	(Fragment) Dihydropteroate	synthase hypothetical	protein hypothetical	protein Macrolide	phosphotransferase IS91-like hypothetical	protein Resolvase tetX hypothetical	protein IS26-like Cro/Cl	family	transcriptional	regulator Nrp hypothetical	protein Cobalt-zinc-cadmium	resistance	protein	CzcD hypothetical	protein Cd(II)/Pb(II)-responsive	transcriptional	regulator Integrase 85.6 2
tetX__1809521__Acinetobacter_indicus Copper	resistance	protein	CopB hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Putative	transposase	ORF2 Transposase Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE hypothetical	protein IS91-like hypothetical	protein Resolvase tetX hypothetical	protein Ankyrin	repeat	family	protein Transcriptional	regulator,	XRE	family Transposase Cobalt-zinc-cadmium	resistance	protein	CzcD Cation	transporter Integrase Cation	transporter 85.6 2
tetX__1809497__Acinetobacter_indicus Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE hypothetical	protein IS91-like hypothetical	protein Resolvase tetX hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein Cation	transporter Integrase Cation	transporter Cation	efflux	system	protein 85.6 1
tetX__1869308__Acinetobacter_sp._YH12242 hypothetical	protein Putative	transposase	OrfB Lipoprotein-releasing	system	transmembrane	subunit	LolE Putative	regulator	protein Transposase	domain	protein	(Fragment) Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE hypothetical	protein hypothetical	protein Macrolide	phosphotransferase IS91-like hypothetical	protein Resolvase tetX hypothetical	protein IS26-like Kanamycin	resistance	protein hypothetical	protein 85.6 17
tetX__1868121__Acinetobacter_sp._YH01008 Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE hypothetical	protein hypothetical	protein Macrolide	phosphotransferase IS91-like hypothetical	protein Resolvase tetX Recombinase	XerD Transposase hypothetical	protein hypothetical	protein Integrase DfrA1 Streptothricin	acetyltransferase	2 Streptomycin	3''-adenylyltransferase Alcohol	dehydrogenase Transposase,	IS6	family 85.6 4

tetX__1637130__Acinetobacter_indicus hypothetical	protein hypothetical	protein hypothetical	protein HNH	endonuclease	(Fragment) hypothetical	protein Aminoglycoside	3'-phosphotransferase 3'-kinase Cobyric	acid	synthase	CobQ 3'-kinase IS91-like hypothetical	protein Resolvase tetX Dihydrofolate	reductase Ankyrin	repeat	family	protein Membrane	protein Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein HNH	endonuclease	(Fragment) hypothetical	protein 85.6 37
tetX__1868914__Acinetobacter_sp._YH12135 hypothetical	protein Resolvase tetX hypothetical	protein IS26-like Delta-tnp	protein IS3-like TnpA-B YbbK Adenylyltransferase transposase-like hypothetical	protein 85.6 2
tetX__1869289__Acinetobacter_sp._YH12238 Transposase hypothetical	protein Resolvase tetX hypothetical	protein IS26-like Kanamycin	resistance	protein IS3-like TnpA-B YbbK Adenylyltransferase transposase-like Transposase Cro/Cl	family	transcriptional	regulator Nrp hypothetical	protein Cobalt-zinc-cadmium	resistance	protein	CzcD Transglutaminase 85.6 1
tetX__1868700__Acinetobacter_sp._YH12098 hypothetical	protein Resolvase tetX hypothetical	protein IS26-like Kanamycin	resistance	protein IS3-like TnpA-B hypothetical	protein Adenylyltransferase transposase-like Transposase Cro/Cl	family	transcriptional	regulator Nrp hypothetical	protein Cobalt-zinc-cadmium	resistance	protein	CzcD hypothetical	protein Cd(II)/Pb(II)-responsive	transcriptional	regulator hypothetical	protein 85.6 1
tetX__1809517__Acinetobacter_indicus hypothetical	protein hypothetical	protein hypothetical	protein IS91-like hypothetical	protein Resolvase tetX Recombinase	XerD transposase-like Transposon	DNA-invertase IS3-like IS1133	transposase	OrfB Aminoglycoside	3'-phosphotransferase 3'-kinase transposase-like Putative	transposase	OrfB Transposase 85.6 1

tetX__787406__Acinetobacter_indicus hypothetical	protein Acetyltransferase tetX SnoaL-like	domain	protein 3-oxoacyl-[acyl-carrier-protein]	synthase	2 DNA	replication	protein	DnaC Aminoglycoside	3'-phosphotransferase 3'-kinase Tetracycline	resistance	efflux	protein YigZ	family	protein hypothetical	protein 84.0 2
tetX__1901300__Proteus_cibarius hypothetical	protein hypothetical	protein Dihydropteroate	synthase Aminoglycoside	3'-phosphotransferase 3'-kinase IS91-like hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	IV	secretory	pathway	VirD2	component	protein IS91-like GMP	synthase	(glutamine-hydrolyzing) Acetyltransferase tetX hypothetical	protein transposase-like IS6-like hypothetical	protein hypothetical	protein Basic	proline-rich	protein 84.3 1
tetX__1637041__Proteus_columbae hypothetical	protein IS4-like transposase-like hypothetical	protein hypothetical	protein IS91-like GMP	synthase	(glutamine-hydrolyzing) Acetyltransferase tetX hypothetical	protein transposase-like YbbO	protein hypothetical	protein hypothetical	protein Basic	proline-rich	protein Ankyrin	repeat	family	protein hypothetical	protein Kanamycin	resistance	protein Ankyrin	repeat	family	protein Transposase	of	Tn5393-like	transposon,	N-terminal hypothetical	protein 84.0 3
tetX__1901332__Proteus_cibarius hypothetical	protein hypothetical	protein hypothetical	protein Dihydropteroate	synthase hypothetical	protein IS91-like hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	IV	secretory	pathway	VirD2	component	protein IS91-like GMP	synthase	(glutamine-hydrolyzing) Acetyltransferase tetX hypothetical	protein transposase-like IS6-like hypothetical	protein hypothetical	protein Basic	proline-rich	protein 84.3 3

tetX__1637574__Acinetobacter_baumannii hypothetical	protein Aminoglycoside	3'-phosphotransferase 3'-kinase DfrA1 IS91-like hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	IV	secretory	pathway	VirD2	component	protein IS91-like GMP	synthase	[glutamine-hydrolyzing] Acetyltransferase tetX Recombinase	XerD IS91	family	transposase Integrase	core	domain	protein hypothetical	protein hypothetical	protein Transposase IS66-like transposase-like 89.7 1
tetX__751679__Escherichia_coli MFS	transporter hypothetical	protein Methionine	aminopeptidase hypothetical	protein chromate	transport	protein-like hypothetical	protein Dihydropteroate	synthase QACEdelta1	(Fragment) Dihydrofolate	reductase	type	A7 Integrase/recombinase IS91-like RteC	protein tetX Dihydropteroate	synthase QacEdelta1 Streptomycin	3''-adenylyltransferase IntI1-like hypothetical	protein Transposon	Tn1721	resolvase transposase-like hypothetical	protein hypothetical	protein hypothetical	protein 85.0 11
tetX__466701__Salmonella_enterica_subsp._enterica_serovar_Brandenburg Vibriobactin-specific	isochorismatase QACEdelta1	(Fragment) Integrase/recombinase RagB/SusD	family	nutrient	uptake	outer	membrane	protein RteC	protein hypothetical	protein tetX hypothetical	protein 79.4 2
tetX__466507__Salmonella_enterica_subsp._enterica_serovar_Typhimurium hypothetical	protein hypothetical	protein Uncharacterised	protein Ribosomal	RNA	large	subunit	methyltransferase	Cfr hypothetical	protein MerT Periplasmic	mercury	ion-binding	protein Mercuric	reductase Fluoroquinolone	resistance	protein Transcriptional	regulator	protein	MerD Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein RagB/SusD	family	nutrient	uptake	outer	membrane	protein RteC	protein hypothetical	protein tetX Vibriobactin-specific	isochorismatase QACEdelta1	(Fragment) Aminoglycoside	adenylyltransferase Beta-carotene	15,15'-monooxygenase hypothetical	protein Branched-chain	amino	acid	ABC	transporter	permease transposase-like Relaxase	/helicase	(Fragment) hypothetical	protein 79.4 1
tetX__153840__Salmonella_enterica hypothetical	protein rRNA	adenine	N-6-methyltransferase Uncharacterised	protein Orf94 60	kDa	chaperonin	2 IS91-like RteC	protein hypothetical	protein tetX hypothetical	protein Dihydropteroate	synthase QACEdelta1	(Fragment) Aminoglycoside	adenylyltransferase IntI1-like 79.4 7
tetX__1638205__Escherichia_coli Transmembrane	protein	YcaP ABC	transporter	ATP-binding	protein hypothetical	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA hypothetical	protein hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	IV	secretory	pathway	VirD2	component	protein IS91-like tetX Acetyltransferase Ankyrin	repeat	family	protein Lincomycin	nucleotidyltransferase	LinF Homeodomain-like	domain-containing	protein Class	1	integron	integrase	protein	IntI1 Ankyrin	repeat	family	protein ISSod9,	transposase Resolvase Plasmid	partitioning	protein	ParF Plasmid	partitioning	protein	ParG hypothetical	protein IS5-like DNA	distortion	polypeptide	3 Auxiliary	protein	Bis 95.5 5
tetX__1638225__Escherichia_coli Macrolide	2'-phosphotransferase Quinolone	resistance	protein	QnrS2 transposase-like Ankyrin	repeat	family	protein Transposase	and	inactivated	derivatives,	TnpA	family 22	kDa	relaxation	protein Relaxation	protein	MobA hypothetical	protein hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	IV	secretory	pathway	VirD2	component	protein IS91-like tetX Acetyltransferase Insertion	element	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Insertion	element	IS1	protein	InsB Insertion	element	protein Replication	initiation	protein transposase-like Putative	regulatory	protein	Hha hypothetical	protein 95.5 5
tetX__1838824__Escherichia_coli_plasmid tetX Acetyltransferase IS91-like hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein hypothetical	protein Transcriptional	activator,	Rgg/GadR/MutR	family,	C-terminal	domain	protein Transposase Transposase Resolvase Quinolone	resistance	protein	QnrS2 transposase-like Transposase,	IS6	family 95.5 1
tetX__1869043__Acinetobacter_sp._YH12154 hypothetical	protein Twin-arginine	translocation	pathway	signal Lectin	BA14k EF-hand	domain	pair Signal	transduction	protein hypothetical	protein RNA	polymerase	sigma	factor hypothetical	protein IS6-like Transposase	domain	protein	(Fragment) Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE hypothetical	protein IS91-like hypothetical	protein Resolvase tetX Recombinase	XerD IS91-like hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Transposase hypothetical	protein Uncharacterised	protein Reslovase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 85.6 2
tetX__722941__Shigella_flexneri tetX Acetyltransferase transposase-like hypothetical	protein Florfenicol/	chloramphenicol	export	protein	FloR hypothetical	protein transposase-like hypothetical	protein Resolvase Erythromycin	resistance	protein 95.5 1
tetX__1834149__Escherichia_coli_plasmid hypothetical	protein Ankyrin	repeat	family	protein Basic	proline-rich	protein hypothetical	protein hypothetical	protein IS6-like transposase-like Transposase	InsA Transposase/IS	protein IS21-like Putative	transposase tetX Acetyltransferase hypothetical	protein IS91-like hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	IV	secretory	pathway	VirD2	component	protein IS91	family	transposase Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein IS5	family	transposase 95.5 2
tetX__1834158__Escherichia_coli_plasmid hypothetical	protein Ankyrin	repeat	family	protein Aac(3)IV hypothetical	protein hypothetical	protein IS6-like Truncated	transposase Transposase	InsA Transposase/IS	protein IS21-like Putative	transposase tetX Acetyltransferase IS91-like hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	IV	secretory	pathway	VirD2	component	protein IS91	family	transposase Ankyrin	repeat	family	protein TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein Fosfomycin	resistance	protein	FosA 95.5 2

