
QnrS1__245630__Salmonella_enterica hypothetical	protein Transposon	Tn10	TetD	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR Mercuric	reductase Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein Addiction	module	toxin	RelE Antitoxin	RelB Uncharacterised	protein hypothetical	protein 100.0 6
QnrS1__835284__Escherichia_coli hypothetical	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein IS1	transposase High-affinity	choline	transporter Putative	membrane	protein Transcriptional	regulator,	TetR	family	protein 100.0 6
QnrS1__6028__Shigella_boydii Ethidium	bromide	resistance	protein hypothetical	protein Transposon	Tn10	TetD	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein Addiction	module	toxin	RelE Antitoxin	RelB DNA	ligase Putative	membrane	protein Putative	metal-binding	domain-containing	protein 100.0 16
QnrS1__1335834__Salmonella_enterica Signal	peptidase	I Orf5	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Addiction	module	toxin	RelE Antitoxin	RelB ATP-dependent	protease	La Putative	membrane	protein hypothetical	protein 100.0 87
QnrS1__1899611__Escherichia_coli hypothetical	protein hypothetical	protein transposase-like Transposase hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Addiction	module	toxin	RelE Antitoxin	RelB Choline	transporter Putative	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 167
QnrS1__1757248__Escherichia_coli Phage	integrase	family	protein Signal	peptidase	I hypothetical	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Addiction	module	toxin	RelE Antitoxin	RelB Choline	transporter Putative	membrane	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 2
QnrS1__1765828__Escherichia_coli Signal	peptidase	I hypothetical	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Addiction	module	toxin	RelE Antitoxin	RelB hypothetical	protein hypothetical	protein 100.0 1

QnrS1__968004__Salmonella_enterica_subsp._enterica Serine	hydroxymethyltransferase Signal	peptidase	I Orf5	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	RecF	protein Cytosine-specific	methyltransferase 100.0 2
QnrS1__719586__Shigella_flexneri hypothetical	protein Aminoglycoside	3'-phosphotransferase 3'-kinase Transcriptional	regulator,	TetR	family hypothetical	protein hypothetical	protein hypothetical	protein Beta-lactamase Tryptophan	synthase	subunit	beta	like	protein Cyanophycin	synthetase Transposase hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein 100.0 15
QnrS1__1562034__Escherichia_coli 2-oxoglutarate	decarboxylase,	component	of	the	2-oxoglutarate	dehydrogenase	complex	(E1) Signal	peptidase	I Orf5	protein QnrS1 Beta-lactamase	domain-containing	protein Transcriptional	activator	ramA ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Ribokinase Multidrug	ABC	transporter 100.0 5
QnrS1__1562099__Escherichia_coli hypothetical	protein Orf5	protein QnrS1 Beta-lactamase	domain-containing	protein Transcriptional	activator	ramA Spore	coat	protein Putative	neuramidase	(Fragment) 100.0 1
QnrS1__568677__Klebsiella_pneumoniae Transposase	for	transposon	Tn3 QnrS1 100.0 1
QnrS1__5435__Shigella_sonnei hypothetical	protein Transposon	Tn10	TetD	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA 100.0 1
QnrS1__1803005__Escherichia_coli hypothetical	protein LysR	family	transcriptional	regulator transposase-like Signal	peptidase	I hypothetical	protein hypothetical	protein QnrS1 Spore	coat	protein hypothetical	protein ABC	transporter	ATP-binding	protein hypothetical	protein transposase-like Transposase hypothetical	protein 100.0 30
QnrS1__1505098__Escherichia_coli Transposase Signal	peptidase	I hypothetical	protein Orf5	protein QnrS1 Spore	coat	protein hypothetical	protein Uncharacterized	HTH-type	transcriptional	regulator	YhjC Inner	membrane	protein	YhjD Inner	membrane	metabolite	transport	protein	YhjE AsmA	family	protein	YhjG Cyclic	di-GMP	phosphodiesterase	YhjH 2-dehydro-3-deoxygluconokinase hypothetical	protein 100.0 3
QnrS1__905244__Escherichia_coli Transposase Transposase hypothetical	protein QnrS1 Resolvase Membrane	protein Probable	diguanylate	cyclase	YcdT Poly-beta-1,6-N-acetyl-D-glucosamine	export	protein Poly-beta-1,6-N-acetyl-D-glucosamine	N-deacetylase Poly-beta-1,6-N-acetyl-D-glucosamine	synthase Biofilm	PGA	synthesis	protein	PgaD Protein	PhoH 100.0 2
QnrS1__1851846__Escherichia_coli Transposase	and	inactivated	derivatives,	TnpA	family Transposase hypothetical	protein QnrS1 Resolvase ISKpn19-like hypothetical	protein Starvation-sensing	protein	RspA Starvation-sensing	protein	RspB Transporter	(Fragment) Putative	defective	integrase Putative	excisionase IS3-like Putative	prophage	protein Division	inhibition	protein	dicB hypothetical	protein 100.0 2
QnrS1__1754632__Escherichia_coli hypothetical	protein Orf5	protein QnrS1 ISKra4	family	transposase 100.0 1
QnrS1__722938__Shigella_flexneri Integrase	(Fragment) IS3-like hypothetical	protein QnrS1 ISKpn19-like 100.0 1
QnrS1__1279916__Salmonella_enterica_subsp._enterica_serovar_Corvallis Signal	peptidase	I hypothetical	protein Orf5	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Ankyrin	repeat	family	protein Colicin	Ib Colicin	Ib	immunity	protein YbaA YdeA	family	protein YdfA hypothetical	protein Abortive	infection	protein Uncharacterised	protein hypothetical	protein 100.0 1
QnrS1__871150__Salmonella_enterica_subsp._enterica_serovar_Stanley transposase-like Transposase Uncharacterised	protein hypothetical	protein QnrS1 hypothetical	protein Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein transposase-like IntI1-like Dihydrofolate	reductase Aminoglycoside	adenylyltransferase QACEdelta1	(Fragment) Dihydropteroate	synthase 100.0 50
QnrS1__762724__Escherichia_coli Beta-lactamase	TEM transposase-like transposase-like Transposase hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Putative	exported	protein 100.0 7
QnrS1__487204__Escherichia_coli_O26 Cyanophycin	synthetase Transposon	Tn10	TetD	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein IS3-like hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
QnrS1__1477914__Escherichia_coli QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 2

QnrS1__449471__Salmonella_enterica_subsp._enterica hypothetical	protein Transposon	Tn10	TetD	protein hypothetical	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Plasmid	stability	protein	StbE	(Putative	toxin) Antitoxin hypothetical	protein Transcriptional	regulator SrnB	protein YigA Phosphonate	ABC	transporter	permease	protein	PtxC hypothetical	protein ABC	transporter	related 100.0 5
QnrS1__529879__Escherichia_coli_O25 hypothetical	protein Transposase hypothetical	protein Membrane	sensor	protein	UhpC Transposon	Tn10	TetD	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Plasmid	pRiA4b	ORF-3-like	protein Transposase,	IS6	family hypothetical	protein Abortive	infection	protein hypothetical	protein hypothetical	protein Colicin	Ib	immunity	protein hypothetical	protein Colicin-Ia hypothetical	protein 100.0 30
QnrS1__1470992__Escherichia_coli QnrS1 Spore	coat	protein hypothetical	protein Ankyrin	repeat	family	protein Colicin	Ib	immunity	protein Colicin	Ib 100.0 1
QnrS1__1812434__Escherichia_coli hypothetical	protein Signal	peptidase	I hypothetical	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS3000-like CtcK IS5-like Beta-lactamase	NDM-1 100.0 1
QnrS1__1834512__Klebsiella_pneumoniae_plasmid Transposase COG0488:	ATPase	components	of	ABC	transporters	with	duplicated	ATPase	domains Membrane	protein DNA	replication	protein Siderophore-interacting	protein Ankyrin	repeat	family	protein Transposase Transposase hypothetical	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein APH IS30-like ISSpu2-like Beta-lactamase	NDM-1 Uncharacterised	protein N-(5'-phosphoribosyl)anthranilate	isomerase Cytochrome	c-type	biogenesis	protein	DsbD,	protein-disulfide	reductase 100.0 217
QnrS1__768695__Escherichia_coli hypothetical	protein Transposase	and	inactivated	derivatives,	TnpA	family Transposase hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein YcgL	domain-containing	protein	PBPRA1080 Toxin	RelE2 Transposase 100.0 1
QnrS1__1456272__Escherichia_coli Insertion	element	protein Insertion	element	IS1	protein	InsB hypothetical	protein PI	protein Antitoxin	of	toxin-antitoxin	stability	system Stability	protein	StbE Cytosine-specific	methyltransferase IS1294-like Acyl-CoA	dehydrogenase Signal	peptidase	I Orf5	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein 100.0 5
QnrS1__1882830__Escherichia_coli Transposase	and	inactivated	derivatives,	TnpA	family Transposase Uncharacterised	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Macrolide	2'-phosphotransferase MFS	transporter Macrolide	phosphotransferase 99.5 3
QnrS1__11537__Escherichia_coli hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein chromate	transport	protein-like hypothetical	protein Methionine	aminopeptidase hypothetical	protein D-amino	acid	dehydrogenase Alpha/beta	hydrolase 100.0 2
QnrS1__1756307__Escherichia_coli hypothetical	protein Uncharacterised	protein Orf5	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein MFS	transporter Macrolide	phosphotransferase 100.0 2

QnrS1__207790__Salmonella_enterica Transposase hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR Mercuric	reductase Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Uncharacterised	protein 100.0 1
QnrS1__938287__Salmonella_enterica hypothetical	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein transposase-like Putative	DNA	invertase S-formylglutathione	hydrolase Putative	enzyme S-(hydroxymethyl)glutathione	dehydrogenase hypothetical	protein 100.0 3
QnrS1__1681787__Salmonella_enterica_subsp._enterica_serovar_Cerro LysR	family	transcriptional	regulator transposase-like Signal	peptidase	I Orf5	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Ankyrin	repeat	family	protein Resolvase 100.0 9
QnrS1__1852509__Escherichia_coli Transposase	for	transposon	Tn3 Transposase hypothetical	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Antitoxin ParE-like	protein	(ParDE	toxin-antitoxin	system) IS110-like Glucose-1-phosphate	adenylyltransferase Glycogen	debranching	enzyme hypothetical	protein 100.0 2
QnrS1__1290439__Salmonella_enterica_subsp._enterica_serovar_Newport DEAD/DEAH	box	helicase Signal	peptidase	I Orf5	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Uncharacterized	conserved	protein,	DUF2236	family hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein HipA HipB 99.1 9
QnrS1__1115298__Salmonella_enterica hypothetical	protein hypothetical	protein QnrS1 ISKra4	family	transposase 100.0 1

QnrS1__719139__Escherichia_coli Transposase Kanamycin	resistance	protein IS6-like hypothetical	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter Aliphatic	sulfonates	import	ATP-binding	protein	SsuB Aminoglycoside	3-N-acetyltransferase	(Fragment) Toxin	RelE2 YcgL	domain-containing	protein	PBPRA1080 100.0 49
QnrS1__1267144__Salmonella_enterica DNA-binding	transcriptional	regulator,	FrmR	family hypothetical	protein hypothetical	protein hypothetical	protein Putative	cytoplasmic	protein transposase-like Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Orf5	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter Lipoprotein	YlpA Transposase Toxin	RelE2 hypothetical	protein 100.0 15
QnrS1__1823972__Salmonella_enterica_subsp._enterica_serovar_Typhimurium Phage	integrase	family	protein IS629	ORF1 IS3-like Maf-like	protein	yceF	1 Putative	group	II	intron-encoded	reverse	transcriptase Transposase Transposase Uncharacterised	protein hypothetical	protein QnrS1 Spore	coat	protein hypothetical	protein ISKra4-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter hypothetical	protein 99.5 4
QnrS1__353952__Salmonella_enterica_subsp._enterica_serovar_Agona hypothetical	protein Membrane	protein Streptomycin	3''-adenylyltransferase Toxin-antitoxin	system,	toxin	component,	MazF	family Transposase Putative	transposase hypothetical	protein hypothetical	protein Short-chain	alcohol	dehydrogenase hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) hypothetical	protein TetA EamA	family	transporter 100.0 3
QnrS1__1847555__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA hypothetical	protein hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	IV	secretory	pathway	VirD2	component	protein IS91-like 100.0 42
QnrS1__1862514__Escherichia_coli hypothetical	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA hypothetical	protein hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE Type	IV	secretory	pathway	VirD2	component	protein Transposase	InsA 100.0 1

QnrS1__1445657__Escherichia_coli QACEdelta1	(Fragment) 3-methyl-2-oxobutanoate	hydroxymethyltransferase hypothetical	protein chromate	transport	protein-like hypothetical	protein IS6-like CadC	family	transcriptional	regulator Amidohydrolase hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein Uncharacterised	protein Orf5	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter hypothetical	protein transposase-like Mercuric	resistance	regulator	protein	MerD hypothetical	protein 100.0 7
QnrS1__1034173__Salmonella_enterica_subsp._enterica_serovar_Agona IS5-like Uncharacterised	protein hypothetical	protein IS5-like 3'-kinase Aminoglycoside	3'-phosphotransferase hypothetical	protein Sch	064 IS26-like hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like Resolvase 100.0 6
QnrS1__308452__Salmonella_enterica_subsp._enterica_serovar_Agona Mobile	element	protein	IS5	family Uncharacterised	protein Uncharacterised	protein IS5-like Uncharacterised	protein hypothetical	protein hypothetical	protein Sch	064 Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR Mercuric	reductase Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein RepF	regulator	protein hypothetical	protein TetA Phage	integrase	SAM-like	domain	protein hypothetical	protein Resolvase 100.0 2
QnrS1__551269__Salmonella_enterica_subsp._enterica_serovar_Weltevreden PilX11 TaxB Uncharacterised	protein Uncharacterised	protein Micrococcal	nuclease hypothetical	protein hypothetical	protein DNA	topoisomerase	III DNA-binding	protein hypothetical	protein IS6-like hypothetical	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA Phage	integrase	SAM-like	domain	protein hypothetical	protein Resolvase 100.0 447
QnrS1__247990__Salmonella_enterica hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR Mercuric	reductase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Group	II	intron-encoded	reverse	transcriptase hypothetical	protein hypothetical	protein Peptidase	M14 hypothetical	protein hypothetical	protein 100.0 3
QnrS1__828007__Klebsiella_pneumoniae hypothetical	protein Transposase hypothetical	protein QnrS1 Resolvase ISKpn19-like hypothetical	protein IS6-like Aerotaxis	receptor hypothetical	protein hypothetical	protein ISNCY-like TIR	domain	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 2

QnrS1__485511__Salmonella_enterica CcgEIII ArdR ArdB Biotin	biosynthesis	protein	BioC MucB Mpr ArdK Uracil-DNA	glycosylase Basic	proline-rich	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA Phage	integrase	SAM-like	domain	protein hypothetical	protein hypothetical	protein 100.0 8
QnrS1__1852573__Escherichia_coli IS3-like hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like Transposase hypothetical	protein 100.0 2
QnrS1__733916__Salmonella_enterica_subsp._enterica_serovar_Essen QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA Phage	integrase	SAM-like	domain	protein hypothetical	protein Beta-lactamase 100.0 2
QnrS1__1860530__Escherichia_coli hypothetical	protein IS91-like hypothetical	protein Dihydropteroate	synthase Integrase Transposase IS26-like Aminoglycoside	adenyltransferase Dihydrofolate	reductase	type	A7 IntI1-like IS26-like hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like 100.0 4
QnrS1__1831807__Escherichia_coli_plasmid hypothetical	protein Uncharacterised	protein Uncharacterised	protein Micrococcal	nuclease hypothetical	protein hypothetical	protein DNA	topoisomerase	III DNA-binding	protein hypothetical	protein Ankyrin	repeat	family	protein DfrA14 IntI1-like Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like Resolvase 100.0 4
QnrS1__269454__Salmonella_enterica YdeA	family	protein YbaA Colicin	Ib	immunity	protein Colicin	Ib Putative	YagA/OmpC	fusion	protein Uracil	phosphoribosyltransferase YafA hypothetical	protein YaeA Putative	cytoplasmic	protein DNA	repair	protein	RadC Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR Mercuric	reductase Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein RepF	regulator	protein hypothetical	protein TetA Phage	integrase	SAM-like	domain	protein hypothetical	protein Resolvase 99.5 4

QnrS1__1838648__Salmonella_sp._plasmid Chromosome-partitioning	protein	Spo0J UPF0401	protein	YubL Single-stranded	DNA-binding	protein	(Fragment) YffA Uncharacterized	protein	YubJ Putative	antirestriction	protein	KlcA IPF	24 Uncharacterized	protein	YubF Putative	cytoplasmic	protein Methyltransferase	(Fragment) hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like Resolvase 100.0 47
QnrS1__583963__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein hypothetical	protein Putative	cytoplasmic	protein	(Fragment) Lysine	exporter	protein	LysE/YggA Putative	cytoplasmic	protein IS6-like hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein ArsR	family	transcriptional	regulator Zinc	transporter	ZitB Copper-sensing	transcriptional	repressor	CsoR Nickel-resistant	pritein	NcrA ArsR	family	transcriptional	regulator hypothetical	protein Transposase TnpR 100.0 1
QnrS1__753602__Escherichia_coli hypothetical	protein DNA	invertase IS6-like transposase-like hypothetical	protein IS6-like DfrA14 IntI1-like IS6-like hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like hypothetical	protein 100.0 5
QnrS1__1795563__Escherichia_coli hypothetical	protein QnrS1 Resolvase hypothetical	protein 100.0 1
QnrS1__1349812__Salmonella_enterica_subsp._enterica_serovar_Reading DnaJ	domain-containing	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Type	VI	secretion	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein IS91-like Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Orf5	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter Usher	protein	FimD 100.0 25
QnrS1__531789__Salmonella_sp._SSDFZ69 Bifunctional	uridylyltransferase/uridylyl-removing	enzyme hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein hypothetical	protein Relaxase hypothetical	protein hypothetical	protein Membrane	sensor	protein	UhpC Transposon	Tn10	TetD	protein hypothetical	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA Phage	integrase	SAM-like	domain	protein hypothetical	protein 100.0 798
QnrS1__1115289__Salmonella_enterica hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like Conjugal	transfer	protein	TraA 100.0 4
QnrS1__841287__Klebsiella_pneumoniae hypothetical	protein PF10881	family	protein Uncharacterised	protein Endonuclease RepA2 IncFII	family	plasmid	replication	regulatory	initiator RepA AraC	family	transcriptional	regulator Bcr/CflA	family	drug	resistance	efflux	transporter ISCro1-like IS3-like IS3-like hypothetical	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase QACEdelta1	(Fragment) hypothetical	protein DfrA1 Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA hypothetical	protein 100.0 1
QnrS1__1637445__Klebsiella_pneumoniae Replication	initiation	protein	belongs	to	the	incFII	repa	family hypothetical	protein AraC	family	transcriptional	regulator Bcr/CflA	family	drug	resistance	efflux	transporter ISCro1-like IS3-like IS3-like Uncharacterised	protein Orf5	protein QnrS1 hypothetical	protein Spore	coat	protein Uncharacterised	protein Sea15 IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein DNA-binding	protein RelE	toxin	protein hypothetical	protein Bifunctional	protein	GlmU Transcriptional	regulator	PadR-like	family chromate	transport	protein-like hypothetical	protein Dihydrofolate	synthase	1	(Fragment) 100.0 1
QnrS1__815175__Klebsiella_pneumoniae Beta-lactamase Insertion	element	IS2A	uncharacterized	48.2	kDa	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein DNA	polymerase	V	subunit	UmuC Aerotaxis	receptor 100.0 7

QnrS1__669789__Enterobacter_asburiae RepA hypothetical	protein Transposase Uncharacterised	protein hypothetical	protein QnrS1 hypothetical	protein Transposon	DNA-invertase TniA	transposase 100.0 1
QnrS1__1574403__Escherichia_coli Signal	peptidase	I Orf5	protein QnrS1 IS630	family	transposase hypothetical	protein 100.0 1
QnrS1__533097__Salmonella_enterica_subsp._enterica hypothetical	protein transposase-like TnsC transposase-like TIGR03084	family	protein Putative	RecF	protein IS6-like Transposase hypothetical	protein QnrS1 Transposon	DNA-invertase Mobile	element	protein IS6-like IntI1-like DfrA14 hypothetical	protein Putative	transposase Restriction	endonuclease Cytosine-specific	methyltransferase IS6-like hypothetical	protein hypothetical	protein 100.0 40
QnrS1__711683__Klebsiella_pneumoniae QnrS1 Transposon	DNA-invertase 100.0 1
QnrS1__1610213__Klebsiella_pneumoniae hypothetical	protein QnrS1 Transposon	DNA-invertase Uncharacterised	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like hypothetical	protein 100.0 1
QnrS1__1835431__Morganella_morganii_plasmid hypothetical	protein Minor	pilin	of	type	IV	secretion	VirB5 Eep Conjugal	transfer	protein 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]	imidazole-4-carboxamide	isomerase TraO hypothetical	protein TraG Endonuclease ArsR	family	transcriptional	regulator Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Replicase hypothetical	protein hypothetical	protein Aldehyde-alcohol	dehydrogenase 100.0 1
QnrS1__1834296__Escherichia_coli_plasmid hypothetical	protein DNA	topoisomerase	III DNA-binding	protein Hyprothetical	protein hypothetical	protein Zinc	metalloproteinase	Mpr	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein ArsR	family	transcriptional	regulator Ankyrin	repeat	family	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Replicase hypothetical	protein Aldehyde-alcohol	dehydrogenase 100.0 581
QnrS1__819039__Escherichia_coli Transposase	(Fragment) hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Replicase Beta-lactamase IS3000-like 100.0 3
QnrS1__1749089__Escherichia_coli QnrS1 Transposon	DNA-invertase Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKra4-like 100.0 1
QnrS1__1833556__Klebsiella_pneumoniae_plasmid Conjugal	transfer	protein 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]	imidazole-4-carboxamide	isomerase TraO hypothetical	protein TraG Endonuclease Reverse	transcriptase ArsR	family	transcriptional	regulator Ankyrin	repeat	family	protein IS3-like hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Beta-lactamase	NDM-1 Bleomycin	resistance	protein N-(5'-phosphoribosyl)anthranilate	isomerase Cytochrome	c-type	biogenesis	protein	DsbD,	protein-disulfide	reductase CutA1 10	kDa	chaperonin ISKpn23-like hypothetical	protein 100.0 6
QnrS1__621863__Enterobacter_hormaechei hypothetical	protein Resolvase hypothetical	protein Uncharacterised	protein hypothetical	protein Virulence-associated	protein	vagC Ribonuclease	VapC transposase-like Putative	transposase IS110-like transposase-like hypothetical	protein hypothetical	protein Glutamyl-Q	tRNA(Asp)	synthetase IS6-like IS3-like Uncharacterised	protein hypothetical	protein QnrS1 hypothetical	protein Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Transcriptional	regulator,	TetR	family 3'-kinase Aminoglycoside	3'-phosphotransferase Dihydropteroate	synthase Integrase Insertion	sequence	IS4321	(Fragment) IS6-like hypothetical	protein hypothetical	protein 100.0 6
QnrS1__733342__Klebsiella_variicola hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like hypothetical	protein Integrase 100.0 1
QnrS1__744717__Enterobacter_cloacae hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like 3'-kinase Aminoglycoside	3'-phosphotransferase Dihydropteroate	synthase Integrase IS110-like Histidine	kinase-,	DNA	gyrase	B-,	and	HSP90-like	ATPase 100.0 31

QnrS1__855761__Klebsiella_pneumoniae QnrS1 Transposon	DNA-invertase Sea16 100.0 1
QnrS1__1364228__Escherichia_coli QnrS1 100.0 1
QnrS1__1366233__Escherichia_coli hypothetical	protein QnrS1 100.0 2
QnrS1__1833553__Klebsiella_pneumoniae_plasmid Type	IV	secretion	system	VirB8	component VirB9 VirB10 Putative	Pilx11/VirB11-like	protein Uncharacterised	protein Conjugal	transfer	protein Uncharacterised	protein MobB	protein MobC	protein ArsR	family	transcriptional	regulator Ankyrin	repeat	family	protein QnrS1 Transposon	DNA-invertase Ankyrin	repeat	family	protein Transposase Phospholipase	D ArdC hypothetical	protein hypothetical	protein Transcriptional	regulator Addiction	module	toxin	RelE ParF ParG hypothetical	protein hypothetical	protein T5orf172	domain Helicase	conserved	C-terminal	domain-containing	protein 100.0 11
QnrS1__404140__Salmonella_enterica Resolvase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA QnrS1 Redox-sensitive	transcriptional	activator	SoxR 100.0 1

QnrS1__839696__Escherichia_coli hypothetical	protein QnrS1 Resolvase Integrase	catalytic	domain	protein 100.0 1
QnrS1__871290__Salmonella_enterica_subsp._enterica_serovar_Brancaster transposase-like QnrS1 hypothetical	protein 100.0 2
QnrS1__649883__Vibrio_parahaemolyticus transposase-like QnrS1 Redox-sensitive	transcriptional	activator	SoxR hypothetical	protein 100.0 3
QnrS1__490866__Escherichia_albertii transposase-like QnrS1 Redox-sensitive	transcriptional	activator	SoxR Transposase 100.0 4