tetX__1803210__Escherichia_coli Plasmid	recombination	enzyme	(Fragment) Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	IV	secretory	pathway	VirD2	component	protein IS91-like tetX Acetyltransferase hypothetical	protein Transposase Replication	protein	RepC hypothetical	protein Mobile	element	protein 95.5 1
tetX__1636139__Escherichia_coli Protein-disulfide	isomerase Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein Putative	transposase hypothetical	protein hypothetical	protein Chloramphenicol	acetyltransferase hypothetical	protein IS91-like tetX Acetyltransferase Transposase hypothetical	protein Ankyrin	repeat	family	protein Alcohol	dehydrogenase Dihydrofolate	reductase	type	V	(Fragment) Integrase	IntI	(Fragment) Integron	integrase Ankyrin	repeat	family	protein Transposase Dihydropteroate	synthase hypothetical	protein hypothetical	protein Replication-associated	protein	RepA hypothetical	protein 95.5 18
tetX__815280__Bacteroides_sp._AF25-18 hypothetical	protein hypothetical	protein tetX hypothetical	protein hypothetical	protein GCN5-related	N-acetyltransferase hypothetical	protein RNA	polymerase	subunit	sigma-70 Uncharacterised	protein hypothetical	protein DNA	binding	domain,	excisionase	family Helix-turn-helix	domain Protein	of	uncharacterised	function	(DUF3408) Mobilization	protein	BmgB hypothetical	protein hypothetical	protein hypothetical	protein 99.5 1
tetX__1884625__Bacteroides_vulgatus DNA	topoisomerase	III PF08989	domain	protein DNA	methylase hypothetical	protein IS982-like tetX Proline	iminopeptidase GIY-YIG	catalytic	domain-containing	protein DGQHR	domain-containing	protein 99.5 1

tetX__1637611__Proteus_cibarius hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Chloramphenicol	acetyltransferase hypothetical	protein IS91-like IS1595-like GMP	synthase	(glutamine-hydrolyzing) Acetyltransferase tetX hypothetical	protein IS91-like hypothetical	protein Florfenicol/	chloramphenicol	export	protein	FloR Putative	membrane	protein hypothetical	protein IS91-like transposase-like 84.0 14
tetX__734964__Escherichia_coli hypothetical	protein Putative	transposase	ORF2 Transposase Dihydropteroate	synthase hypothetical	protein transposase-like tetX Acetyltransferase hypothetical	protein IS91-like IS1006-like hypothetical	protein transposase-like mobility ABC	transporter	ATP-binding	protein hypothetical	protein 95.5 1
tetX__532582__Escherichia_coli RepA Replication	protein	RepC hypothetical	protein Zinc	transporter	ZitB Uncharacterised	protein ArsR	family	transcriptional	regulator Putative	transposase tetX Acetyltransferase transposase-like hypothetical	protein MobC MobA Replication	protein	F 95.5 3

tetX__1868727__Acinetobacter_sp._YH12102 Lipoprotein-releasing	system	transmembrane	subunit	LolE Putative	regulator	protein Transposase	domain	protein	(Fragment) Maltosemaltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE hypothetical	protein IS91-like hypothetical	protein Resolvase tetX Recombinase	XerD 3'-kinase Aminoglycoside	3'-phosphotransferase Transposon	DNA-invertase DNA	replication	protein	DnaC IS21-like transposase-like hypothetical	protein 85.6 1
tetX__532518__Myroides_odoratimimus hypothetical	protein hypothetical	protein Tyrosine-protein	phosphatase	YwqE hypothetical	protein Phosphatidylserine	synthase hypothetical	protein ISXO2-like	transposase	domain-containing	protein Putative	IclR	family	transcriptional	regulator IS1595-like-like hypothetical	protein IS30-like tetX Integrase IS91-like Erythromycin	esterase hypothetical	protein RNA-directed	DNA	polymerase	(Reverse	transcriptase) Florfenicol/	chloramphenicol	export	protein	FloR Acetyltransferase hypothetical	protein 99.5 1
tetX__801088__Chryseobacterium_sp._KBW03 hypothetical	protein tetX Erythromycin	esterase rRNA	adenine	N-6-methyltransferase	(Fragment) hypothetical	protein 99.5 1
tetX__508910__Odoribacter_laneus hypothetical	protein hypothetical	protein 8-amino-7-oxononanoate	synthase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein tetX Erythromycin	esterase hypothetical	protein hypothetical	protein Transport	permease	protein hypothetical	protein ATP	synthase	subunit	delta hypothetical	protein IS1595-like-like Undecaprenyl-phosphate	glucose	phosphotransferase hypothetical	protein hypothetical	protein 99.5 8
tetX__1804841__Butyricimonas_paravirosa hypothetical	protein tetX Erythromycin	esterase Streptomycin	aminoglycoside	6-adenyltransferase rRNA	adenine	N-6-methyltransferase	(Fragment) Beta-lactamase hypothetical	protein 99.5 1
tetX__710991__Riemerella_anatipestifer_RA-CH-2 Beta-lactamase Chloramphenicol	acetyltransferase Dihydrofolate	reductase Erythromycin	esterase Chloramphenicol	acetyltransferase Streptomycin	aminoglycoside	6-adenyltransferase Beta-lactamase LinF hypothetical	protein tetX hypothetical	protein hypothetical	protein TPR	repeat	protein hypothetical	protein Helix-turn-helix	domain-containing	protein Addiction	module	toxin	RelE Polysaccharide	biosynthesis	protein hypothetical	protein Aconitase Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase hypothetical	protein 90.7 1
tetX__1830034__Riemerella_anatipestifer tetX Erythromycin	esterase Chloramphenicol	acetyltransferase Dihydrofolate	reductase hypothetical	protein 99.0 2
tetX__710780__Riemerella_anatipestifer_RA-GD hypothetical	protein Ferri-bacillibactin	esterase	BesA hypothetical	protein hypothetical	protein TetX LinF Streptomycin	aminoglycoside	6-adenyltransferase TetX Beta-lactamase hypothetical	protein hypothetical	protein tetX Polysaccharide	biosynthesis	protein hypothetical	protein Aconitase Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase hypothetical	protein Ribosomal	RNA	small	subunit	methyltransferase	B Dipeptidase hypothetical	protein 93.6 3
tetX__1866432__Riemerella_anatipestifer hypothetical	protein Cation	efflux	family	protein Putative	transcriptional	regulator	with	C-terminal	CBS	domains/Predicted	transcriptional	regulatorAddiction	module	toxin	RelE Copper	oxidase Heavy	metal	transport/detoxification	protein AraC	family	transcriptional	regulator Mercury	transporter hypothetical	protein hypothetical	protein TetX tetX LinF Polysaccharide	biosynthesis	protein hypothetical	protein Aconitase Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Ribosomal	RNA	small	subunit	methyltransferase	B 99.0 2
tetX__672639__Riemerella_anatipestifer Beta-lactamase Beta-lactamase hypothetical	protein hypothetical	protein tetX Polysaccharide	biosynthesis	protein hypothetical	protein Aconitase Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Ribosomal	RNA	small	subunit	methyltransferase	B hypothetical	protein hypothetical	protein 90.7 1
tetX__672649__Riemerella_anatipestifer hypothetical	protein Copper	oxidase Heavy	metal	transport/detoxification	protein AraC	family	transcriptional	regulator hypothetical	protein hypothetical	protein Beta-lactamase Acetyltransferase rRNA	adenine	N-6-methyltransferase	(Fragment) Streptomycin	aminoglycoside	6-adenyltransferase tetX Beta-lactamase Polysaccharide	biosynthesis	protein hypothetical	protein Aconitase Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Ribosomal	RNA	small	subunit	methyltransferase	B NAD-dependent	aldehyde	dehydrogenase 90.7 2

tetX__1843211__Riemerella_anatipestifer tetX Polysaccharide	biosynthesis	protein hypothetical	protein Aconitase Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Ribosomal	RNA	small	subunit	methyltransferase	B hypothetical	protein hypothetical	protein 99.2 1
tetX__1843153__Riemerella_anatipestifer hypothetical	protein transposase-like hypothetical	protein hypothetical	protein Acetyltransferase	domain	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein tetX Erythromycin	esterase TetX hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Polysaccharide	biosynthesis	protein hypothetical	protein Aconitate	hydratase 99.2 7
tetX__746809__Riemerella_anatipestifer_CH3 hypothetical	protein hypothetical	protein Membrane	protease	subunit,	stomatin/prohibitin	family,	contains	C-terminal	Zn-ribbon	domain hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Zeta	toxin Cadmium,	cobalt	and	zinc/H(+)-K(+)	antiporter tetX Beta-lactamase hypothetical	protein Chloramphenicol	acetyltransferase Dihydrofolate	reductase Beta-lactamase Streptomycin	aminoglycoside	6-adenyltransferase hypothetical	protein Polysaccharide	biosynthesis	protein hypothetical	protein 90.7 4
tetX__710938__Riemerella_anatipestifer_RA-CH-1 hypothetical	protein hypothetical	protein hypothetical	protein Membrane	protease	subunit,	stomatin/prohibitin	family,	contains	C-terminal	Zn-ribbon	domain hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Zeta	toxin Cadmium,	cobalt	and	zinc/H(+)-K(+)	antiporter tetX Beta-lactamase Acetyltransferase rRNA	adenine	N-6-methyltransferase	(Fragment) Streptomycin	aminoglycoside	6-adenyltransferase TetX Beta-lactamase Polysaccharide	biosynthesis	protein hypothetical	protein hypothetical	protein 94.8 1
tetX__1843208__Riemerella_anatipestifer hypothetical	protein Zeta	toxin Cadmium,	cobalt	and	zinc/H(+)-K(+)	antiporter tetX Beta-lactamase Acetyltransferase rRNA	adenine	N-6-methyltransferase	(Fragment) Streptomycin	aminoglycoside	6-adenyltransferase TetX Beta-lactamase Polysaccharide	biosynthesis	protein hypothetical	protein hypothetical	protein 94.8 1