QnrS1__1837415__Serratia_marcescens_plasmid hypothetical	protein Arsenic	resistance	protein	ArsH Klca Antirestriction	protein hypothetical	protein Transcriptional	repressor	protein	KorC hypothetical	protein Mobile	element	protein hypothetical	protein Beta-lactamase hypothetical	protein hypothetical	protein Mobile	element	protein Ankyrin	repeat	family	protein hypothetical	protein QnrS1 Transposon	DNA-invertase Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Proteolipid	membrane	potential	modulator DNA-binding	protein Conserved	domain	protein DNA	topoisomerase	3 hypothetical	protein ATPase	AAA	family hypothetical	protein hypothetical	protein Conjugal	transfer	protein 100.0 1
QnrS1__1582173__Escherichia_coli hypothetical	protein Orf5	protein QnrS1 Transposon	DNA-invertase Uncharacterised	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like hypothetical	protein Protein	of	uncharacterised	function	(DUF2726) 100.0 1
QnrS1__1838678__Klebsiella_pneumoniae_plasmid hypothetical	protein Putative	hemolysin	expression	modulating	protein Cytosine-specific	methyltransferase Restriction	endonuclease Putative	transposase Group	II	intron	reverse	transcriptase/maturase Beta-lactamase Integrase	IntI	(Fragment) hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like FipA TraI TraJ TraK 100.0 6
QnrS1__533618__Leclercia_adecarboxylata hypothetical	protein Minor	pilin	of	type	IV	secretion	VirB5 Eep Conjugal	transfer	protein Conjugal	transfer	protein	TraE IntI1-like hypothetical	protein TraG hypothetical	protein ArsR	family	transcriptional	regulator IS6-like hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like FipA TraI Transcriptional	activator	CadC TraK 100.0 11
QnrS1__1838675__Klebsiella_pneumoniae_plasmid hypothetical	protein Minor	pilin	of	type	IV	secretion	VirB5 Eep Conjugal	transfer	protein 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]	imidazole-4-carboxamide	isomerase TraO hypothetical	protein TraG Endonuclease ArsR	family	transcriptional	regulator Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Uncharacterised	protein transposase-like Integrase	core	domain	protein ISKra4	family	transposase FipA TraI hypothetical	protein 100.0 1

QnrS1__931095__Klebsiella_pneumoniae hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like hypothetical	protein Endonuclease hypothetical	protein hypothetical	protein ArdC Reverse	transcriptase Protein	impA UV	repair	DNA	polymerase 100.0 1
QnrS1__878656__Escherichia_coli hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like hypothetical	protein hypothetical	protein Resolvase Plasmid	partition	protein	A,	putative PemI hypothetical	protein hypothetical	protein DEAD/DEAH	box	helicase 100.0 3
QnrS1__1164083__Salmonella_enterica_subsp._enterica_serovar_Haifa hypothetical	protein QnrS1 hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Arabinose	operon	regulatory	protein hypothetical	protein Hyprothetical	protein DNA-binding	protein DNA	topoisomerase	III hypothetical	protein 100.0 2
QnrS1__1452074__Escherichia_coli hypothetical	protein QnrS1 Transposon	DNA-invertase Uncharacterised	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like hypothetical	protein hypothetical	protein Hyprothetical	protein DNA-binding	protein DNA	topoisomerase	III ATPase	AAA	family Transposase	(Fragment) 100.0 1
QnrS1__434934__Salmonella_enterica_subsp._enterica_serovar_Apeyeme hypothetical	protein Antitoxin	of	toxin-antitoxin	stability	system Stability	protein	StbE transposase-like QnrS1 Redox-sensitive	transcriptional	activator	SoxR 100.0 3

QnrS1__766661__Klebsiella_pneumoniae QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Zinc	metalloproteinase	Mpr	protein hypothetical	protein Hyprothetical	protein DNA-binding	protein Probable	acinetobactin	biosynthesis	protein 100.0 76
QnrS1__1807076__Escherichia_coli QnrS1 Transposon	DNA-invertase Uncharacterised	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Zinc	metalloproteinase	Mpr	protein hypothetical	protein Putative	transposase	subunit IS21-like 100.0 1
QnrS1__717004__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Putative	cytoplasmic	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Peptidoglycan	synthetase	FtsI hypothetical	protein IS3-like hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR hypothetical	protein Molecular	chaperone	Tir 100.0 1

QnrS1__280635__Salmonella_enterica hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 Mercuric	reductase Putative	exonuclease	protein Toxin	RelE2 YcgL	domain-containing	protein	PBPRA1080 hypothetical	protein 100.0 1
QnrS1__631032__Klebsiella_pneumoniae_BIDMC_1 hypothetical	protein hypothetical	protein UPF0126	inner	membrane	protein	YadS hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like TrbC Thiol:disulfide	interchange	protein TrbA TrbN hypothetical	protein 100.0 4
QnrS1__278874__Salmonella_enterica hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 Mercuric	reductase Sodium:solute	symporter 100.0 1
QnrS1__1834716__Klebsiella_pneumoniae_plasmid hypothetical	protein Minor	pilin	of	type	IV	secretion	VirB5 Eep Conjugal	transfer	protein 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]	imidazole-4-carboxamide	isomerase TraO hypothetical	protein TraG Endonuclease ArsR	family	transcriptional	regulator IS6-like Transposase	(Fragment) hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like ISKpn23-like 10	kDa	chaperonin CutA1 Cytochrome	c-type	biogenesis	protein	DsbD,	protein-disulfide	reductase N-(5'-phosphoribosyl)anthranilate	isomerase Bleomycin	resistance	protein Beta-lactamase	NDM-1 hypothetical	protein 99.5 9
QnrS1__752303__Klebsiella_pneumoniae hypothetical	protein Minor	pilin	of	type	IV	secretion	VirB5 Eep Conjugal	transfer	protein Conjugal	transfer	protein	TraE TraO hypothetical	protein TraG Endonuclease ArsR	family	transcriptional	regulator IS6-like hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Beta-lactamase	NDM-1 Bleomycin	resistance	protein N-(5'-phosphoribosyl)anthranilate	isomerase Cytochrome	c-type	biogenesis	protein	DsbD,	protein-disulfide	reductase CutA1 10	kDa	chaperonin 60	kDa	chaperonin Prevention	of	the	induction	of	SOS	response,with	a	inserted	of	17	bp	at	position	99hypothetical	protein 100.0 1
QnrS1__1638319__Enterobacter_cloacae Methyltransferase Minor	pilin	of	type	IV	secretion	VirB5 Eep Conjugal	transfer	protein 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]	imidazole-4-carboxamide	isomerase TraO hypothetical	protein TraG Endonuclease ArsR	family	transcriptional	regulator Ankyrin	repeat	family	protein hypothetical	protein Orf5	protein QnrS1 Transposon	DNA-invertase Uncharacterised	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like IS3000-like Beta-lactamase	NDM-1 Bleomycin	resistance	protein N-(5'-phosphoribosyl)anthranilate	isomerase hypothetical	protein 100.0 1
QnrS1__529713__Raoultella_ornithinolytica hypothetical	protein Binding-protein-dependent	transport	system	inner	membrane	protein ABC	transporter	ATP-binding	protein Uncharacterised	protein Transcriptional	regulator L-threonine	dehydratase	catabolic	TdcB Threonine/serine	transporter	TdcC Propionate	kinase hypothetical	protein ArsR	family	transcriptional	regulator Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Formate	acetyltransferase Reactive	intermediate/imine	deaminase Serine	dehydratase 4-hydroxyphenylacetate	symporter hypothetical	protein 100.0 1
QnrS1__791685__Raoultella_ornithinolytica hypothetical	protein Uncharacterised	protein hypothetical	protein QnrS1 hypothetical	protein Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like Sea15 transposase-like transposase-like hypothetical	protein 3'-kinase Aminoglycoside	3'-phosphotransferase hypothetical	protein 100.0 7
QnrS1__1770094__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like hypothetical	protein Integrase IS110-like transposase-like 100.0 1
QnrS1__417815__Salmonella_enterica_subsp._enterica_serovar_Potsdam hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 ISKpn19-like Putative	IclR	family	transcriptional	regulator Integrase hypothetical	protein ISKox1-like IS66-like transposase-like DNA	repair	protein	RadC 100.0 1
QnrS1__579884__Klebsiella_pneumoniae QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like hypothetical	protein Putative	IclR	family	transcriptional	regulator Integrase IS110-like hypothetical	protein Uncharacterised	protein hypothetical	protein 100.0 2
QnrS1__484216__Shigella_flexneri_Shi05SX04 QnrS1 hypothetical	protein Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Transcriptional	regulator,	TetR	family 3'-kinase hypothetical	protein Putative	IclR	family	transcriptional	regulator Integrase hypothetical	protein hypothetical	protein 100.0 1
QnrS1__436254__Salmonella_enterica_subsp._enterica Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like hypothetical	protein Putative	IclR	family	transcriptional	regulator Integrase hypothetical	protein hypothetical	protein 100.0 22
QnrS1__865391__Escherichia_coli QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like IS91-like IS5708-like 3'-kinase Aminoglycoside	3'-phosphotransferase Dihydropteroate	synthase Integrase IS110	family	transposase 100.0 1
QnrS1__1874819__Klebsiella_pneumoniae QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Aminoglycoside	3'-phosphotransferase Dihydropteroate	synthase Integrase 100.0 1
QnrS1__844909__Escherichia_coli QnrS1 hypothetical	protein Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like 3'-kinase Aminoglycoside	3'-phosphotransferase Dihydropteroate	synthase 100.0 1

QnrS1__665875__Enterobacter_hormaechei_subsp._xiangfangensis LysR Transposase IS6-like hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Beta-lactamase 100.0 2
QnrS1__1886606__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like hypothetical	protein Relaxosome	component Universal	stress	protein	F Transcriptional	regulator	LysR Beta-lactamase 100.0 1
QnrS1__990272__Salmonella_enterica Diguanylate	cyclase MobA MobC	family	mobilization	protein IS3-like Orf5	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like MR-MLE	family	protein MFS	transporter GntR	family	regulatory	protein Ubiquinone	biosynthesis	O-methyltransferase Ribonucleoside-diphosphate	reductase	1	subunit	alpha 100.0 101
QnrS1__918110__Salmonella_enterica_subsp._enterica_serovar_Corvallis MobA MobC	family	mobilization	protein IS3-like hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like Sea15 Diguanylate	cyclase hypothetical	protein 100.0 187

QnrS1__792823__Escherichia_coli hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like QnrS1 100.0 1
QnrS1__527006__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Conjugal	transfer	protein	TrbL VirB8	protein Conjugal	transfer	protein Conjugal	transfer	protein	TrbI Integrating	conjugative	element	protein	PilL,	PFGI-1	class hypothetical	protein Soluble	lytic	murein	transglycosylase Conjugal	transfer	protein Single-stranded	DNA-binding	protein FipA Transposase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like Uncharacterised	protein transposase-like Transposon	gamma-delta	resolvase hypothetical	protein Na+/H+	antiporter Uncharacterised	protein 100.0 19
QnrS1__615377__Enterobacter_kobei Uncharacterised	protein hypothetical	protein Succinate	dehydrogenase	flavoprotein	subunit Type	I	restriction-modification	system	methyltransferase	subunit hypothetical	protein IS6-like hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like Uncharacterised	protein transposase-like Transposon	gamma-delta	resolvase hypothetical	protein Na+/H+	antiporter Uncharacterised	protein 100.0 1
QnrS1__916837__Klebsiella_pneumoniae TpnC	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like Uncharacterised	protein transposase-like Transposon	gamma-delta	resolvase hypothetical	protein 100.0 1
QnrS1__920207__Escherichia_coli QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like Aerotaxis	receptor 100.0 1
QnrS1__849923__Klebsiella_pneumoniae QnrS1 Transposon	DNA-invertase mobility hypothetical	protein Aerotaxis	receptor 100.0 2
QnrS6__798807__Photobacterium_ganghwense Hydroxyglutarate	oxidase Protein	CsiD LysR	family	transcriptional	regulator Omega	amino	acid--pyruvate	aminotransferase Phenylalanine--tRNA	ligase LysR	family	transcriptional	regulator Membrane	protein Tyrosine--tRNA	ligase hypothetical	protein QnrS6 Uncharacterized	conserved	protein	YehS,	DUF1456	family Delta-VPH hypothetical	protein Short-chain	dehydrogenase TPR	repeats	containing	protein XRE	family	transcriptional	regulator Histidine	kinase hypothetical	protein 94.0 1
QnrS1__768405__Escherichia_coli QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like hypothetical	protein Endonuclease TraG hypothetical	protein TraO Conjugal	transfer	protein	TraE hypothetical	protein 100.0 1
QnrS1__1609686__Klebsiella_pneumoniae hypothetical	protein QnrS1 Transposon	DNA-invertase Uncharacterised	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Endonuclease TraG hypothetical	protein TraO 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]	imidazole-4-carboxamide	isomerase Conjugal	transfer	protein 100.0 3