tetX__1843150__Riemerella_anatipestifer Cadmium,	cobalt	and	zinc/H(+)-K(+)	antiporter tetX hypothetical	protein Streptomycin	aminoglycoside	6-adenyltransferase Beta-lactamase Polysaccharide	biosynthesis	protein hypothetical	protein hypothetical	protein Aconitase Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase hypothetical	protein 99.2 1
tetX__1843073__Riemerella_anatipestifer hypothetical	protein Beta-lactamase Acetyltransferase Streptomycin	aminoglycoside	6-adenyltransferase Rifampin	ADP-ribosyl	transferase DNA-binding	transcriptional	regulator,	MarR	family rRNA	adenine	N-6-methyltransferase	(Fragment) Lipoprotein-releasing	system	transmembrane	subunit	LolE Acetyltransferase Beta-lactamase hypothetical	protein hypothetical	protein tetX Polysaccharide	biosynthesis	protein hypothetical	protein hypothetical	protein Aconitase Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Ribosomal	RNA	small	subunit	methyltransferase	B Contig	15,	whole	genome	shotgun	sequence hypothetical	protein hypothetical	protein 99.0 1
tetX__1638671__Myroides_phaeus hypothetical	protein hypothetical	protein hypothetical	protein Rifampin	ADP-ribosyl	transferase DNA-binding	transcriptional	regulator,	MarR	family Chloramphenicol	acetyltransferase TetX hypothetical	protein IS91-like hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Putative	membrane	protein,	putative	permease	(EamA	domain),	type	1 tetX Integrase	family	protein Putative	acetyltransferase Chaperone	protein	DnaK hypothetical	protein hypothetical	protein hypothetical	protein DNA	glycosylase TIGR02453	family	protein Glutamine	cyclotransferase 99.5 5
tetX__1634901__Sphingobacterium_hotanense Streptomycin	aminoglycoside	6-adenyltransferase LinF hypothetical	protein Rifampin	ADP-ribosyl	transferase DNA-binding	transcriptional	regulator,	MarR	family hypothetical	protein hypothetical	protein Beta-lactamase Chloramphenicol	acetyltransferase IS1182-like TetX tetX Integron	integrase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.7 4
tetX__1637562__Chryseobacterium_sp. hypothetical	protein DNA	primase hypothetical	protein hypothetical	protein IS91-like hypothetical	protein hypothetical	protein Streptomycin	aminoglycoside	6-adenyltransferase Chloramphenicol	acetyltransferase Erythromycin	esterase tetX LinF Integrase GNAT	family	N-acetyltransferase IS1595-like-like hypothetical	protein ISXO2-like	transposase	domain-containing	protein hypothetical	protein hypothetical	protein hypothetical	protein Mobilisation	protein	(MobC) hypothetical	protein 99.5 2
tetX__551835__Empedobacter_sp._UBA3239 tetX Erythromycin	esterase ABC	transporter	related	protein 99.5 1
tetX__1884653__Bacteroides_vulgatus Erythromycin	esterase Streptomycin	aminoglycoside	6-adenyltransferase Chloramphenicol	acetyltransferase Acetyltransferase tetX Proline	iminopeptidase GIY-YIG	catalytic	domain-containing	protein DGQHR	domain-containing	protein 99.5 2
tetX__1884706__Bacteroides_vulgatus hypothetical	protein tetX Proline	iminopeptidase GIY-YIG	catalytic	domain-containing	protein DGQHR	domain-containing	protein 99.5 1

tetX__502710__Bacteroides_fragilis hypothetical	protein TetX DNA-binding	protein hypothetical	protein tetX 99.5 3
tetX__63556__Campylobacter_coli rRNA	adenine	N-6-methyltransferase	(Fragment) tetX Acetyltransferase hypothetical	protein 96.4 1

tetX__669262__Bacteroides_ovatus Plasmid	recombination	enzyme	(Fragment) hypothetical	protein Exodeoxyribonuclease	X rRNA	adenine	N-6-methyltransferase	(Fragment) tetX Uncharacterised	protein Putative	transmembrane	exported	lipoprotein	lipid	attachment-releated hypothetical	protein Uncharacterised	protein Arylsulfatase	A hypothetical	protein hypothetical	protein hypothetical	protein Glycosyl	hydrolases	family	43 99.7 1
tetX__815336__Bacteroides_sp._AM26-2 UPF0102	protein	ERS852421	03261 Predicted	DNA-binding	protein,	MmcQ/YjbR	family Biotin--[acetyl-CoA-carboxylase]	ligase Beta-galactosidase Transposase Uncharacterised	protein hypothetical	protein Plasmid	recombination	enzyme	(Fragment) hypothetical	protein hypothetical	protein rRNA	adenine	N-6-methyltransferase	(Fragment) tetX Exodeoxyribonuclease	X Uncharacterised	protein Putative	transmembrane	exported	lipoprotein	lipid	attachment-releated O-Glycosyl	hydrolase RagB/SusD	domain-containing	protein Outer	membrane	cobalamin	receptor	protein Uncharacterised	protein 99.7 3
tetX__813833__Bacteroides_stercoris hypothetical	protein hypothetical	protein Choline-sulfatase Glycosyl	hydrolases	family	43 Transposase Uncharacterised	protein hypothetical	protein Plasmid	recombination	enzyme	(Fragment) hypothetical	protein hypothetical	protein rRNA	adenine	N-6-methyltransferase	(Fragment) tetX Exodeoxyribonuclease	X Uncharacterised	protein Putative	transmembrane	exported	lipoprotein	lipid	attachment-releated hypothetical	protein hypothetical	protein Sulfatase hypothetical	protein hypothetical	protein Glycosyl	hydrolase,	family	88 Endonuclease/exonuclease/phosphatase	family	protein hypothetical	protein S-adenosylmethionine	synthase 99.7 1
tetX__877926__Bacteroides_intestinalis hypothetical	protein Uncharacterised	protein Uncharacterised	protein Putative	transmembrane	protein Uncharacterised	protein Integrase Type	I	restriction	modification	DNA	specificity	domain	protein Type	I	restriction	modification	DNA	specificity	domain	protein	(Fragment) hypothetical	protein hypothetical	protein Transcription	termination/antitermination	factor	NusG Tat	pathway	signal	sequence	domain	protein rRNA	adenine	N-6-methyltransferase	(Fragment) tetX hypothetical	protein DNA-damage-inducible	protein	D Type	I	restriction-modification	system,	M	subunit T5orf172	domain Type-1	restriction	enzyme	R	protein DNA-binding	helix-turn-helix	protein Protein	of	uncharacterised	function	(DUF2971) ATP-binding	protein 99.5 4

tetX__1878989__Prevotella_copri hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcription	termination/antitermination	factor	NusG Tat	pathway	signal	sequence	domain	protein Transposase	DDE	domain rRNA	adenine	N-6-methyltransferase	(Fragment) tetX IS4351-like Uncharacterised	protein Elongation	factor	Tu	GTP	binding	domain	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.7 3
tetX__1884486__Bacteroides_uniformis hypothetical	protein Bacteroides	conjugative	transposon	TraJ	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcription	termination/antitermination	factor	NusG Tat	pathway	signal	sequence	domain	protein Transposase	DDE	domain rRNA	adenine	N-6-methyltransferase	(Fragment) tetX Uncharacterised	protein Elongation	factor	Tu	GTP	binding	domain	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein hypothetical	protein Integrase 99.7 33
tetX__1884488__Bacteroides_uniformis hypothetical	protein Bacteroides	conjugative	transposon	TraJ	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcription	termination/antitermination	factor	NusG Tat	pathway	signal	sequence	domain	protein Transposase	DDE	domain rRNA	adenine	N-6-methyltransferase	(Fragment) tetX Uncharacterised	protein Elongation	factor	Tu	GTP	binding	domain	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein hypothetical	protein Integrase 99.7 2

tetX__1884503__Bacteroides_uniformis hypothetical	protein tetX Uncharacterised	protein hypothetical	protein 99.7 1
tetX__813619__Prevotella_copri hypothetical	protein Contig75,	whole	genome	shotgun	sequence Contig75,	whole	genome	shotgun	sequence hypothetical	protein hypothetical	protein hypothetical	protein Transcription	termination/antitermination	factor	NusG Tat	pathway	signal	sequence	domain	protein hypothetical	protein rRNA	adenine	N-6-methyltransferase	(Fragment) tetX IS4351-like Uncharacterised	protein hypothetical	protein hypothetical	protein transposase-like Elongation	factor	Tu	GTP	binding	domain	protein 99.7 1

tetX__813944__Parabacteroides_merdae Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein transposase-like hypothetical	protein hypothetical	protein Transcription	termination/antitermination	factor	NusG Tat	pathway	signal	sequence	domain	protein rRNA	adenine	N-6-methyltransferase	(Fragment) tetX IS4351-like 99.5 1
tetX__672186__Prevotella_lascolaii Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcription	termination/antitermination	factor	NusG Tat	pathway	signal	sequence	domain	protein Transposase	DDE	domain rRNA	adenine	N-6-methyltransferase	(Fragment) tetX Uncharacterised	protein hypothetical	protein Virulence	protein Tyrosine	recombinase	XerD 6,7-dimethyl-8-ribityllumazine	synthase Tetratricopeptide	repeat	protein DNA	replication	and	repair	protein	RecF PF05258	family	protein 5-formyltetrahydrofolate	cyclo-ligase Peptidase	S41 hypothetical	protein 99.7 1