QnrS1__1757312__Escherichia_coli IntI1-like Homeodomain-like	domain-containing	protein Lincomycin	nucleotidyltransferase	LinF Ankyrin	repeat	family	protein hypothetical	protein QnrS1 100.0 1
QnrS1__1891284__Klebsiella_pneumoniae Uncharacterised	protein PF10881	family	protein Uncharacterised	protein Endonuclease Replication	regulatory	protein hypothetical	protein Replication	initiation	protein	belongs	to	the	incFII	repa	family Gifsy-2	prophage	protein Transposase IS26-like Transposon	Tn21	resolvase hypothetical	protein QnrS1 hypothetical	protein Transcriptional	activator	ramA hypothetical	protein DUF159	family	protein hypothetical	protein hypothetical	protein hypothetical	protein ISKpn38-like hypothetical	protein ISKpn21-like hypothetical	protein hypothetical	protein Hemolysin	expression-modulating	protein hypothetical	protein DNA-binding	protein Putative	plasmid-like	protein 100.0 1
QnrS1__1567406__Escherichia_coli hypothetical	protein QnrS1 Transposon	DNA-invertase Uncharacterised	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like Phage	integrase	family	protein hypothetical	protein hypothetical	protein 100.0 1

QnrS1__1900846__Pasteurella_canis hypothetical	protein QnrS1 IS26-like hypothetical	protein 99.5 1
QnrS1__968797__Salmonella_enterica Orf5	protein QnrS1 Spore	coat	protein Protein	YaiN S-(hydroxymethyl)glutathione	dehydrogenase Putative	enzyme S-formylglutathione	hydrolase Transposon	Tn552	DNA-invertase	binR Transposase	for	transposon	Tn2501 100.0 3

QnrS1__1888506__Klebsiella_pneumoniae Type	IV	secretory	pathway	VirD2	component	protein IS91-like hypothetical	protein Resolvase IS26-like Transposase hypothetical	protein Beta-lactamase IS3-like hypothetical	protein hypothetical	protein QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein IS26-like Aerotaxis	receptor hypothetical	protein 100.0 3
QnrS1__489985__Klebsiella_pneumoniae hypothetical	protein Conjugal	transfer	protein Phospholipase	D	family	protein hypothetical	protein Putative	RepA	protein hypothetical	protein Protein	of	uncharacterised	function	(DUF2913) Protein	impA ISL3-like hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein ResD 100.0 5
QnrS1__1837455__Klebsiella_pneumoniae_plasmid Putative	RepA	protein hypothetical	protein Protein	of	uncharacterised	function	(DUF2913) Protein	impA hypothetical	protein Ankyrin	repeat	family	protein Mobile	element	protein IS110-like DNA	polymerase	V	subunit	UmuC Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein ResD 100.0 2
QnrS1__1640125__Klebsiella_pneumoniae 50S	ribosomal	protein	L33 hypothetical	protein Antirestriction	protein Klca hypothetical	protein Transposase Transposase hypothetical	protein hypothetical	protein Fic	family	protein IS3-like hypothetical	protein Orf5	protein QnrS1 Resolvase ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein hypothetical	protein DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DNA-binding	protein Uncharacterised	protein hypothetical	protein ResD 100.0 13
QnrS1__1824565__Klebsiella_pneumoniae hypothetical	protein Uncharacterised	protein Putative	RelE/ParE	family	protein,	cytotoxic	translational	repressor	of	toxin-antitoxin	stability	system XRE	family	plasmid	maintenance	system	antidote	protein hypothetical	protein Rop	family	protein Exc1 Ankyrin	repeat	family	protein Transposase	for	transposon	Tn1721 hypothetical	protein Fic	family	protein IS3-like hypothetical	protein hypothetical	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein ResD 100.0 5
QnrS1__840815__Klebsiella_pneumoniae Aminoglycoside	3-N-acetyltransferase	(Fragment) hypothetical	protein transposase-like Putative	DNA	invertase Streptomycin	kinase QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein AraC	family	transcriptional	regulator Putative	enzyme 100.0 2
QnrS1__1796864__Enterobacter_cloacae Permease	of	the	drug/metabolite	transporter	(DMT)	superfamily Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like hypothetical	protein Fic	family	protein IS3-like hypothetical	protein hypothetical	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Protein	parb hypothetical	protein Uncharacterised	protein YdeA	family	protein hypothetical	protein hypothetical	protein 100.0 1
QnrS1__872022__Enterobacter_cloacae_complex_sp._CH23B hypothetical	protein Transposase hypothetical	protein Beta-lactamase IS3-like Uncharacterised	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Putative	SOS	response-associated	peptidase	YedK Protein	parb hypothetical	protein hypothetical	protein 100.0 1
QnrS1__1895045__Enterobacter_hormaechei hypothetical	protein Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like hypothetical	protein Beta-lactamase IS3-like hypothetical	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Putative	SOS	response-associated	peptidase	YedK Protein	parb hypothetical	protein hypothetical	protein 100.0 2
QnrS1__733853__Enterobacter_cloacae hypothetical	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Uncharacterised	protein Putative	SOS	response-associated	peptidase	YedK Protein	parb hypothetical	protein Uncharacterised	protein YdeA	family	protein hypothetical	protein 100.0 3
QnrS1__696554__Enterobacter_hormaechei Putative	transport	system	outer	membrane	protein	EtsC hypothetical	protein IS3-like Uncharacterised	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Putative	SOS	response-associated	peptidase	YedK Protein	parb hypothetical	protein Uncharacterised	protein YdeA	family	protein 100.0 2
QnrS1__278614__Salmonella_enterica Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA Phage	integrase	SAM-like	domain	protein hypothetical	protein hypothetical	protein hypothetical	protein IS3-like hypothetical	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR Mercuric	reductase Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Replication	protein	RepB Protein	SopA SopB 100.0 74
QnrS1__1831566__Klebsiella_pneumoniae_plasmid IS6-like Transposase Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like hypothetical	protein Fic	family	protein IS3-like hypothetical	protein hypothetical	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein Uncharacterised	protein Putative	phosphoheptose	isomerase TraX	protein hypothetical	protein 100.0 2
QnrS1__1285824__Salmonella_enterica ABC	transporter	ATP-binding	protein hypothetical	protein Fic	family	protein IS3-like Orf5	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Resolvase hypothetical	protein Transcriptional	regulator,	ArsR	family 100.0 4
QnrS1__1756097__Escherichia_coli hypothetical	protein ABC	transporter	ATP-binding	protein hypothetical	protein hypothetical	protein Transposase	InsC	for	insertion	element	IS2D IS3-like Beta-lactamase IS3-like Uncharacterised	protein Orf5	protein QnrS1 hypothetical	protein 100.0 1
QnrS1__1267012__Salmonella_enterica hypothetical	protein QnrS1 hypothetical	protein 100.0 1
QnrS1__674206__Escherichia_coli Transposase hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Transposase	for	transposon	Tn2501 Resolvase Putative	permease hypothetical	protein 100.0 1
QnrS1__276996__Salmonella_enterica hypothetical	protein hypothetical	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Transposon	DNA-invertase IS3-like IS1133	transposase	OrfB hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein IS3-like Uncharacterised	protein hypothetical	protein QnrS1 hypothetical	protein Mercuric	reductase Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein Conjugal	transfer	protein	TraX Replication	initiation	protein DSBA	oxidoreductase hypothetical	protein 100.0 1
QnrS1__253518__Salmonella_enterica Adenylate	cyclase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Putative	inner	membrane	protein IS3-like IS1133	transposase	OrfB hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein IS3-like Uncharacterised	protein hypothetical	protein QnrS1 hypothetical	protein Mercuric	reductase Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein Conjugal	transfer	protein	TraX Replication	initiation	protein DSBA	oxidoreductase hypothetical	protein 100.0 1
QnrS1__906551__Klebsiella_pneumoniae Peptidoglycan	synthetase	FtsI Beta-lactamase Mobile	element	protein Transposase IS3-like Uncharacterised	protein hypothetical	protein QnrS1 hypothetical	protein transposase-like Integrase	core	domain	protein Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein IS91-like 3'-kinase Aminoglycoside	3'-phosphotransferase Dihydropteroate	synthase Integrase 100.0 1
QnrS1__1506404__Escherichia_coli Transposase Signal	peptidase	I hypothetical	protein Orf5	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein p-type	conjugative	transfer	protein	VirB9 PTS	N-acetylgalactosamine	transporter	subunit	IID Aminoglycoside	3'-phosphotransferase hypothetical	protein Integrase hypothetical	protein DNA	strand	transferase 100.0 5
QnrS1__1474954__Escherichia_coli hypothetical	protein Fic	family	protein IS3-like Uncharacterised	protein Orf5	protein QnrS1 hypothetical	protein Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein p-type	conjugative	transfer	protein	VirB9 PTS	N-acetylgalactosamine	transporter	subunit	IID Aminoglycoside	3'-phosphotransferase hypothetical	protein Integrase hypothetical	protein DNA	strand	transferase 100.0 2
QnrS1__224870__Salmonella_enterica_subsp._enterica_serovar_Mbandaka Peptidoglycan	synthetase	FtsI hypothetical	protein IS3-like hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR Mercuric	reductase Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ATP/GTP-binding	protein	(Fragment) hypothetical	protein hypothetical	protein 100.0 1
QnrS1__708829__Klebsiella_pneumoniae Putative	transport	system	outer	membrane	protein	EtsC hypothetical	protein IS3-like hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein IS911	orfA IS3-like Hemolysin	expression-modulating	protein Uncharacterised	protein YdeA YdfA CopG	family	transcriptional	regulatorPlasmid	stabilization	protein Copper-binding	protein hypothetical	protein 100.0 2
QnrS1__323163__Salmonella_enterica_subsp._enterica_serovar_Emek Oxidoreductase TraG hypothetical	protein Conjugal	transfer	inhibition	protein	FipA Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 Mercuric	reductase Peptidoglycan	synthetase	FtsI hypothetical	protein IS3-like hypothetical	protein QnrS1 Resolvase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Transposase hypothetical	protein TraI Transcriptional	activator	CadC TraK Prevention	of	the	induction	of	SOS	response,with	a	inserted	of	17	bp	at	position	99 StdB StbC OrfD 100.0 9
QnrS1__603208__Klebsiella_pneumoniae Putative	transport	system	outer	membrane	protein	EtsC hypothetical	protein IS3-like hypothetical	protein QnrS1 Transposon	DNA-invertase 100.0 4

QnrS1__699880__Leclercia_adecarboxylata hypothetical	protein MBL	fold	metallo-hydrolase Transcriptional	regulator,	XRE	family	protein hypothetical	protein LysR	family	transcriptional	regulator D-alanyl-D-alanine-carboxypeptidase/endopeptidase	AmpH Peptidoglycan	synthetase	FtsI hypothetical	protein IS3-like hypothetical	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein YdeA	family	protein YdfA hypothetical	protein hypothetical	protein Cytosine-specific	methyltransferase 100.0 2
QnrS1__206159__Salmonella_enterica Flavohemoprotein MBL	fold	metallo-hydrolase Transcriptional	regulator,	XRE	family	protein hypothetical	protein LysR	family	transcriptional	regulator D-alanyl-D-alanine-carboxypeptidase/endopeptidase	AmpH Peptidoglycan	synthetase	FtsI hypothetical	protein IS3-like Uncharacterised	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR hypothetical	protein 100.0 6
QnrS1__531129__Enterobacter_hormaechei hypothetical	protein MBL	fold	metallo-hydrolase Transcriptional	regulator,	XRE	family	protein hypothetical	protein LysR	family	transcriptional	regulator D-alanyl-D-alanine-carboxypeptidase/endopeptidase	AmpH Membrane	protein Peptidoglycan	synthetase	FtsI hypothetical	protein IS3-like Uncharacterised	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Putative	SOS	response-associated	peptidase	YedK Protein	parb hypothetical	protein hypothetical	protein 100.0 114
QnrS1__991823__Salmonella_enterica_subsp._enterica_serovar_Saintpaul hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Fic	family	protein IS3-like Orf5	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Putative	SOS	response-associated	peptidase	YedK Protein	parb hypothetical	protein hypothetical	protein 100.0 7
QnrS1__1016688__Salmonella_enterica_subsp._enterica_serovar_Typhimurium Peptidoglycan	synthetase	FtsI Fic	family	protein IS3-like hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Transposase hypothetical	protein 100.0 2
QnrS1__1603015__Klebsiella_quasipneumoniae Acetamidase Fic	family	protein IS3-like Uncharacterised	protein Orf5	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Putative	DNA	repair	ATPase TIORF34	protein hypothetical	protein Protein	ccda Toxin	CcdB hypothetical	protein Resolvase hypothetical	protein 100.0 2
QnrS1__939984__Klebsiella_pneumoniae Peptidoglycan	synthetase	FtsI Beta-lactamase IS3-like hypothetical	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like ORF22 Outer	membrane	receptor	protein Probable	intracellular	septation	protein	A UPF0259	membrane	protein	KpST82	2888 Ferredoxin Outer	membrane	protein	W PKHD-type	hydroxylase	KPN78578	12210 hypothetical	protein 100.0 1
QnrS1__1603071__Klebsiella_pneumoniae Acetamidase Fic	family	protein IS3-like Orf5	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Universal	stress	protein	UspA Putative	sulfate	transporter	YbaR hypothetical	protein DNA-binding	protein hypothetical	protein 100.0 1
QnrS1__1862173__Escherichia_coli Peptidoglycan	synthetase	FtsI Fic	family	protein IS3-like hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein IS110	family	transposase ATP-dependent	Lon	protease TIGR02687	family	protein hypothetical	protein 100.0 2
QnrS1__1807838__Escherichia_coli hypothetical	protein QnrS1 100.0 1
QnrS1__1851638__Escherichia_coli hypothetical	protein QnrS1 hypothetical	protein 100.0 1
QnrS1__1807887__Escherichia_coli hypothetical	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein 100.0 1
QnrS1__1851597__Escherichia_coli hypothetical	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein 100.0 1
QnrS1__781143__Escherichia_coli Transposase hypothetical	protein QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein 100.0 1
QnrS1__1900926__Escherichia_coli hypothetical	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Addiction	module	toxin	RelE Antitoxin	RelB hypothetical	protein Cytochrome	c	heme-binding	protein hypothetical	protein 100.0 1
QnrS1__1852987__Escherichia_coli hypothetical	protein Transposase hypothetical	protein QnrS1 Resolvase ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Addiction	module	toxin	RelE Antitoxin	RelB hypothetical	protein Putative	transposase 100.0 16
QnrS1__674148__Escherichia_coli Transposase hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Resolvase Plasmid	partitioning	protein	ParF Plasmid	partitioning	protein	ParG hypothetical	protein ATPase	involved	in	chromosome	partitioning DNA	distortion	protein	3 Auxiliary	protein	Bis Replication	initiation	protein	Pi 100.0 1
QnrS1__1782974__Escherichia_coli Signal	peptidase	I hypothetical	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein 100.0 1

QnrS1__1851664__Escherichia_coli hypothetical	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein 100.0 1
QnrS1__1851643__Escherichia_coli hypothetical	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein 100.0 1
QnrS1__1835032__Klebsiella_pneumoniae_plasmid hypothetical	protein Ankyrin	repeat	family	protein Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like hypothetical	protein Fic	family	protein IS3-like hypothetical	protein hypothetical	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein ResD 100.0 305
QnrS1__1466040__Escherichia_coli Signal	peptidase	I Uncharacterised	protein Orf5	protein QnrS1 hypothetical	protein Resolvase 3-methyl-2-oxobutanoate	hydroxymethyltransferase QACEdelta1	(Fragment) 100.0 1
QnrS1__532393__Klebsiella_pneumoniae Tn10	transposase	(Fragment) Phage	integrase:Phage	integrase,	N-terminal	SAM-like	protein Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance hypothetical	protein Polyamine-transporting	ATPase IS6-like Putative	transport	system	outer	membrane	protein	EtsC hypothetical	protein IS3-like Uncharacterised	protein hypothetical	protein QnrS1 hypothetical	protein Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein IS6-like Invertase/recombinase Methionine	aminopeptidase Resolvase Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase QACEdelta1	(Fragment) hypothetical	protein DfrA1 100.0 8
QnrS1__504253__Klebsiella_pneumoniae hypothetical	protein Conjugal	transfer	protein Phospholipase	D	family	protein hypothetical	protein Putative	RepA	protein AraC	family	transcriptional	regulator Bcr/CflA	family	drug	resistance	efflux	transporter ISCro1-like IS3-like IS3-like hypothetical	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase QACEdelta1	(Fragment) 100.0 6
QnrS1__431623__Salmonella_enterica_subsp._enterica hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Putative	transposase hypothetical	protein hypothetical	protein CAAX	protease Putative	cytoplasmic	protein hypothetical	protein transposase-like IS91-like hypothetical	protein 100.0 2
QnrS1__278116__Salmonella_enterica Membrane	protein MBL	fold	metallo-hydrolase Transcriptional	regulator,	XRE	family	protein hypothetical	protein LysR	family	transcriptional	regulator D-alanyl-D-alanine-carboxypeptidase/endopeptidase	AmpH Peptidoglycan	synthetase	FtsI hypothetical	protein IS3-like Uncharacterised	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR Mercuric	reductase Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein DNA	polymerase	V	subunit	UmuC Replication	initiation	and	membrane	attachment	protein	DnaB hypothetical	protein Invertase/recombinase N-acetylmuramoyl-L-alanine	amidase Acetyltransferase,	GNAT	family	(Fragment) ABC	transporter	ATP-binding	protein 100.0 27
QnrS1__904593__Escherichia_coli Peptidoglycan	synthetase	FtsI Beta-lactamase IS3-like hypothetical	protein hypothetical	protein QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Thermophilic	glucose-6-phosphate	isomerase	and	related	metalloenzymes Endonuclease	DDE Putative	nucleotidyltransferase ISPa38-like IS4321-like hypothetical	protein Hemolysin	expression-modulating	protein hypothetical	protein 100.0 1
QnrS1__1839271__Klebsiella_pneumoniae_plasmid Transposase Transposase	InsO	and	inactivated	derivatives Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Peptidoglycan	synthetase	FtsI Fic	family	protein IS3-like Uncharacterised	protein hypothetical	protein QnrS1 hypothetical	protein Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein DNA	polymerase	V	subunit	UmuC Aerotaxis	receptor Ankyrin	repeat	family	protein Invertase/recombinase IS6-like Nucleotidyltransferase	domain-containing	protein Acetyltransferase,	GNAT	family	(Fragment) hypothetical	protein 100.0 23
QnrS1__1838682__Klebsiella_pneumoniae_plasmid Uncharacterised	protein Ankyrin	repeat	family	protein Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Bcr/CflA	family	drug	resistance	efflux	transporter Fic	family	protein IS3-like hypothetical	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS1	transposase	orfB hypothetical	protein hypothetical	protein IS5-like Resolvase hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 3
QnrS1__630791__Klebsiella_pneumoniae_UCI_25 Phage	integrase:Phage	integrase,	N-terminal	SAM-like	protein Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance hypothetical	protein Polyamine-transporting	ATPase IS6-like Putative	transport	system	outer	membrane	protein	EtsC hypothetical	protein IS3-like hypothetical	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Putative	SOS	response-associated	peptidase	YedK Protein	parb hypothetical	protein Outer	membrane	protein Uncharacterised	protein SecG	protein Phosphoglucosamine	mutase 100.0 2
QnrS1__733167__Serratia_marcescens QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Transcriptional	regulator 100.0 1
QnrS1__1639145__Serratia_marcescens Tn10	transposase	(Fragment) IS4-like Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Peptidoglycan	synthetase	FtsI Fic	family	protein IS3-like hypothetical	protein Orf5	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Transcriptional	regulator Uncharacterised	protein DNA-damage-inducible	SOS	response	protein LexA	repressor Diacylglycerol	kinase Pseudouridylate	synthases,	23S	RNA-specific 100.0 5
QnrS1__733181__Serratia_marcescens Peptidoglycan	synthetase	FtsI hypothetical	protein IS3-like hypothetical	protein hypothetical	protein QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Transcriptional	regulator Uncharacterised	protein DNA-damage-inducible	SOS	response	protein LexA	repressor Diacylglycerol	kinase Glycerol-3-phosphate	acyltransferase 100.0 1
QnrS1__1850715__Enterobacter_hormaechei hypothetical	protein QnrS1 hypothetical	protein Transposon	DNA-invertase transposase-like 100.0 1
QnrS1__878669__Escherichia_coli hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like Uncharacterised	protein Arsenic	resistance	operon	repressor Arsenical	resistance	operon	trans-acting	repressor	arsD Arsenical	pump-driving	ATPase Arsenical	pump	membrane	protein Arsenate	reductase hypothetical	protein Recombinase hypothetical	protein 100.0 1
QnrS1__903450__Klebsiella_variicola hypothetical	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like hypothetical	protein Integrase Uncharacterised	protein WYL	domain	protein Metallohydrolase hypothetical	protein 100.0 1
QnrS1__532575__Escherichia_coli Macrolide	2'-phosphotransferase hypothetical	protein IS6-like hypothetical	protein Tetracycline	resistance	protein	TetM Transposase transposase-like hypothetical	protein IS6-like QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein IS6-like Plasmid	recombination	enzyme	(Fragment) Florfenicol/	chloramphenicol	export	protein	FloR Type	IV	secretory	pathway	VirD2	component	protein hypothetical	protein hypothetical	protein IS6-like Streptomycin	3''-adenylyltransferase 100.0 1
QnrS1__1506046__Escherichia_coli hypothetical	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein 100.0 1
QnrS1__905126__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein GCN5-related	N-acetyltransferase IS5-like Stable	plasmid	inheritance	protein	StbB Plasmid	segregation	protein	ParM Methyltransferase	(Fragment) Putative	cytoplasmic	protein Uncharacterized	protein	YubF IPF	24 hypothetical	protein 100.0 1
QnrS1__1834951__Escherichia_coli_plasmid IS6-like hypothetical	protein Transposase Transposase transposase-like Ankyrin	repeat	family	protein ABC	transporter	ATP-binding	protein hypothetical	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Stable	plasmid	inheritance	protein	StbB Plasmid	segregation	protein	ParM hypothetical	protein Putative	cytoplasmic	protein Uncharacterized	protein	YubF IPF	24 Putative	antirestriction	protein	KlcA Uncharacterized	protein	YubJ YffA 100.0 11
QnrS1__1730181__Escherichia_coli Signal	peptidase	I hypothetical	protein Orf5	protein QnrS1 Inner	membrane	protein	YjeO Beta-galactosidase Lactose	operon	repressor DNA-binding	transcriptional	activator	MhpR 3-(3-hydroxy-phenyl)propionate/3-hydroxycinnamic	acid	hydroxylase 2,3-dihydroxyphenylpropionate/2,3-dihydroxicinnamic	acid	1,2-dioxygenase 2-hydroxy-6-oxononadienedioate/2-hydroxy-6-oxononatrienedioate	hydrolase 2-keto-4-pentenoate	hydratase 100.0 2
QnrS1__1836968__Klebsiella_pneumoniae_plasmid hypothetical	protein hypothetical	protein hypothetical	protein TraO hypothetical	protein TraG Endonuclease ArsR	family	transcriptional	regulator Ankyrin	repeat	family	protein Kanamycin	resistance	protein Ankyrin	repeat	family	protein Transposase Uncharacterised	protein hypothetical	protein QnrS1 Transposon	DNA-invertase Mobile	element	protein Ankyrin	repeat	family	protein hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein IS91-like hypothetical	protein hypothetical	protein hypothetical	protein ParA	family	ATPase Chromosome	(Plasmid)	partitioning	protein	ParB	/	Stage	0	sporulation	protein	J 100.0 1
QnrS1__982573__Salmonella_enterica Beta-lactamase Signal	peptidase	I Orf5	protein QnrS1 Ankyrin	repeat	family	protein Aerotaxis	receptor IS3-like 100.0 1
QnrS1__1056198__Salmonella_enterica_subsp._enterica hypothetical	protein QnrS1 transposase-like 100.0 1
QnrS1__568543__Klebsiella_pneumoniae Isochorismatase	family	protein	YecD Phage	integrase	SAM-like	domain	protein TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) DfrA1 D-specific	alpha-keto	acid	dehydrogenase QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein DNA	polymerase	V	subunit	UmuC Protein	impA Protein	of	uncharacterised	function	(DUF2913) hypothetical	protein Putative	RepA	protein hypothetical	protein Phospholipase	D	family	protein Conjugal	transfer	protein 100.0 8
QnrS1__754401__Klebsiella_quasipneumoniae hypothetical	protein YdaA	protein hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein IS6-like Aerotaxis	receptor DNA	polymerase	V	subunit	UmuC Protein	impA Protein	of	uncharacterised	function	(DUF2913) hypothetical	protein Putative	RepA	protein 100.0 2
QnrS1__1836256__Leclercia_adecarboxylata_plasmid Type-F	conjugative	transfer	system	pilin	acetylase	TraX hypothetical	protein Tetracycline	resistance	regulatory	protein	TetR Related	to	mfs-multidrug-resistance	transporter hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein Resolvase	for	Tn21 transposase-like hypothetical	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein DNA	polymerase	V	subunit	UmuC Protein	impA Protein	of	uncharacterised	function	(DUF2913) hypothetical	protein Uncharacterised	protein Nikb	protein 100.0 3
QnrS1__665356__Klebsiella_aerogenes hypothetical	protein QnrS1 hypothetical	protein transposase-like Transposon	Tn1721	resolvase hypothetical	protein hypothetical	protein 100.0 1