tetX__1834996__Bacteroides_fragilis_plasmid hypothetical	protein hypothetical	protein hypothetical	protein DNA-invertase hypothetical	protein hypothetical	protein CobQ/CobB/MinD/ParA	nucleotide	binding	domain	protein Bacterial	mobilization	protein	MobC Relaxase/mobilization	nuclease	domain	protein hypothetical	protein hypothetical	protein hypothetical	protein rRNA	adenine	N-6-methyltransferase	(Fragment) tetX Protein	of	uncharacterised	function	(DUF2582) Protein	of	uncharacterised	function	(DUF2582) Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2874) hypothetical	protein hypothetical	protein Helix-turn-helix	family	protein hypothetical	protein hypothetical	protein hypothetical	protein Resolvase,	N	terminal	domain	protein Bacterial	PH	domain	protein hypothetical	protein 99.7 5
tetX__597296__Bacteroides_vulgatus_str._3775_SL Site-specific	recombinase,	phage	integrase	family RhuM	protein Putative	integrase hypothetical	protein DNA	binding	domain-containing	protein,	excisionase	family AAA	domain-containing	protein Toprim-like MobB	protein MobA	protein Uncharacterised	protein Streptomycin	aminoglycoside	6-adenyltransferase tetX TetX Putative	membrane	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein IstB-like	ATP-binding	protein IS21-like DUF	based	on	B.	Theta	Gene	description Pyroglutamyl-peptidase	I AphA7 99.2 1
tetX__1876143__Bacteroides_fragilis Site-specific	recombinase,	phage	integrase	family RhuM	protein Putative	integrase hypothetical	protein DNA	binding	domain-containing	protein,	excisionase	family AAA	domain-containing	protein Toprim-like MobB	protein MobA	protein Uncharacterised	protein Streptomycin	aminoglycoside	6-adenyltransferase tetX TetX hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Single-stranded	DNA-binding	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein YolD-like	protein hypothetical	protein 99.5 9
tetX__901018__Bacteroides_thetaiotaomicron Putative	integrase hypothetical	protein DNA	binding	domain-containing	protein,	excisionase	family IS110-like AAA	domain-containing	protein Toprim-like MobB	protein MobA	protein Uncharacterised	protein Streptomycin	aminoglycoside	6-adenyltransferase tetX TetX Vitamin	B12-dependent	ribonucleotide	reductase 4-alpha-glucanotransferase Fucose	4-O-acetylase Glycosyl	transferase 7,8-dihydroneopterin	aldolase 99.5 1
tetX__1884910__Bacteroides_xylanisolvens Putative	integrase hypothetical	protein DNA	binding	domain-containing	protein,	excisionase	family IS110-like AAA	domain-containing	protein Toprim-like MobB	protein MobA	protein Uncharacterised	protein Streptomycin	aminoglycoside	6-adenyltransferase tetX TetX rRNA	adenine	N-6-methyltransferase	(Fragment) Integron	integrase DNA	binding	domain,	excisionase	family DNA	binding	domain,	excisionase	family Helix-turn-helix	domain	protein PF13351	family	protein hypothetical	protein 99.5 18
tetX__1602849__Bacteroides_salyersiae Site-specific	recombinase,	phage	integrase	family RhuM	protein Putative	integrase hypothetical	protein DNA	binding	domain-containing	protein,	excisionase	family AAA	domain-containing	protein Toprim-like MobB	protein MobA	protein Uncharacterised	protein Streptomycin	aminoglycoside	6-adenyltransferase tetX TetX rRNA	adenine	N-6-methyltransferase	(Fragment) Integron	integrase DNA	binding	domain,	excisionase	family DNA	binding	domain,	excisionase	family Helix-turn-helix	domain	protein PF13351	family	protein DNA	topoisomerase PF08989	domain	protein 99.5 9
tetX__586186__Parabacteroides_sp._20_3 Site-specific	recombinase,	phage	integrase	family RhuM	protein Putative	integrase hypothetical	protein DNA	binding	domain-containing	protein,	excisionase	family AAA	domain-containing	protein Toprim-like MobB	protein MobA	protein Uncharacterised	protein Streptomycin	aminoglycoside	6-adenyltransferase tetX Cystathionine	beta-lyase rRNA	adenine	N-6-methyltransferase	(Fragment) Integron	integrase DNA	binding	domain,	excisionase	family DNA	binding	domain,	excisionase	family Helix-turn-helix	domain	protein PF13351	family	protein hypothetical	protein 99.5 4

tetX__479331__Parabacteroides_distasonis Gamma-glutamyl	phosphate	reductase RhuM	protein Putative	integrase hypothetical	protein DNA	binding	domain-containing	protein,	excisionase	family AAA	domain-containing	protein Toprim-like MobB	protein MobA	protein Uncharacterised	protein hypothetical	protein tetX Cystathionine	beta-lyase Adenylosuccinate	synthetase ISAs1-like hypothetical	protein RNA-directed	DNA	polymerase DNA	methylase hypothetical	protein 99.5 1
tetX__828952__Flavobacterium_viscosus hypothetical	protein tetX Beta-lactamase 99.5 1
tetX__672199__Vaginella_massiliensis hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Beta-lactamase hypothetical	protein hypothetical	protein Ion	channel ISL3-like Toxin	ParE1/3/4 Antitoxin	ParD1/3/4 tetX hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Erythromycin	esterase Beta-lactamase hypothetical	protein hypothetical	protein hypothetical	protein Cation	transporter hypothetical	protein 94.6 1

tetX__1843214__Riemerella_anatipestifer tetX Beta-lactamase 93.8 1
tetX__1636887__Empedobacter_brevis hypothetical	protein hypothetical	protein LinF hypothetical	protein Rifampin	ADP-ribosyl	transferase DNA-binding	transcriptional	regulator,	MarR	family HTH-type	transcriptional	regulator	/	antitoxin	HigA mRNA	interferase	HigB hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein tetX Chloramphenicol	acetyltransferase Transcriptional	regulator hypothetical	protein 97.4 2
tetX__525285__Riemerella_anatipestifer hypothetical	protein hypothetical	protein Transcription	activator	effector	binding	protein hypothetical	protein Streptomycin	aminoglycoside	6-adenyltransferase Acetyltransferase hypothetical	protein hypothetical	protein tetX hypothetical	protein hypothetical	protein N-acetyltransferase	GCN5 Beta-lactamase Uncharacterized	protein	YgaM Addiction	module	toxin	RelE Possible	lipooligosaccharide	N-acetylglucosamine	glycosyltransferase hypothetical	protein Chloramphenicol	acetyltransferase Dihydrofolate	reductase IS1-like 94.8 1
tetX__1852392__Lewinella_sp._W8 hypothetical	protein hypothetical	protein TetX Streptomycin	aminoglycoside	6-adenyltransferase Dihydrofolate	reductase tetX hypothetical	protein Catechol	2,3-dioxygenase Chloramphenicol	acetyltransferase Dihydropteroate	synthase NHL	repeat	containing	protein Aminodeoxyfutalosine	synthase Phosphoglycerate	mutase Chorismate	dehydratase hypothetical	protein 99.5 1
tetX__672657__Riemerella_anatipestifer hypothetical	protein hypothetical	protein Heavy	metal	transport/detoxification	protein AraC	family	transcriptional	regulator Mercury	transporter hypothetical	protein hypothetical	protein Cation	efflux	family	protein Ferri-bacillibactin	esterase	BesA hypothetical	protein tetX hypothetical	protein hypothetical	protein rRNA	adenine	N-6-methyltransferase	(Fragment) Chloramphenicol	acetyltransferase Dihydrofolate	reductase Transcriptional	regulator Toxin	RelE Penicillin	binding	protein	transpeptidase	domain-containing	protein Streptomycin	aminoglycoside	6-adenyltransferase Putative	membrane	spanning	protein Beta-lactamase hypothetical	protein hypothetical	protein 94.3 1
tetX__749035__Myroides_odoratimimus hypothetical	protein ATP-dependent	endonuclease hypothetical	protein Cellulose	biosynthesis	protein	BcsQ Conjugal	transfer	protein	TraB Conjugal	transfer	protein	TraB hypothetical	protein hypothetical	protein Conjugal	transfer	protein Conjugal	transfer	protein	TraF Bacteroides	conjugation	system	ATPase,	TraG	family IS1595-like-like hypothetical	protein tetX Integrase IS91-like Chloramphenicol	acetyltransferase hypothetical	protein ATP	synthase	subunit	delta Beta-lactamase hypothetical	protein hypothetical	protein Integrase IS91-like hypothetical	protein Tra 99.5 1
tetX__749045__Myroides_odoratimimus hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein IS1595-like-like hypothetical	protein tetX Integrase IS91-like Chloramphenicol	acetyltransferase Integrase IS91-like Streptomycin	aminoglycoside	6-adenyltransferase Integrase IS91-like Streptomycin	aminoglycoside	6-adenyltransferase 99.5 1
tetX__749036__Myroides_odoratimimus N-6	DNA	methylase hypothetical	protein Serine/threonine	protein	kinase hypothetical	protein IS1595-like-like hypothetical	protein tetX Integrase IS91-like Erythromycin	esterase hypothetical	protein Integrase IS91-like Streptomycin	aminoglycoside	6-adenyltransferase Integrase Transposase hypothetical	protein 99.5 1
tetX__746467__Bacteroides_sp._KCTC_15687 hypothetical	protein hypothetical	protein RepB	family	plasmid	replication	initiator	protein hypothetical	protein Bacterial	mobilization	protein	MobC hypothetical	protein Putative	ParA-related	protein hypothetical	protein Putative	transcriptional	regulator Glycine	C-acetyltransferase IS1595-like-like hypothetical	protein tetX hypothetical	protein IS1380-like hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Chromosome-partitioning	ATPase Uncharacterised	protein Virulence	RhuM	family	protein DNA-invertase	hin hypothetical	protein 99.5 4
tetX__1813440__Empedobacter_stercoris 3-hydroxyacyl-CoA	dehydrogenase Four	helix	bundle	protein Acetyl-CoA	acyltransferase Butyryl-CoA	dehydrogenase hypothetical	protein NAD-dependent	protein	deacylase hypothetical	protein Tyrosine	recombinase	XerC Putative	low-complexity	protein tetX hypothetical	protein 99.5 1

tetX__661286__Pedobacter_sp._Hv1 hypothetical	protein Semialdehyde	dehydrogenase Deaminase Glyoxalase hypothetical	protein Peptidase Transcriptional	regulator,	AraC	family DegV	family	protein Acetyltransferase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein tetX hypothetical	protein NADPH-quinone	reductase Cyclic	nucleotide-binding	protein hypothetical	protein SnoaL-like	domain	protein 3-oxoacyl-[acyl-carrier-protein]	synthase	2 hypothetical	protein Relaxase Mobilisation	protein	(MobC) Conjugal	transfer	protein	TraB MFS	transporter hypothetical	protein Resolvase 81.4 1
tetX__551612__Sphingobacteriaceae_bacterium_UBA2059 Site-specific	recombinase	XerD hypothetical	protein hypothetical	protein Histidine	kinase-,	DNA	gyrase	B-,	and	HSP90-like	ATPase DNA	(Cytosine-5)-methyltransferase	1 Very	short	patch	repair	endonuclease DNA-binding	transcriptional	regulator,	XRE-family	HTH	domain hypothetical	protein RteC	protein tetX hypothetical	protein 3-oxoacyl-[acyl-carrier-protein]	synthase	2 hypothetical	protein Nicotinamidase/pyrazinamidase Relaxase/mobilization	nuclease	domain	protein Mobilisation	protein	(MobC) hypothetical	protein Resolvase 84.2 1
tetX__911748__Apibacter_muscae hypothetical	protein Outer	membrane	receptor	for	ferrienterochelin	and	colicins Iron	(Metal)	dependent	repressor,	DtxR	family hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein tetX hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.5 1
tetX__510204__Elizabethkingia_anophelis hypothetical	protein Integrase hypothetical	protein hypothetical	protein hypothetical	protein PF12964	family	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA	primase hypothetical	protein Chloramphenicol	acetyltransferase tetX Penicillin	binding	protein	transpeptidase	domain-containing	protein Beta-lactamase hypothetical	protein Mercuric	reductase Copper	chaperone	CopZ Putative	transcriptional	regulator LinF 99.7 2
tetX__1639794__Chryseobacterium_sp._POL2 Transposase hypothetical	protein hypothetical	protein hypothetical	protein Toxin	YoeB hypothetical	protein CarboxypepD	reg-like	domain-containing	protein Transposase	(Fragment) hypothetical	protein hypothetical	protein tetX hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transposase	(Fragment) Plasmid	stabilization	system	protein hypothetical	protein Transposase	(Fragment) Proline	iminopeptidase 99.7 1

tetX__813465__Bacteroides_stercoris hypothetical	protein hypothetical	protein tetX hypothetical	protein hypothetical	protein Uncharacterised	protein RteC	protein Riboflavin	biosynthesis	protein	RibD	C-terminal	domain	protein AAA	domain	family	protein hypothetical	protein Sensor	protein	evgS Tetracycline	resistance	protein	TetQ 99.5 1
tetX__829485__Flavobacterium_tangerina Site-specific	recombinase	XerD hypothetical	protein hypothetical	protein hypothetical	protein CHC2	zinc	finger Mobilization	protein Mobilization	protein hypothetical	protein tetX hypothetical	protein LinF 99.5 1

tetX__661565__Chryseobacterium_greenlandense tetX 99.5 1
tetX__919667__Bacteroides_fragilis DNA-binding	helix-turn-helix	protein rRNA	adenine	N-6-methyltransferase	(Fragment) tetX hypothetical	protein hypothetical	protein hypothetical	protein Mobilization	protein	BmgA Bacterial	mobilisation	protein	(MobC) DNA	primase hypothetical	protein Uncharacterised	protein Virulence	protein Phage	integrase	family	protein 99.7 1
tetX__814228__Bacteroides_sp._3_1_33FAA Methyltransferase Uncharacterised	protein Uncharacterised	protein Putative	DNA-directed	RNA	polymerase	alpha	chain hypothetical	protein hypothetical	protein hypothetical	protein Transcription	termination/antitermination	factor	NusG Tat	pathway	signal	sequence	domain	protein rRNA	adenine	N-6-methyltransferase	(Fragment) tetX IS4351-like 99.5 1
tetX__813941__Bacteroides_vulgatus tetX IS4351-like IS1380-like hypothetical	protein hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein hypothetical	protein Integrase Excisionase	family	DNA	binding	domain-containing	protein 99.5 1
tetX__592952__Bacteroides_fragilis_CL07T00C01 hypothetical	protein Uncharacterised	protein Bacteroides	conjugative	transposon	TraJ	protein Bacteroides	conjugative	transposon	TraK	protein hypothetical	protein Bacteroides	conjugative	transposon	TraM	protein Bacteroides	conjugative	transposon	TraN	protein Conjugative	transposon	protein	TraO DUF	based	on	B.	Theta	Gene	description Lysozyme Site-specific	recombinase	XerD hypothetical	protein rRNA	adenine	N-6-methyltransferase	(Fragment) tetX IS4351-like Uncharacterised	protein Tetracycline	resistance	protein	TetQ Helicase	conserved	C-terminal	domain	protein 99.7 1
tetX__653728__Bacteroides_fragilis hypothetical	protein Membrane	protein Chemotaxis	protein	CheY Glycosyl	transferase hypothetical	protein Bacterial	transferase	hexapeptide	family	protein Helix-turn-helix	transcriptional	regulator IS4351-like rRNA	adenine	N-6-methyltransferase	(Fragment) tetX IS4351-like Uncharacterised	protein Elongation	factor	Tu	GTP	binding	domain	protein hypothetical	protein 99.7 2
tetX__56707__Campylobacter_coli hypothetical	protein Sodium/hydrogen	exchanger	family	protein Transcriptional	regulator,	MerR	family Co-chaperone-curved	DNA	binding	protein	A RND	transporter Chemotaxis	protein	CheY Histidine	kinase Transposase	and	inactivated	derivatives IS982-like Acetyltransferase tetX rRNA	adenine	N-6-methyltransferase	(Fragment) Aminoglycoside	nucleotidyltransferase,	putative hypothetical	protein hypothetical	protein Type-1	restriction	enzyme	R	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Cytochrome	c-553 hypothetical	protein 96.4 1
tetX__773676__Bacteroides_cutis hypothetical	protein Resolvase,	N	terminal	domain	protein hypothetical	protein hypothetical	protein hypothetical	protein Helix-turn-helix	family	protein hypothetical	protein hypothetical	protein Protein	of	uncharacterised	function	(DUF2874) Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2582) Protein	of	uncharacterised	function	(DUF2582) tetX rRNA	adenine	N-6-methyltransferase	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein Relaxase/mobilization	nuclease	domain	protein Bacterial	mobilization	protein	MobC CobQ/CobB/MinD/ParA	nucleotide	binding	domain	protein hypothetical	protein hypothetical	protein DNA-invertase hypothetical	protein hypothetical	protein hypothetical	protein 99.5 3
tetX__813205__Parabacteroides_merdae hypothetical	protein hypothetical	protein hypothetical	protein DNA	topoisomerase	I hypothetical	protein Integration	host	factor	subunit	beta hypothetical	protein hypothetical	protein hypothetical	protein Putative	plasmid	transfer	protein Transcriptional	regulator Uncharacterised	protein hypothetical	protein tetX rRNA	adenine	N-6-methyltransferase	(Fragment) IS4351-like hypothetical	protein hypothetical	protein 99.7 2
tetX__1597832__Bacteroidaceae_bacterium Virulence	protein DNA	binding	domain,	excisionase	family Helix-turn-helix	domain	protein Uncharacterised	protein PF13351	family	protein DNA	topoisomerase	III SnoaL-like	polyketide	cyclase hypothetical	protein Elongation	factor	Tu	GTP	binding	domain	protein Uncharacterised	protein tetX hypothetical	protein 99.7 1
tetX__876522__Bacteroides_sp._AM54-2NS hypothetical	protein IS4351-like tetX rRNA	adenine	N-6-methyltransferase	(Fragment) Prephenate	dehydratase Aminotransferase Phospho-2-dehydro-3-deoxyheptonate	aldolase Prephenate	dehydratase DNA	primase GTP	cyclohydrolase	1 Cell	division	protein Triosephosphate	isomerase 99.7 1
tetX__932255__uncultured_Prevotella_sp. tetX rRNA	adenine	N-6-methyltransferase	(Fragment) Tat	pathway	signal	sequence	domain	protein Transcription	termination/antitermination	factor	NusG hypothetical	protein hypothetical	protein hypothetical	protein Single-stranded	DNA-binding	protein hypothetical	protein Lactoylglutathione	lyase Threonine--tRNA	ligase 99.5 1
tetX__652412__Parabacteroides_goldsteinii IS4351-like tetX rRNA	adenine	N-6-methyltransferase	(Fragment) Tat	pathway	signal	sequence	domain	protein Transcription	termination/antitermination	factor	NusG hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Methyltransferase 99.5 1
tetX__606970__Bacteroides_fragilis hypothetical	protein Uncharacterised	protein IS4351-like tetX rRNA	adenine	N-6-methyltransferase	(Fragment) Transposase	DDE	domain Tat	pathway	signal	sequence	domain	protein Transcription	termination/antitermination	factor	NusG hypothetical	protein hypothetical	protein hypothetical	protein Putative	DNA-directed	RNA	polymerase	alpha	chain Predicted	ATPase Uncharacterised	protein 99.7 2
tetX__646164__Bacteroides_uniformis tetX rRNA	adenine	N-6-methyltransferase	(Fragment) Tat	pathway	signal	sequence	domain	protein Transcription	termination/antitermination	factor	NusG hypothetical	protein hypothetical	protein hypothetical	protein Putative	DNA-directed	RNA	polymerase	alpha	chain Predicted	ATPase Uncharacterised	protein Methyltransferase 99.5 2

tetX__1884501__Bacteroides_uniformis Integrase hypothetical	protein hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Elongation	factor	Tu	GTP	binding	domain	protein Uncharacterised	protein tetX rRNA	adenine	N-6-methyltransferase	(Fragment) Transposase	DDE	domain Tat	pathway	signal	sequence	domain	protein Transcription	termination/antitermination	factor	NusG hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Bacteroides	conjugative	transposon	TraJ	protein hypothetical	protein99.7 4
tetX__1884494__Bacteroides_uniformis tetX rRNA	adenine	N-6-methyltransferase	(Fragment) Transposase	DDE	domain Tat	pathway	signal	sequence	domain	protein Transcription	termination/antitermination	factor	NusG hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Bacteroides	conjugative	transposon	TraJ	protein hypothetical	protein 99.7 3