QnrS1__108338__Salmonella_enterica QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein IS903B-like 99.5 1
QnrS1__533104__Salmonella_enterica_subsp._enterica hypothetical	protein hypothetical	protein hypothetical	protein IS6-like DDE	superfamily	endonuclease Streptomycin	3''-adenylyltransferase Quinone	oxidoreductase IS6-like Polyamine-transporting	ATPase hypothetical	protein Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) IS6-like QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein IS6-like hypothetical	protein hypothetical	protein MFS	transporter Alpha/beta	hydrolase IS6-like hypothetical	protein Rifampicin	ADP-ribosylatin	transferase DfrA14 100.0 2
QnrS1__876682__Escherichia_coli IS91-like hypothetical	protein Mobile	element	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein hypothetical	protein Protein	impA DNA	polymerase	V	subunit	UmuC Chromosome	partitioning	protein	ParB ParA	family	chromosome	partitioning	protein hypothetical	protein 100.0 1
QnrS1__1274149__Salmonella_enterica Transposase	(Fragment) QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Protein	impA DNA	polymerase	V	subunit	UmuC Chromosome	partitioning	protein	ParB ParA	family	chromosome	partitioning	protein hypothetical	protein Replication	protein 100.0 2
QnrS1__228154__Salmonella_enterica_subsp._enterica_serovar_Montevideo hypothetical	protein Replication	protein hypothetical	protein Resolvase hypothetical	protein Uncharacterised	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA QnrS1 Redox-sensitive	transcriptional	activator	SoxR Mercuric	reductase Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein hypothetical	protein Protein	impA DNA	polymerase	V	subunit	UmuC Chromosome	partitioning	protein	ParB ParA	family	chromosome	partitioning	protein 100.0 31
QnrS1__205660__Salmonella_enterica hypothetical	protein Replication	protein hypothetical	protein Resolvase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA QnrS1 Redox-sensitive	transcriptional	activator	SoxR Mercuric	reductase Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Vpf119	homologue Protein	impA DNA	polymerase	V	subunit	UmuC Chromosome	partitioning	protein	ParB ParA	family	chromosome	partitioning	protein 100.0 4
QnrS1__1859303__Klebsiella_pneumoniae Resolvase QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein hypothetical	protein Putative	RepA	protein Transcriptional	regulator Transcriptional	activator	rfaH hypothetical	protein ATP-binding	protein VirB1 VirB2	family	type	IV	secretion	complex	major	pilin hypothetical	protein 100.0 1
QnrS1__1837071__Klebsiella_pneumoniae_plasmid hypothetical	protein Transposase Transposase IS1380-like hypothetical	protein Spore	coat	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein DNA	polymerase	V	subunit	UmuC transposase-like DNA	resolvase DNA-binding	domain-containing	protein,	AraC-type Uncharacterised	protein Transporter,	LysE	family hypothetical	protein 100.0 1
QnrS1__1795667__Klebsiella_pneumoniae hypothetical	protein Lactoylglutathione	lyase	related	lyase S-(hydroxymethyl)glutathione	dehydrogenase FrmR hypothetical	protein Transposase IS3-like Protein	YaiN transposase-like Putative	transposase ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Transposon	DNA-invertase QnrS1 100.0 1
QnrS1__280633__Salmonella_enterica hypothetical	protein hypothetical	protein Uncharacterized	endonuclease Hemolysin	expression	modulating	protein Protein	of	uncharacterised	function	(DUF2913) Replication	regulatory	protein hypothetical	protein YcgL	domain-containing	protein	PBPRA1080 Toxin	RelE2 Putative	exonuclease	protein Mercuric	reductase Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein 100.0 1
QnrS1__830194__Klebsiella_pneumoniae_subsp._pneumoniae DNA	polymerase	V	subunit	UmuC Protein	RepA ParA Chromosome	(Plasmid)	partitioning	protein	ParB hypothetical	protein ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Transposon	DNA-invertase QnrS1 100.0 1

QnrS1__1606524__Klebsiella_pneumoniae Heavy	metal	efflux	pump,	cobalt-zinc-cadmium hypothetical	protein Aerotaxis	receptor QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein DNA	polymerase	V	subunit	UmuC Protein	impA 100.0 1
QnrS1__1590230__Escherichia_coli hypothetical	protein IS21-like IS3-like-like Glycine	betaine	ABC	transport	system,	permease	protein	OpuAB	/	Glycine	betaine	ABC	transport	system,	glycine	betaine-binding	protein	OpuAC Sea15 hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Uncharacterised	protein Transposon	DNA-invertase QnrS1 Orf5	protein hypothetical	protein Insertion	element	IS2A	uncharacterized	48.2	kDa	protein Phage	tail	protein hypothetical	protein 100.0 2
QnrS1__324605__Salmonella_enterica_subsp._enterica_serovar_Chester hypothetical	protein hypothetical	protein hypothetical	protein TetA hypothetical	protein Relaxase	/helicase	(Fragment) Uncharacterised	protein hypothetical	protein Dihydropteroate	synthase Mercuric	reductase Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA 100.0 31
QnrS6__878784__Photobacterium_sp._BEI_247 hypothetical	protein hypothetical	protein Asparaginase Glutathione	S-transferase RNA	polymerase	sigma	factor	SigZ Uncharacterised	protein AraC	family	transcriptional	regulator Oxygen-independent	coproporphyrinogen	III	oxidase,	Fe-S	oxidoreductase Enoyl-CoA	hydratase LysR	family	transcriptional	regulator ABC	transporter	substrate-binding	protein hypothetical	protein QnrS6 Maltose	acetyltransferase YcxB-like	family	protein hypothetical	protein hypothetical	protein N-acetylmuramoyl-L-alanine	amidase hypothetical	protein hypothetical	protein hypothetical	protein GntR	family	transcriptional	regulator 2-methylisocitrate	lyase Citrate	synthase hypothetical	protein 94.0 1

QnrS6__759523__Vibrio_lentus hypothetical	protein hypothetical	protein HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 Endonuclease Transposase hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein N-acetylglutamate	synthase Disulfide	bond	formation	protein	B hypothetical	protein 85.8 7
QnrS6__675442__Vibrio_sp._HI00D65 hypothetical	protein hypothetical	protein HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 hypothetical	protein Putative	N-acetyltransferase	YjaB DUF5062	domain-containing	protein hypothetical	protein N-acetylglutamate	synthase Disulfide	bond	formation	protein	B hypothetical	protein Acetyltransferase Adenosine	deaminase HTH-type	transcriptional	regulator	YidZ 85.8 1
QnrS6__761523__Vibrio_chagasii hypothetical	protein hypothetical	protein HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 hypothetical	protein Putative	HxlR	family	transcriptional	regulator GTP	cyclohydrolase Penicillin-binding	protein	2 Putative	N-acetyltransferase	YjaB DUF5062	domain-containing	protein hypothetical	protein N-acetylglutamate	synthase Disulfide	bond	formation	protein	B 85.8 1
QnrS6__568391__Vibrio_atlanticus Alpha/beta	hydrolase HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase Alpha-D-glucose-1-phosphate	phosphatase	YihX Putative	Maltose	O-acetyltransferase	(MAT)/	Galactoside	O-acetyltransferase	(GAT) Adenosine	deaminase HTH-type	transcriptional	regulator	YidZ HTH-type	transcriptional	repressor	of	iron	protein	A hypothetical	protein 86.7 3
QnrS6__710265__Vibrio_tasmaniensis_LGP32 Bacterial	regulatory	helix-turn-helix	s,	AraC	family	protein HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase HAD	family	hydrolase hypothetical	protein Putative	Maltose	O-acetyltransferase	(MAT)/	Galactoside	O-acetyltransferase	(GAT) Adenosine	deaminase HTH-type	transcriptional	regulator	YidZ 86.7 1
QnrS6__912344__Vibrio_tasmaniensis Metallopeptidase,	M24	family	protein HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase HAD	family	hydrolase hypothetical	protein Putative	Maltose	O-acetyltransferase	(MAT)/	Galactoside	O-acetyltransferase	(GAT) Adenosine	deaminase HTH-type	transcriptional	regulator	YidZ 86.7 1
QnrS6__759711__Vibrio_tasmaniensis Alpha/beta	hydrolase HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase HAD	family	hydrolase hypothetical	protein Putative	Maltose	O-acetyltransferase	(MAT)/	Galactoside	O-acetyltransferase	(GAT) Adenosine	deaminase HTH-type	transcriptional	regulator	YidZ 86.7 1
QnrS6__475982__Vibrio_tasmaniensis_1F-267 Alpha/beta	hydrolase HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase ABC	transporter,	ATP-binding	protein Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase HAD	family	hydrolase hypothetical	protein Putative	Maltose	O-acetyltransferase	(MAT)/	Galactoside	O-acetyltransferase	(GAT) Adenosine	deaminase HTH-type	transcriptional	regulator	YidZ 86.7 1
QnrS6__912240__Vibrio_tasmaniensis Alpha/beta	hydrolase HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase Alpha-D-glucose-1-phosphate	phosphatase	YihX Putative	Maltose	O-acetyltransferase	(MAT)/	Galactoside	O-acetyltransferase	(GAT) Adenosine	deaminase HTH-type	transcriptional	regulator	YidZ Eukaryotic	glutathione	synthase,	ATP	binding	domain 86.7 6

QnrS6__934564__Vibrio_tasmaniensis Alpha/beta	hydrolase HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase HAD	family	hydrolase hypothetical	protein Hexapeptide-repeat	containing-acetyltransferase Adenosine	deaminase HTH-type	transcriptional	regulator	YidZ 86.7 1
QnrS6__759623__Vibrio_sp._10N.261.54.E10 Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase AAA	family	ATPase Transporter UPF0391	membrane	protein	BH582	05065 Putative	lipoprotein Hemerythrin Whole	genome	shotgun	sequence 87.2 2
QnrS6__475938__Vibrio_crassostreae_9ZC13 Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein hypothetical	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB PTS	mannitol	transporter	subunit	IIA Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component L-sorbose	1-phosphate	reductase Transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	A136	08115 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase hypothetical	protein 87.2 3
QnrS6__749942__Vibrio_crassostreae_9CS106 Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein Membrane	protein Disulfide	bond	formation	protein	B hypothetical	protein PTS	lactose	transporter	subunit	IIB 2-dehydro-3-deoxy-6-phosphogalactonate	aldolase GntR	family	transcriptional	regulator HAD	family	hydrolase Putative	Maltose	O-acetyltransferase	(MAT)/	Galactoside	O-acetyltransferase	(GAT) Adenosine	deaminase hypothetical	protein 88.1 1
QnrS6__663576__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB PTS	mannitol	transporter	subunit	IIA Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component L-sorbose	1-phosphate	reductase Transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	A136	08115 DUF5062	domain-containing	protein hypothetical	protein 86.2 2
QnrS6__1874640__Vibrio_chagasii ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein Putative	N-acetyltransferase	YjaB PTS	mannitol	transporter	subunit	IIA Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component L-sorbose	1-phosphate	reductase Transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	A136	08115 DUF5062	domain-containing	protein hypothetical	protein 86.2 1
QnrS6__701060__Vibrio_gigantis ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB DUF5062	domain-containing	protein Membrane	protein Transcriptional	regulator Hypothetical	lipoprotein Alpha-galactosidase Melibiose	operon	regulator Glucosidase	YgjK 86.7 1

QnrS6__690457__Vibrio_splendidus Methylglyoxal	synthase MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase GntR	family	transcriptional	regulator Dipeptidase hypothetical	protein HAD	family	hydrolase hypothetical	protein 88.1 1
QnrS6__827718__Vibrio_crassostreae Alpha/beta	hydrolase hypothetical	protein HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase AAA	family	ATPase Transporter UPF0391	membrane	protein	BH582	05065 Putative	lipoprotein Hemerythrin Whole	genome	shotgun	sequence 87.6 2
QnrS6__929520__Vibrio_sp._F12 hypothetical	protein hypothetical	protein HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 hypothetical	protein PTS	mannitol	transporter	subunit	IIA Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component L-sorbose	1-phosphate	reductase Transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	BH584	01540 DUF5062	domain-containing	protein Membrane	protein Disulfide	bond	formation	protein	B Melibiose:sodium	transporter	MelB hypothetical	protein 87.6 5
QnrS6__917953__Vibrio_crassostreae Alpha/beta	hydrolase HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 hypothetical	protein PTS	mannitol	transporter	subunit	IIA Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component L-sorbose	1-phosphate	reductase Transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	BH584	01540 DUF5062	domain-containing	protein hypothetical	protein hypothetical	protein 87.2 1
QnrS6__663548__Vibrio_splendidus Metallopeptidase,	M24	family	protein HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 PTS	mannitol	transporter	subunit	IIA Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component L-sorbose	1-phosphate	reductase Transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	BH584	01540 DUF5062	domain-containing	protein hypothetical	protein hypothetical	protein 86.7 1