tetX__592955__Bacteroides_fragilis_CL07T12C05 Helicase	conserved	C-terminal	domain	protein Tetracycline	resistance	protein	TetQ Uncharacterised	protein IS4351-like tetX rRNA	adenine	N-6-methyltransferase	(Fragment) hypothetical	protein Site-specific	recombinase	XerD Lysozyme DUF	based	on	B.	Theta	Gene	description Conjugative	transposon	protein	TraO Bacteroides	conjugative	transposon	TraN	protein Bacteroides	conjugative	transposon	TraM	protein hypothetical	protein Bacteroides	conjugative	transposon	TraK	protein Bacteroides	conjugative	transposon	TraJ	protein Uncharacterised	protein hypothetical	protein 99.7 1
tetX__653725__Bacteroides_fragilis Helicase	conserved	C-terminal	domain	protein Elongation	factor	Tu	GTP	binding	domain	protein Uncharacterised	protein IS4351-like tetX rRNA	adenine	N-6-methyltransferase	(Fragment) IS4351-like ATPase/histidine	kinase/DNA	gyrase	B/HSP90	domain	protein Two-component	system	response	regulator Riboflavin	biosynthesis	protein	RibD	C-terminal	domain	protein RteC	protein hypothetical	protein 99.7 2
tetX__816209__Bacteroides_sp._AF14-46 PRTRC	system	protein	E Uncharacterised	protein DNA	topoisomerase	3 Uncharacterised	protein Uncharacterised	protein hypothetical	protein RlfA	protein hypothetical	protein TetX tetX Streptomycin	aminoglycoside	6-adenyltransferase Uncharacterised	protein MobA	protein MobB	protein Toprim-like AAA	domain-containing	protein DNA	binding	domain-containing	protein,	excisionase	family hypothetical	protein Putative	integrase RhuM	protein Site-specific	recombinase,	phage	integrase	family 99.2 1
tetX__919709__Bacteroides_uniformis hypothetical	protein Phage	integrase	family	protein Virulence	protein Uncharacterised	protein hypothetical	protein DNA	primase Bacterial	mobilisation	protein	(MobC) Mobilization	protein	BmgA hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein tetX rRNA	adenine	N-6-methyltransferase	(Fragment) DNA-binding	helix-turn-helix	protein Putative	threonylcarbamoyladenosine	tRNA	methylthiotransferase,	MtaB-like Acetyltransferase Glycosyl	transferase	2 Methylglyoxal	synthase 7,8-dihydroneopterin	aldolase 4-alpha-glucanotransferase 99.7 6
tetX__919633__Parabacteroides_merdae hypothetical	protein Phage	integrase	family	protein Virulence	protein Uncharacterised	protein hypothetical	protein DNA	primase Bacterial	mobilisation	protein	(MobC) Mobilization	protein	BmgA hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein tetX rRNA	adenine	N-6-methyltransferase	(Fragment) DNA-binding	helix-turn-helix	protein hypothetical	protein L-fucose:H+	symporter	permease PfkB	domain	protein 99.7 1
tetX__1849599__Bacteroides_uniformis hypothetical	protein Transcriptional	regulator Heavy	metal	translocating	P-type	ATPase hypothetical	protein Uncharacterised	protein Phosphonoacetaldehyde	hydrolase 2-aminoethylphosphonate--pyruvate	transaminase MATE	efflux	family	protein tetX rRNA	adenine	N-6-methyltransferaserRNA	adenine	N-6-methyltransferase hypothetical	protein DNA	helicase Uncharacterised	protein Uncharacterised	protein hypothetical	protein Plasmid	recombination	enzyme	family	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein 99.1 1
tetX__932575__Parabacteroides_goldsteinii_DSM_19448_=_WAL_12034 tetX hypothetical	protein IS1595-like-like hypothetical	protein Uncharacterised	protein RteC	protein Riboflavin	biosynthesis	protein	RibD	C-terminal	domain	protein AAA	domain	family	protein Sensor	protein	evgS hypothetical	protein 99.5 1

tetX__815252__Bacteroides_sp._AM07-18 Uncharacterised	protein Outer	membrane	cobalamin	receptor	protein RagB/SusD	domain-containing	protein O-Glycosyl	hydrolase Putative	transmembrane	exported	lipoprotein	lipid	attachment-releated Uncharacterised	protein Exodeoxyribonuclease	X tetX rRNA	adenine	N-6-methyltransferase	(Fragment) hypothetical	protein hypothetical	protein Plasmid	recombination	enzyme	(Fragment) hypothetical	protein Uncharacterised	protein Transposase Beta-galactosidase Biotin--[acetyl-CoA-carboxylase]	ligase Predicted	DNA-binding	protein,	MmcQ/YjbR	family UPF0102	protein	ERS852421	03261 99.7 1
tetX__919676__Bacteroides_ovatus hypothetical	protein Phage	integrase	family	protein Virulence	protein Uncharacterised	protein hypothetical	protein DNA	primase Bacterial	mobilisation	protein	(MobC) Mobilization	protein	BmgA hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein tetX rRNA	adenine	N-6-methyltransferase	(Fragment) DNA-binding	helix-turn-helix	protein Helix-turn-helix	domain	protein hypothetical	protein Nucleotidyl	transferase	of	uncharacterised	function	(DUF1814) Zinc	transport	system	ATP-binding	protein Periplasmic	solute	binding	family	protein SAM-dependent	methyltransferase Membrane	protein	YqaA,	SNARE-associated	domain Putative	transmembrane	protein Phosphoribosylamine--glycine	ligase hypothetical	protein 99.7 2
tetX__693486__Escherichia_coli hypothetical	protein IS91-like Integrase hypothetical	protein tetX 98.7 1
tetX__1830748__Bacteroidetes_bacterium_ADurb.Bin302 hypothetical	protein hypothetical	protein Tyrosine	recombinase	XerC tetX hypothetical	protein 99.5 1
tetX__813202__Prevotella_copri hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Elongation	factor	Tu	GTP	binding	domain	protein Uncharacterised	protein IS4351-like tetX rRNA	adenine	N-6-methyltransferase	(Fragment) Transposase	DDE	domain Tat	pathway	signal	sequence	domain	protein Transcription	termination/antitermination	factor	NusG hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Toxin-antitoxin	system	toxin	component	Fic	domain	protein99.7 5
tetX__813519__Prevotella_copri hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Elongation	factor	Tu	GTP	binding	domain	protein Uncharacterised	protein IS4351-like tetX rRNA	adenine	N-6-methyltransferase	(Fragment) hypothetical	protein Tat	pathway	signal	sequence	domain	protein Transcription	termination/antitermination	factor	NusG hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 92.7 4
tetX__813503__Prevotella_copri hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Elongation	factor	Tu	GTP	binding	domain	protein Uncharacterised	protein IS4351-like tetX rRNA	adenine	N-6-methyltransferase	(Fragment) hypothetical	protein Tat	pathway	signal	sequence	domain	protein Transcription	termination/antitermination	factor	NusG Tat	pathway	signal	sequence	domain	protein Transcription	termination/antitermination	factor	NusG hypothetical	protein hypothetical	protein 99.7 1

tetX__63550__Campylobacter_coli Cytochrome	d	ubiquinol	oxidase	subunit	I Putative	membrane	protein L-lactate	permease Cysteine-rich	domain	protein (Fe-S)-binding	protein Lactate	utilization	protein	C Transposase	and	inactivated	derivatives IS982-like Acetyltransferase tetX rRNA	adenine	N-6-methyltransferase	(Fragment) Aminoglycoside	nucleotidyltransferase,	putative Bacteriohemerythrin Bacteriohemerythrin hypothetical	protein Glutathione	synthase/RimK-type	ligase,	ATP-grasp	superfamily Putative	signal	peptide	peptidase	SppA Chlorohydrolase 3-dehydroquinate	dehydratase 2-amino-4-hydroxy-6-hydroxymethyldihydropteridine	pyrophosphokinase Flagellar	biosynthesis	protein	FlhF Site-determining	protein 96.4 1
tetX__911747__Apibacter_muscae Integrase	family	protein Streptomycin	aminoglycoside	6-adenyltransferase Modification	methylase	HindII tetX Streptomycin	aminoglycoside	6-adenyltransferase WGR	domain-containing	protein Metallophosphoesterase hypothetical	protein hypothetical	protein Proline	iminopeptidase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.5 1
tetX__1638672__Myroides_phaeus hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Integrase	family	protein LinF hypothetical	protein hypothetical	protein tetX Aminoglycoside	6-adenylyltransferase hypothetical	protein Mobilization	protein Mobilization	protein CHC2	zinc	finger hypothetical	protein hypothetical	protein hypothetical	protein Site-specific	recombinase	XerD hypothetical	protein hypothetical	protein 99.5 1

tetX__671818__Chryseobacterium_sp._FP211-J200 hypothetical	protein hypothetical	protein hypothetical	protein tetX Alpha/beta	hydrolase hypothetical	protein 99.5 1
tetX__586177__Bacteroides_sp._D22 hypothetical	protein rRNA	adenine	N-6-methyltransferase	(Fragment) ATP	synthase	subunit	delta hypothetical	protein Streptomycin	aminoglycoside	6-adenyltransferase Erythromycin	esterase tetX hypothetical	protein IS1595-like-like Glycine	C-acetyltransferase Putative	transcriptional	regulator hypothetical	protein Putative	ParA-related	protein D-ribulokinase Bacterial	mobilization	protein	MobC hypothetical	protein RepB	family	plasmid	replication	initiator	protein hypothetical	protein hypothetical	protein 99.5 6
tetX__599371__Phaeodactylibacter_xiamenensis hypothetical	protein Cobalt	transporter Protein-S-isoprenylcysteine	O-methyltransferase	Ste14 Dihydropteroate	synthase Chloramphenicol	acetyltransferase Erythromycin	esterase tetX Copper	chaperone	CopZ TonB-dependent	receptor hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein transposase-like hypothetical	protein hypothetical	protein 99.5 1
tetX__746986__Riemerella_anatipestifer hypothetical	protein Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Aconitase hypothetical	protein Polysaccharide	biosynthesis	protein Streptomycin	aminoglycoside	6-adenyltransferase Dihydrofolate	reductase Chloramphenicol	acetyltransferase tetX rRNA	adenine	N-6-methyltransferase	(Fragment) Acetyltransferase hypothetical	protein hypothetical	protein hypothetical	protein Mercury	transporter AraC	family	transcriptional	regulator Heavy	metal	transport/detoxification	protein hypothetical	protein Copper	oxidase 90.7 1
tetX__746991__Riemerella_anatipestifer hypothetical	protein Chorismate	mutase Beta-lactamase Streptomycin	aminoglycoside	6-adenyltransferase Chloramphenicol	acetyltransferase Erythromycin	esterase Dihydrofolate	reductase Chloramphenicol	acetyltransferase Beta-lactamase tetX hypothetical	protein Ferri-bacillibactin	esterase	BesA Cation	efflux	family	protein hypothetical	protein hypothetical	protein Mercury	transporter AraC	family	transcriptional	regulator Heavy	metal	transport/detoxification	protein hypothetical	protein Copper	oxidase 90.7 5
tetX__1843187__Riemerella_anatipestifer Dihydrofolate	reductase Chloramphenicol	acetyltransferase LinF Beta-lactamase tetX 90.7 1
tetX__616134__Riemerella_anatipestifer_RA-SG hypothetical	protein Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Aconitase hypothetical	protein Polysaccharide	biosynthesis	protein hypothetical	protein Beta-lactamase tetX Streptomycin	aminoglycoside	6-adenyltransferase Erythromycin	esterase hypothetical	protein hypothetical	protein hypothetical	protein 92.6 1

tetX__1843068__Riemerella_anatipestifer hypothetical	protein Aconitase hypothetical	protein Polysaccharide	biosynthesis	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein tetX 90.5 1
tetX__1847350__Riemerella_anatipestifer hypothetical	protein Aconitase hypothetical	protein Polysaccharide	biosynthesis	protein hypothetical	protein rRNA	adenine	N-6-methyltransferase	(Fragment) Streptomycin	aminoglycoside	6-adenyltransferase Beta-lactamase tetX Acetyltransferase Cation	efflux	family	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transcription	activator	effector	binding	protein DNA-binding	protein Kinase	inhibitor hypothetical	protein 93.3 1
tetX__649019__Riemerella_anatipestifer hypothetical	protein hypothetical	protein Ribosomal	RNA	small	subunit	methyltransferase	B Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Aconitase hypothetical	protein Polysaccharide	biosynthesis	protein Beta-carotene	15,15'-monooxygenase tetX hypothetical	protein 90.7 1

tetX__533676__Riemerella_anatipestifer Fe3+-hydroxamate	ABC	transporter	substrate-binding	protein Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Aconitase hypothetical	protein Polysaccharide	biosynthesis	protein hypothetical	protein Beta-lactamase tetX Cadmium,	cobalt	and	zinc/H(+)-K(+)	antiporter Zeta	toxin hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Membrane	protease	subunit,	stomatin/prohibitin	family,	contains	C-terminal	Zn-ribbon	domain 90.7 1
tetX__672616__Riemerella_anatipestifer hypothetical	protein Aconitase hypothetical	protein Polysaccharide	biosynthesis	protein Beta-lactamase rRNA	adenine	N-6-methyltransferase	(Fragment) Beta-lactamase LinF tetX Cadmium,	cobalt	and	zinc/H(+)-K(+)	antiporter Zeta	toxin hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Membrane	protease	subunit,	stomatin/prohibitin	family,	contains	C-terminal	Zn-ribbon	domain hypothetical	protein hypothetical	protein hypothetical	protein 90.7 1
tetX__1843186__Riemerella_anatipestifer Ribosomal	RNA	small	subunit	methyltransferase	B Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Aconitase hypothetical	protein Polysaccharide	biosynthesis	protein hypothetical	protein Beta-lactamase tetX Cadmium,	cobalt	and	zinc/H(+)-K(+)	antiporter Zeta	toxin hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Membrane	protease	subunit,	stomatin/prohibitin	family,	contains	C-terminal	Zn-ribbon	domain hypothetical	protein hypothetical	protein 92.8 1
tetX__1843218__Riemerella_anatipestifer hypothetical	protein Ribosomal	RNA	small	subunit	methyltransferase	B Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Aconitase hypothetical	protein Polysaccharide	biosynthesis	protein Beta-lactamase tetX Streptomycin	aminoglycoside	6-adenyltransferase rRNA	adenine	N-6-methyltransferase	(Fragment) Acetyltransferase Beta-lactamase TetX Cadmium,	cobalt	and	zinc/H(+)-K(+)	antiporter Zeta	toxin hypothetical	protein 90.6 2

tetX__530893__Riemerella_anatipestifer hypothetical	protein hypothetical	protein Contig	15,	whole	genome	shotgun	sequence Ribosomal	RNA	small	subunit	methyltransferase	B Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Aconitase hypothetical	protein Polysaccharide	biosynthesis	protein tetX Streptomycin	aminoglycoside	6-adenyltransferase Beta-lactamase Cadmium,	cobalt	and	zinc/H(+)-K(+)	antiporter hypothetical	protein hypothetical	protein Uncharacterized	conserved	protein Zeta	toxin hypothetical	protein hypothetical	protein Site-specific	DNA	methylase 98.7 1
tetX__746943__Riemerella_anatipestifer_Yb2 Ribosomal	RNA	small	subunit	methyltransferase	B Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Aconitase hypothetical	protein Polysaccharide	biosynthesis	protein LinF Chloramphenicol	acetyltransferase tetX hypothetical	protein Ferri-bacillibactin	esterase	BesA TPR	repeat	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Mercury	transporter AraC	family	transcriptional	regulator Heavy	metal	transport/detoxification	protein hypothetical	protein 92.3 1
tetX__784398__Riemerella_anatipestifer hypothetical	protein Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Aconitase hypothetical	protein Polysaccharide	biosynthesis	protein rRNA	adenine	N-6-methyltransferase	(Fragment) hypothetical	protein hypothetical	protein tetX hypothetical	protein Ferri-bacillibactin	esterase	BesA hypothetical	protein 92.3 2
tetX__672629__Riemerella_anatipestifer Ribosomal	RNA	small	subunit	methyltransferase	B Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Aconitase hypothetical	protein Polysaccharide	biosynthesis	protein Beta-lactamase hypothetical	protein hypothetical	protein tetX hypothetical	protein Ferri-bacillibactin	esterase	BesA hypothetical	protein 92.3 1
tetX__1843204__Riemerella_anatipestifer Polynucleotide	adenylyltransferase/metal	dependent	phosphohydrolase Aconitase hypothetical	protein Polysaccharide	biosynthesis	protein Beta-lactamase rRNA	adenine	N-6-methyltransferase	(Fragment) hypothetical	protein hypothetical	protein tetX hypothetical	protein Ferri-bacillibactin	esterase	BesA hypothetical	protein 92.3 1

tetX__1637970__Riemerella_anatipestifer hypothetical	protein hypothetical	protein Polysaccharide	biosynthesis	protein TetX hypothetical	protein Beta-lactamase TetX Streptomycin	aminoglycoside	6-adenyltransferase LinF tetX hypothetical	protein hypothetical	protein Ferri-bacillibactin	esterase	BesA Cation	efflux	family	protein hypothetical	protein hypothetical	protein Mercury	transporter AraC	family	transcriptional	regulator Heavy	metal	transport/detoxification	protein hypothetical	protein 94.1 3
tetX__672619__Riemerella_anatipestifer Tetracycline	resistance	protein Streptomycin	aminoglycoside	6-adenyltransferase rRNA	adenine	N-6-methyltransferase	(Fragment) Acetyltransferase Beta-lactamase hypothetical	protein hypothetical	protein tetX hypothetical	protein Ferri-bacillibactin	esterase	BesA hypothetical	protein 92.5 1

tetX__1843212__Riemerella_anatipestifer Streptomycin	aminoglycoside	6-adenyltransferase Erythromycin	esterase tetX 92.3 1
tetX__813209__Odoribacter_sp._AM16-33 hypothetical	protein ATP	synthase	subunit	delta rRNA	adenine	N-6-methyltransferase	(Fragment) Acetyltransferase Erythromycin	esterase tetX hypothetical	protein 99.5 2
tetX__672414__Chryseobacterium_taklimakanense IS1595-like-like Glutamate	racemase Dihydrofolate	reductase hypothetical	protein Glycoside	hydrolase Lipid-A-disaccharide	synthase Membrane	protein 5'-nucleotidase	(Fragment) IS1595-like-like GNAT	family	N-acetyltransferase Integrase LinF tetX Penicillin	binding	protein	transpeptidase	domain-containing	protein Erythromycin	esterase Chloramphenicol	acetyltransferase IS91-like Site-specific	recombinase	XerD hypothetical	protein DNA	primase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.5 1
tetX__672631__Riemerella_anatipestifer IS613-like Erythromycin	esterase tetX hypothetical	protein 92.3 1
tetX__1594782__Elizabethkingia_anophelis Transposase hypothetical	protein Penicillin	binding	protein	transpeptidase	domain-containing	protein Chloramphenicol	acetyltransferase IS91-like hypothetical	protein Metallo-beta-lactamase	class	B IS91-like hypothetical	protein Beta-lactamase tetX Chloramphenicol	acetyltransferase IS91-like hypothetical	protein hypothetical	protein DNA	primase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein PF12964	family	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.5 2
tetX__481685__Elizabethkingia_anophelis_NUH4 tetX transposase-like transposase-like hypothetical	protein IS91-like Site-specific	recombinase	XerD 99.2 1

tetX__534062__Chryseobacterium_sp._SNU_WT5 hypothetical	protein Mobilisation	protein	(MobC) hypothetical	protein hypothetical	protein hypothetical	protein ISXO2-like	transposase	domain-containing	protein Putative	IclR	family	transcriptional	regulator IS1595-like-like GNAT	family	N-acetyltransferase Integrase LinF tetX Penicillin	binding	protein	transpeptidase	domain-containing	protein Erythromycin	esterase IS91-like Integrase hypothetical	protein Chloramphenicol	acetyltransferase IS91-like Integrase Streptomycin	aminoglycoside	6-adenyltransferase hypothetical	protein 99.5 1
tetX__1637496__Acinetobacter_indicus Adenylyltransferase YbbK TnpA-B IS3-like IS91-like hypothetical	protein TetX Acetyltransferase hypothetical	protein hypothetical	protein TnpA Ankyrin	repeat	family	protein Dihydrofolate	reductase tetX Resolvase hypothetical	protein IS91-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein IS91-like 3'-kinase Cobyric	acid	synthase	CobQ hypothetical	protein 3'-kinase Aminoglycoside	3'-phosphotransferase 85.6 9
tetX__1641965__Proteus_cibarius GMP	synthase	[glutamine-hydrolyzing] Integrase AlpA	protein Ankyrin	repeat	family	protein Aac(3)IV hypothetical	protein hypothetical	protein YbbO	protein transposase-like hypothetical	protein tetX Acetyltransferase GMP	synthase	(glutamine-hydrolyzing) IS91-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	nucleotidyltransferase	family	protein Nucleotidyltransferase hypothetical	protein Cation	tolerance	protein	CutA Deoxyribonucleoside	regulator 84.3 2
tetX__1868481__Acinetobacter_sp._YH12061 Transposase	IS66	family	protein hypothetical	protein tetX hypothetical	protein 84.0 1