QnrS6__940400__Vibrio_crassostreae hypothetical	protein Hydrolase,	alpha/beta	fold	family	(Fragment) HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 hypothetical	protein PTS	mannitol	transporter	subunit	IIA Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component L-sorbose	1-phosphate	reductase Transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	BH584	01540 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase hypothetical	protein 87.6 5
QnrS6__929518__Vibrio_kanaloae hypothetical	protein Transcriptional	regulatory	protein	RstA HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 PTS	mannitol	transporter	subunit	IIA Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component L-sorbose	1-phosphate	reductase Putative	DNA-binding	transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	BH584	01540 hypothetical	protein DUF5062	domain-containing	protein 2,4-diaminobutyric	acid	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase hypothetical	protein 88.1 8
QnrS6__661891__Vibrio_toranzoniae hypothetical	protein Transcriptional	regulatory	protein	RstA HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator hypothetical	protein QnrS6 DUF5062	domain-containing	protein 2,4-diaminobutyric	acid	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase AAA	family	ATPase Transporter Putative	lipoprotein Hemerythrin Whole	genome	shotgun	sequence 86.2 3
QnrS6__759588__Vibrio_cyclitrophicus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase AAA	family	ATPase Transporter UPF0391	membrane	protein	BH582	05065 Putative	lipoprotein Hemerythrin DNA	polymerase	IV 86.2 5
QnrS6__759442__Vibrio_cyclitrophicus Choline	ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase AAA	family	ATPase Transporter UPF0391	membrane	protein	BH582	05065 Putative	lipoprotein Hemerythrin Whole	genome	shotgun	sequence 85.3 9
QnrS6__759293__Vibrio_cyclitrophicus hypothetical	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein hypothetical	protein Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase AAA	family	ATPase Transporter UPF0391	membrane	protein	BH582	05065 Putative	lipoprotein Hemerythrin DNA	polymerase	IV 85.3 3
QnrS6__759562__Vibrio_cyclitrophicus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase AAA	family	ATPase Transporter UPF0391	membrane	protein	BH582	05065 Putative	lipoprotein Hemerythrin Whole	genome	shotgun	sequence 85.3 16
QnrS6__759941__Vibrio_cyclitrophicus Choline	ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase AAA	family	ATPase Transporter UPF0391	membrane	protein	BH582	05065 Putative	lipoprotein Hemerythrin DNA	polymerase	IV 85.3 1

QnrS6__759866__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase AAA	family	ATPase Transporter UPF0391	membrane	protein	BH582	05065 Putative	lipoprotein Hemerythrin DNA	polymerase	IV 86.2 4
QnrS6__759506__Vibrio_splendidus Methylglyoxal	synthase MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase hypothetical	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase AAA	family	ATPase Transporter UPF0391	membrane	protein	BH582	05065 Putative	lipoprotein Hemerythrin Methylglyoxal	synthase 86.7 3
QnrS6__780113__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase hypothetical	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB DUF5062	domain-containing	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase AAA	family	ATPase Transporter UPF0391	membrane	protein	BH582	05065 Putative	lipoprotein Hemerythrin Methylglyoxal	synthase 86.2 1

QnrS6__526646__Vibrio_alginolyticus Alpha/beta	hydrolase HTH-type	transcriptional	regulator	BetI NAD/NADP-dependent	betaine	aldehyde	dehydrogenase Oxygen-dependent	choline	dehydrogenase Glycine/betaine	ABC	transporter	substrate-binding	protein Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein hypothetical	protein Diaminobutyrate	acetyltransferase Diaminobutyrate--2-oxoglutarate	transaminase L-ectoine	synthase Aspartate	kinase AAA	family	ATPase Transporter UPF0391	membrane	protein	BH582	05065 Putative	lipoprotein Hemerythrin Whole	genome	shotgun	sequence hypothetical	protein 86.2 1
QnrS1__854863__Klebsiella_quasipneumoniae hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein SAM-dependent	methyltransferase hypothetical	protein transposase-like transposase-like Transposon	DNA-invertase QnrS1 hypothetical	protein 100.0 1
QnrS6__759453__Vibrio_sp._10N.286.49.C2 hypothetical	protein Phosphonate	transport	system	substrate-binding	protein Phosphonate	ABC	transporter,	permease	protein	PhnE Phosphonate	ABC	transporter	permease	protein	phnE1 Carboxymuconolactone	decarboxylase Haloacid	dehalogenase Thioredoxin hypothetical	protein Putative	LacI	family	transcriptional	regulator Bifunctional	D-altronate/D-mannonate	dehydratase Oxidoreductase QnrS6 Cell	wall	shape-determining	protein Membrane	protein HTH-type	transcriptional	regulator	MalT Alpha-1,4	glucan	phosphorylase 4-alpha-glucanotransferase 70.1 2
QnrS6__1103605__Salmonella_enterica Conjugal	transfer	protein	traG Endonuclease N-acyltransferase	domain-containing	protein hypothetical	protein QnrS6 Conjugal	transfer	protein	traI Conjugal	transfer	protein	traJ Conjugal	transfer	protein	traK Plasmid	stability	protein	stbA Plasmid	stability	protein	stbB Plasmid	stability	protein	stbC 99.5 1

QnrS1__1714331__Escherichia_coli ABC	transporter	ATP-binding	protein hypothetical	protein QnrS1 Spore	coat	protein Insertion	element	IS1	8	protein	InsB Chloramphenicol	acetyltransferase Plasmid	partition	protein	A,	putative PemI hypothetical	protein TaxD hypothetical	protein hypothetical	protein PI	protein Antitoxin	of	toxin-antitoxin	stability	system Stability	protein	StbE 100.0 1
QnrS6__1877627__Vibrio_fortis hypothetical	protein Putative	permease	of	ABC	transporter ABC	transporter	permease Nucleotide	pyrophosphatase ABC	transporter	substrate-binding	protein MFS	transporter Methyl-accepting	chemotaxis	protein	PctB hypothetical	protein Xaa-Pro	dipeptidase hypothetical	protein QnrS6 Whole	genome	shotgun	sequence Succinate-semialdehyde	dehydrogenase Putative	agmatine	deiminase Whole	genome	shotgun	sequence Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase Transcriptional	regulator Glutamine	amidotransferase hypothetical	protein 70.2 1
QnrS6__699872__Salinivibrio_sp._IB574 Regulator Transcriptional	regulator,	ArsR	family Rhodanese hypothetical	protein hypothetical	protein Amino	acid	ABC	transporter	substrate-binding	protein Thioesterase hypothetical	protein Short-chain	dehydrogenase hypothetical	protein QnrS6 Uncharacterised	protein	family	(UPF0157) Urease RNA	helicase 78.4 1
QnrS6__699875__Salinivibrio_proteolyticus Acriflavine	resistance	protein	B Transcriptional	regulator,	ArsR	family Rhodanese CoA-disulfide	reductase hypothetical	protein Thioesterase hypothetical	protein Uncharacterized	conserved	protein	YecT,	DUF1311	family Short-chain	dehydrogenase QnrS6 hypothetical	protein LysR	family	transcriptional	regulator Membrane	protein RNA	helicase 79.7 1
QnrS6__482868__Vibrio_parahaemolyticus_S027 DNA	base-flipping	protein Putative	membrane	protein Diguanylate	cyclase	domain	protein Endonuclease transposase-like Transposase Transcriptional	regulator Transcriptional	regulator	VspR GGDEF	domain-containing	protein QnrS6 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	CRISPR-associated	protein Type	I-F	CRISPR-associated	protein	Csy3 Type	I-F	CRISPR-associated	endoribonuclease	Cas6/Csy4 hypothetical	protein HTH-type	transcriptional	regulator	/	antitoxin	HigA hypothetical	protein hypothetical	protein 99.5 3
QnrS6__645666__Catenovulum_maritimum hypothetical	protein Lipoprotein hypothetical	protein hypothetical	protein hypothetical	protein TetR	family	transcriptional	regulator Integrase hypothetical	protein Integrase QnrS6 Antitoxin	YafN mRNA	interferase	RelE hypothetical	protein hypothetical	protein Cell	filamentation	protein	Fic hypothetical	protein hypothetical	protein Transcriptional	regulator Transcriptional	regulator DNA	methyltransferase hypothetical	protein 99.5 1
QnrS6__1827946__Photobacterium_damselae_subsp._damselae Glyoxalase Multidrug	DMT	transporter	permease HAD	family	hydrolase D-arabitol	membrane	transporter Xylulose	kinase D-arabinitol	4-dehydrogenase Cytochrome	C	biogenesis	protein	CcdA hypothetical	protein QnrS6 hypothetical	protein hypothetical	protein Integrase IS91-like hypothetical	protein 95.0 1
QnrS5__749214__Vibrio_alginolyticus hypothetical	protein hypothetical	protein A/G-specific	adenine	DNA	glycosylase hypothetical	protein Beta-lactamase	domain	protein hypothetical	protein hypothetical	protein QnrS5 DNA	helicase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 96.3 1
QnrS5__1811875__Vibrio_alginolyticus No	significant	homology tRNA	(guanine-N(7)-)-methyltransferase A/G-specific	adenine	DNA	glycosylase Whole	genome	shotgun	sequence hypothetical	protein Beta-lactamase	domain	protein hypothetical	protein hypothetical	protein QnrS5 DNA	helicase ATP-dependent	endonuclease hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Glyoxalase 96.3 1