tetX__652147__Chryseobacterium_sp._BGARF1 hypothetical	protein Putative	DNA-invertase	from	lambdoid	prophage	Rac hypothetical	protein Mobilisation	protein	(MobC) Relaxase/mobilization	nuclease	domain	protein Type	B	chloramphenicol	O-acetyltransferase Florfenicol/	chloramphenicol	export	protein	FloR hypothetical	protein transposase-like SnoaL-like	domain	protein tetX Acetyltransferase RteC	protein RES	domain	protein hypothetical	protein hypothetical	protein hypothetical	protein Predicted	transcriptional	regulator BlaR1	peptidase	M56 GLPGLI	family	protein GLPGLI	family	protein 84.0 1
tetX__1843197__Riemerella_anatipestifer GTP-binding	protein Dihydrofolate	reductase Chloramphenicol	acetyltransferase hypothetical	protein DDE	transposase Type	B	chloramphenicol	O-acetyltransferase Lipoprotein-releasing	system	transmembrane	subunit	LolE IS91-like hypothetical	protein hypothetical	protein tetX hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 86.9 1
tetX__1901401__Proteus_mirabilis hypothetical	protein tetX hypothetical	protein 85.8 1
tetX__823341__Flavobacteriaceae_bacterium_KYPW7 tetX LinF Peptidase	S41 99.5 1
tetX__1639793__Chryseobacterium_sp._POL2 hypothetical	protein hypothetical	protein Transcriptional	regulator Ribosomal	protection	tetracycline	resistance	protein Transposase	InsD	for	insertion	element	IS2A hypothetical	protein Tra Dihydrofolate	reductase Chloramphenicol	acetyltransferase Erythromycin	esterase tetX Restriction	endonuclease hypothetical	protein Antirestriction	protein MFS	transporter Transposase	InsD	for	insertion	element	IS2A hypothetical	protein Cyclic	nucleotide-binding	protein NmrA	family	protein Putative	UV	repair	protein hypothetical	protein DNA-directed	DNA	polymerase 99.7 1
tetX__1795924__Parapedobacter_sp._SGR-10 hypothetical	protein Tetratricopeptide	repeat-containing	protein 6,7-dimethyl-8-ribityllumazine	synthase hypothetical	protein Integrase	family	protein transposase-like Molybdopterin-guanine	dinucleotide	biosynthesis	protein	MobB hypothetical	protein hypothetical	protein Putative	DNA-binding	protein hypothetical	protein Integrase	family	protein tetX Choloylglycine	hydrolase LinF cAMP-binding	domain	of	CRP	or	a	regulatory	subunit	of	cAMP-dependent	protein	kinases hypothetical	protein hypothetical	protein Phytanoyl-CoA	dioxygenase CarD	family	transcriptional	regulator Peptide	deformylase HTH	domain-containing	protein DinB	superfamily	protein AraC	family	transcriptional	regulator Lactoylglutathione	lyase-like	protein 91.2 1
tetX__782703__Riemerella_anatipestifer Beta-carotene	15,15'-monooxygenase tetX 94.6 1
tetX__1843149__Riemerella_anatipestifer Streptomycin	aminoglycoside	6-adenyltransferase tetX hypothetical	protein 97.4 1
tetX__656453__Sphingobacterium_sp._PM2-P1-29 hypothetical	protein Putative	RagB/SusD	domain-containing	protein hypothetical	protein hypothetical	protein Carbohydrate-binding	protein Integron	integrase Nucleoside-diphosphate	sugar	epimerase	(Fragment) Acetyltransferase tetX Streptomycin	aminoglycoside	6-adenyltransferase Uncharacterised	protein MobA	protein MobB	protein Toprim-like AAA	domain-containing	protein DNA	binding	domain-containing	protein,	excisionase	family hypothetical	protein Putative	integrase hypothetical	protein Cell	filamentation	protein	Fic 99.5 1
tetX__656452__Sphingobacterium_sp._PM2-P1-29 hypothetical	protein Integron	integrase Nucleoside-diphosphate	sugar	epimerase	(Fragment) Acetyltransferase tetX Streptomycin	aminoglycoside	6-adenyltransferase Uncharacterised	protein MobA	protein MobB	protein Toprim-like AAA	domain-containing	protein DNA	binding	domain-containing	protein,	excisionase	family hypothetical	protein Putative	integrase Keto-hydroxyglutarate-aldolase/keto-deoxy-phosphogluconate	aldolase 2-dehydro-3-deoxygluconokinase 99.5 1
tetX__1873089__Alistipes_sp. Uncharacterised	protein Glutamine--tRNA	ligase Predicted	glycosyltransferases Lipid	A	biosynthesis	(KDO)2-(Lauroyl)-lipid	IVA	acyltransferase Putative	TIGR00341	family	protein Ribosomal	RNA	small	subunit	methyltransferase	I hypothetical	protein TetX tetX Streptomycin	aminoglycoside	6-adenyltransferase Uncharacterised	protein MobA	protein Toprim-like AAA	domain-containing	protein DNA	binding	domain-containing	protein,	excisionase	family hypothetical	protein Putative	integrase RhuM	protein Site-specific	recombinase,	phage	integrase	family 99.5 1
tetX__1884817__Bacteroides_xylanisolvens hypothetical	protein PF13351	family	protein Helix-turn-helix	domain	protein DNA	binding	domain,	excisionase	family Helix-turn-helix	domain-containing	protein DNA	binding	domain,	excisionase	family Integron	integrase rRNA	adenine	N-6-methyltransferase	(Fragment) TetX tetX Streptomycin	aminoglycoside	6-adenyltransferase Uncharacterised	protein MobA	protein MobB	protein Toprim-like AAA	domain-containing	protein IS110-like DNA	binding	domain-containing	protein,	excisionase	family hypothetical	protein Putative	integrase 99.5 21
tetX__943177__Bacteroides_fragilis PF08989	domain	protein DNA	topoisomerase PF13351	family	protein Helix-turn-helix	domain	protein DNA	binding	domain,	excisionase	family Helix-turn-helix	domain-containing	protein DNA	binding	domain,	excisionase	family Integron	integrase rRNA	adenine	N-6-methyltransferase	(Fragment) TetX tetX Streptomycin	aminoglycoside	6-adenyltransferase Uncharacterised	protein MobA	protein MobB	protein Toprim-like AAA	domain-containing	protein DNA	binding	domain-containing	protein,	excisionase	family hypothetical	protein Putative	integrase RhuM	protein Site-specific	recombinase,	phage	integrase	family 99.5 16
tetX__592945__Bacteroides_fragilis_CL03T00C08 DNA	topoisomerase PF13351	family	protein Helix-turn-helix	domain	protein DNA	binding	domain,	excisionase	family Helix-turn-helix	domain-containing	protein DNA	binding	domain,	excisionase	family Integron	integrase hypothetical	protein hypothetical	protein Cystathionine	beta-lyase tetX Streptomycin	aminoglycoside	6-adenyltransferase Uncharacterised	protein MobA	protein MobB	protein Toprim-like AAA	domain-containing	protein DNA	binding	domain-containing	protein,	excisionase	family hypothetical	protein Putative	integrase RhuM	protein Site-specific	recombinase,	phage	integrase	family 99.5 1
tetX__1876147__Bacteroides_fragilis hypothetical	protein YolD-like	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Single-stranded	DNA-binding	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein TetX tetX Streptomycin	aminoglycoside	6-adenyltransferase Uncharacterised	protein MobA	protein MobB	protein Toprim-like AAA	domain-containing	protein DNA	binding	domain-containing	protein,	excisionase	family hypothetical	protein Putative	integrase RhuM	protein Site-specific	recombinase,	phage	integrase	family 99.5 13
tetX__529266__Parabacteroides_sp._CT06 DNA	mismatch	repair	protein	MutS Exo-glucosaminidase	lytG Single-strand	binding	protein	family DNA	primase	TraC Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Cystathionine	beta-lyase tetX Streptomycin	aminoglycoside	6-adenyltransferase Uncharacterised	protein MobA	protein MobB	protein Toprim-like AAA	domain-containing	protein DNA	binding	domain-containing	protein,	excisionase	family hypothetical	protein Putative	integrase RhuM	protein Gamma-glutamyl	phosphate	reductase 99.5 1
tetX__919658__Bacteroides_ovatus Uncharacterised	protein Anti-sigma	factor Outer	membrane	receptor	for	ferrienterochelin	and	colicins SusD	homolog hypothetical	protein Membrane	protein	of	uncharacterised	function	(DUF340) Membrane	protein	of	uncharacterised	function	(DUF340) Uncharacterised	protein Uncharacterised	protein Smr	domain-containing	protein TetX tetX Streptomycin	aminoglycoside	6-adenyltransferase Uncharacterised	protein MobA	protein MobB	protein Toprim-like AAA	domain-containing	protein DNA	binding	domain-containing	protein,	excisionase	family hypothetical	protein Putative	integrase RhuM	protein Site-specific	recombinase,	phage	integrase	family 99.5 2
tetX__597300__Bacteroides_vulgatus_str._3775_SR Uncharacterised	protein TetX tetX Streptomycin	aminoglycoside	6-adenyltransferase 99.2 1

tetX__531850__Ornithobacterium_rhinotracheale Choline	dehydrogenase-like	flavoprotein Inosine-5'-monophosphate	dehydrogenase Transcriptional	regulator DMT(Drug/metabolite	transporter)	superfamily	permease tRNA	pseudouridine	synthase	B Undecaprenyl-diphosphatase hypothetical	protein hypothetical	protein Acetyltransferase tetX hypothetical	protein hypothetical	protein ABC	transporter	related	protein Acetyltransferase hypothetical	protein hypothetical	protein hypothetical	protein Cell	division	protein	FtsX Putative	permease 99.5 1
tetX__813524__Bacteroides_vulgatus Acetyltransferase tetX rRNA	adenine	N-6-methyltransferase	(Fragment) hypothetical	protein 96.4 1

tetX__770236__Capnocytophaga_canis hypothetical	protein Glyoxalase-like	domain	protein AraC	family	transcriptional	regulator Predicted	DNA-binding	protein,	MmcQ/YjbR	family Glyoxalase	family	protein AraC	family	transcriptional	regulator CAAX	protease	self-immunity TetR	family	transcriptional	regulator hypothetical	protein hypothetical	protein Penicillin	binding	protein	transpeptidase	domain-containing	protein Streptomycin	aminoglycoside	6-adenyltransferase ATP	synthase	subunit	delta tetX rRNA	adenine	N-6-methyltransferase	(Fragment) Acetyltransferase Dihydrofolate	reductase	family	protein DinB	superfamily	protein hypothetical	protein Formate--tetrahydrofolate	ligase Uncharacterized	transporter Acyl-protein	synthetase Fructose-1,6-bisphosphatase	class	1 hypothetical	protein 91.8 1
tetX__646484__Weeksella_sp._HMSC059D05 hypothetical	protein tetX ATP	synthase	subunit	delta 99.2 1

tetX__1830032__Riemerella_anatipestifer Beta-lactamase hypothetical	protein Mercury	transporter AraC	family	transcriptional	regulator Heavy	metal	transport/detoxification	protein Copper	oxidase hypothetical	protein hypothetical	protein Hypoxanthine	DNA-glycosylase,	putative hypothetical	protein tetX 90.7 1
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