QnrS6__1834487__Shewanella_aestuarii_plasmid hypothetical	protein hypothetical	protein Site-specific	recombinase	phage	integrase	family N-6	DNA	methylase Type	I	restriction-modification	system,	S	subunit Cell	division	protein	Fic Transcriptional	regulator Type	I	site-specific	deoxyribonuclease,	HsdR	family QnrS6 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	HNH	endonuclease hypothetical	protein hypothetical	protein 99.5 6
QnrS6__809062__Vibrio_sp._A511 Type-1	restriction	enzyme	specificity	protein Anticodon	nuclease DEAD/DEAH	box	helicase hypothetical	protein Putative	Y4mE DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein QnrS6 hypothetical	protein hypothetical	protein Major	facilitator	superfamily	MFS	1 Transposase Mobile	element	protein hypothetical	protein Endonuclease	III Electron	transport	complex	subunit	E Electron	transport	complex	subunit	G Electron	transport	complex	subunit	D Electron	transport	complex	subunit	C 95.4 1
QnrS6__685781__Salinivibrio_sp._BNH Molybdenum	ABC	transporter	permease	subunit Molybdenum	import	ATP-binding	protein	ModC FAD-dependent	oxidoreductase Nitric	oxide	reductase Nitric	oxide	reductase	transcription	regulator Nitrous	oxide-stimulated	promoter Short-chain	dehydrogenase MFS	transporter hypothetical	protein QnrS6 hypothetical	protein RNA	helicase Protein-disulfide	isomerase MBL	fold	metallo-hydrolase LysR	family	transcriptional	regulator UPF0178	protein	BZG77	01020 hypothetical	protein hypothetical	protein Signal	transduction	histidine	kinase DNA-binding	response	regulator,	OmpR	family,	contains	REC	and	winged-helix	(WHTH)	domain Type	1	glutamine	amidotransferase	domain-containing	protein 78.0 1
QnrS6__699859__Salinivibrio_sp._IB282 Cysteine	synthase Thiosulfate	transporter	subunit Sulfate	ABC	transporter	permease	subunit	CysT Sulfate	ABC	transporter	permease	subunit	CysW Sulfate/thiosulfate	import	ATP-binding	protein	CysA Diguanylate	cyclase Short-chain	dehydrogenase MFS	transporter hypothetical	protein QnrS6 Uncharacterised	protein	family	(UPF0157) RNA	helicase Protein-disulfide	isomerase MBL	fold	metallo-hydrolase LysR	family	transcriptional	regulator UPF0178	protein	BZG77	01020 Type	1	glutamine	amidotransferase	domain-containing	protein Uncharacterized	lipoprotein	NlpE	involved	in	copper	resistance Ectoine	hydrolase	DoeA N-alpha-acetyl	diaminobutyric	acid	deacetylase	DoeB AsnC	family	transcriptional	regulator 78.4 1
QnrS6__699860__Salinivibrio_kushneri LysR	family	transcriptional	regulator Thiosulfate	transporter	subunit Sulfate	ABC	transporter	permease	subunit	CysT Sulfate	transport	system	permease	protein Sulfate/thiosulfate	import	ATP-binding	protein	CysA Diguanylate	cyclase Short-chain	dehydrogenase MFS	transporter hypothetical	protein QnrS6 Uncharacterised	protein	family	(UPF0157) RNA	helicase Protein-disulfide	isomerase MBL	fold	metallo-hydrolase LysR	family	transcriptional	regulator UPF0178	protein	BZG77	01020 hypothetical	protein hypothetical	protein Signal	transduction	histidine	kinase DNA-binding	response	regulator,	OmpR	family,	contains	REC	and	winged-helix	(WHTH)	domain Type	1	glutamine	amidotransferase	domain-containing	protein 77.9 2
QnrS6__532974__Salinivibrio_sp._YCSC6 hypothetical	protein Rhodanese CoA-disulfide	reductase TetR	family	transcriptional	regulator MFS	transporter LysR	family	transcriptional	regulator Thiosulfate	transporter	subunit Sulfate	ABC	transporter	permease	subunit	CysT Sulfate	transport	system	permease	protein Sulfate/thiosulfate	import	ATP-binding	protein	CysA QnrS6 Uncharacterised	protein	family	(UPF0157) Urease RNA	helicase Peptidase Protein-disulfide	isomerase MBL	fold	metallo-hydrolase LysR	family	transcriptional	regulator UPF0178	protein	BZG77	01020 hypothetical	protein 79.4 1
QnrS6__1640120__Salinivibrio_costicola hypothetical	protein Rhodanese CoA-disulfide	reductase TetR	family	transcriptional	regulator MFS	transporter Cysteine	synthase Thiosulfate	transporter	subunit Sulfate	ABC	transporter	permease	subunit	CysT Sulfate	transport	system	permease	protein Sulfate/thiosulfate	import	ATP-binding	protein	CysA QnrS6 Uncharacterised	protein	family	(UPF0157) Urease RNA	helicase Protein-disulfide	isomerase MBL	fold	metallo-hydrolase LysR	family	transcriptional	regulator UPF0178	protein	BZG77	01020 hypothetical	protein hypothetical	protein Signal	transduction	histidine	kinase 78.9 1
QnrS6__699871__Salinivibrio_sp._PR932 Teichoic	acid	biosynthesis	protein	F Transcriptional	regulator,	ArsR	family Rhodanese CoA-disulfide	reductase Cysteine	synthase Thiosulfate	transporter	subunit Sulfate	ABC	transporter	permease	subunit	CysT Sulfate	transport	system	permease	protein Sulfate/thiosulfate	import	ATP-binding	protein	CysA QnrS6 Uncharacterised	protein	family	(UPF0157) RNA	helicase 77.5 2
QnrS6__699876__Salinivibrio_proteolyticus hypothetical	protein hypothetical	protein hypothetical	protein TetR	family	transcriptional	regulator MFS	transporter Cysteine	synthase Thiosulfate	transporter	subunit Sulfate	ABC	transporter	permease	subunit	CysT Sulfate	transport	system	permease	protein Sulfate/thiosulfate	import	ATP-binding	protein	CysA QnrS6 Uncharacterised	protein	family	(UPF0157) RNA	helicase Peptidase Protein-disulfide	isomerase MBL	fold	metallo-hydrolase LysR	family	transcriptional	regulator UPF0178	protein	BZG77	01020 hypothetical	protein hypothetical	protein hypothetical	protein 77.5 1
QnrS6__730124__Vibrio_parahaemolyticus DNA	repair	protein	RadC Plasmid-associated	gene	product hypothetical	protein Cobalamin	biosynthesis	protein hypothetical	protein ATPase hypothetical	protein hypothetical	protein Recombinase Single-stranded	DNA-binding	protein Plasmid-related	protein hypothetical	protein QnrS6 Mating	pair	stabilization TraU	protein Sex	pilus	assembly Signal	peptidase	I hypothetical	protein IS200/IS605-like IncF	plasmid	conjugative	transfer	pilus	assembly	protein	TraC 99.5 1
QnrS6__1834935__Escherichia_coli_plasmid Putative	lipoprotein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Type	III	restriction/modification	enzyme,	methylase	subunit DNA	restriction	subunit	(Type	III	restriction	and	modification	system),	similar	to	LlaFI 22	kDa	relaxation	protein hypothetical	protein Ankyrin	repeat	family	protein QnrS6 Ankyrin	repeat	family	protein Putative	hemolysin	expression	modulating	protein hypothetical	protein Nitroreductase KikA Transposase transposase-like Stability	protein	StbE Antitoxin	of	toxin-antitoxin	stability	system PI	protein hypothetical	protein hypothetical	protein TaxD hypothetical	protein PemI Plasmid	partition	protein	A,	putative hypothetical	protein 99.5 4
QnrS6__525049__Escherichia_coli hypothetical	protein PilX9 Type	IV	secretory	pathway	VirB10	component PilX11 TaxB Uncharacterised	protein Uncharacterised	protein Kanamycin	resistance	protein Short-chain	dehydrogenase hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Putative	zinc	metallopeptidase QnrS6 Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA 99.5 7
QnrS6__929741__Aeromonas_veronii Klca Antirestriction	protein hypothetical	protein Transcriptional	repressor	protein	KorC TraN hypothetical	protein hypothetical	protein hypothetical	protein IncC Partitioning	protein hypothetical	protein Putative	zinc	metallopeptidase QnrS6 hypothetical	protein MobC Nickase Trac3:	DNA	primase Type	VI	secretion	protein Florfenicol/	chloramphenicol	export	protein	FloR LysR	family	transcriptional	activator Type	IV	secretion	system	protein	VirD4 99.5 1
QnrS6__1372462__Escherichia_coli Putative	replication	protein QnrS6 Type	IV	conjugative	transfer	system	protein	TraC 99.5 1
QnrS6__1590465__Escherichia_coli hypothetical	protein QnrS6 Transposase 99.5 2
QnrS6__1835667__Aeromonas_sobria_plasmid Putative	replication	protein hypothetical	protein Klca Antirestriction	protein hypothetical	protein Transcriptional	repressor	protein	KorC TraN Accessory	stability	protein	KfrA hypothetical	protein IncC Partitioning	protein hypothetical	protein Putative	zinc	metallopeptidase QnrS6 hypothetical	protein MobC Nickase Trac3:	DNA	primase TraD	protein DNA	primase	TraC4 hypothetical	protein Ankyrin	repeat	family	protein IS6-like 99.5 1
QnrS6__1803576__Aeromonas_veronii hypothetical	protein QnrS6 MobC hypothetical	protein Aminoglycoside	6-N-acetyltransferase hypothetical	protein Invertase/recombinase	like	protein Putative	addiction	module	toxin 99.5 1
QnrS6__1835954__Aeromonas_caviae_plasmid Putative	replication	protein Klca Antirestriction	protein hypothetical	protein Transcriptional	repressor	protein	KorC TraN Accessory	stability	protein	KfrA hypothetical	protein IncC Partitioning	protein hypothetical	protein Putative	zinc	metallopeptidase QnrS6 hypothetical	protein MobC hypothetical	protein Aminoglycoside	6-N-acetyltransferase hypothetical	protein Invertase/recombinase	like	protein hypothetical	protein hypothetical	protein 99.5 2
QnrS6__768265__Escherichia_coli QnrS6 99.5 1
QnrS6__1838519__Escherichia_coli_plasmid Ankyrin	repeat	family	protein Ankyrin	repeat	family	protein Transposase Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance hypothetical	protein hypothetical	protein Transposase Ankyrin	repeat	family	protein Putative	zinc	metallopeptidase QnrS6 Ankyrin	repeat	family	protein hypothetical	protein QACEdelta1	(Fragment) hypothetical	protein Chloramphenicol	acetyltransferase hypothetical	protein Aminoglycoside	6-N-acetyltransferase Integrase/recombinase Ankyrin	repeat	family	protein Resolvase hypothetical	protein IS91-like 99.5 32
QnrS6__1861909__Klebsiella_pneumoniae Putative	zinc	metallopeptidase QnrS6 Putative	DNA-binding	protein hypothetical	protein 99.5 7
QnrS6__754973__Escherichia_coli hypothetical	protein Uncharacterized	protein	YibT IS1	transposase transposase-like Fimbrial	biogenesis	outer	membrane	usher	protein hypothetical	protein IS6-like Thiosulfate	reductase Thiosulfate	reductase	electron	transport	protein	phsb Cytochrome	b561	family	protein IS6-like Putative	zinc	metallopeptidase QnrS6 Putative	DNA-binding	protein IS6-like hypothetical	protein IS6-like hypothetical	protein Protein	of	uncharacterised	function	(DUF2933) Cation	transporting	P-type	ATPase CopG	protein	(Fragment) Putative	cation	efflux	system	protein	SilA hypothetical	protein 99.5 17

QnrS6__674398__Escherichia_coli hypothetical	protein QnrS6 Alcohol	dehydrogenase	(Fragment) 99.5 1
QnrS6__1835950__Aeromonas_caviae_plasmid QnrS6 hypothetical	protein Auxiliary	mobilization	protein	C MobA RepA	protein Replication	protein	C 99.5 5
QnrS6__874382__Aeromonas_taiwanensis hypothetical	protein hypothetical	protein Uncharacterised	protein Bifunctional	antitoxin/transcriptional	repressor	RelB Putative	RelE	protein hypothetical	protein Replication	protein	A Replication	protein	C hypothetical	protein QnrS6 hypothetical	protein Auxiliary	mobilization	protein	C MobA hypothetical	protein Putative	mercuric	transport	protein MerR	family	transcriptional	regulator hypothetical	protein Alpha-helical	coiled-coil	filamentous	protein hypothetical	protein Putative	transposase hypothetical	protein MobE 99.5 3
QnrS6__1838190__Escherichia_coli_plasmid hypothetical	protein Auxiliary	mobilization	protein	C MobA RepA	protein Replication	protein	C hypothetical	protein QnrS6 Antirestriction	protein hypothetical	protein Transcriptional	repressor	protein	KorC IS1182-like hypothetical	protein IS30-like-like hypothetical	protein 99.5 62
QnrS6__1835397__Aeromonas_hydrophila_plasmid Contig	10,	whole	genome	shotgun	sequence hypothetical	protein RepA	protein Replication	protein	C hypothetical	protein QnrS6 hypothetical	protein Auxiliary	mobilization	protein	C hypothetical	protein 99.5 2
QnrS6__1033162__Salmonella_enterica_subsp._enterica_serovar_Anatum QnrS6 hypothetical	protein 99.5 1
QnrS6__390245__Salmonella_enterica hypothetical	protein Auxiliary	mobilization	protein	C MobA RepA	protein Replication	protein	C hypothetical	protein QnrS6 99.5 1
QnrS6__1835951__Aeromonas_caviae_plasmid hypothetical	protein Auxiliary	mobilization	protein	C MobA RepA	protein Replication	protein	C hypothetical	protein QnrS6 hypothetical	protein 99.5 2
QnrS6__1422011__Escherichia_coli hypothetical	protein Auxiliary	mobilization	protein	C MobA hypothetical	protein Replication	protein	C hypothetical	protein QnrS6 Tyrosine	recombinase	XerC hypothetical	protein 99.5 12
QnrS6__772961__Klebsiella_quasipneumoniae_subsp._quasipneumoniae MobA RepA	protein Replication	protein	C hypothetical	protein QnrS6 Aerotaxis	receptor hypothetical	protein Auxiliary	mobilization	protein	C hypothetical	protein 99.5 3

QnrS6__1835949__Aeromonas_caviae_plasmid QnrS6 MobC Putative	mobilization	protein Replication	protein	F RepA Replication	protein	RepC 99.5 2
QnrS6__749124__Aeromonas_hydrophila Pilus	assembly	and	synthesis	protein DNA	helicase hypothetical	protein hypothetical	protein hypothetical	protein DNA	replication	terminus	site-binding	protein IS3000-like QnrS6 99.5 1

QnrS6__350429__Salmonella_enterica_subsp._enterica_serovar_Litchfield hypothetical	protein Antitoxin Cytotoxin hypothetical	protein QnrS6 hypothetical	protein DNA	primase hypothetical	protein Mobilization	protein	C Mobilization	protein	A hypothetical	protein 99.5 3
QnrS6__1103604__Salmonella_enterica hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Metalloprotease Plasmid	stability	protein	stbC Plasmid	stability	protein	stbB Plasmid	stability	protein	stbA Conjugal	transfer	protein	traK Conjugal	transfer	protein	traJ Conjugal	transfer	protein	traI QnrS6 hypothetical	protein N-acyltransferase	domain-containing	protein Endonuclease Conjugal	transfer	protein	traG hypothetical	protein Conjugal	transfer	protein	traO Conjugal	transfer	protein	traE Putative	lipoprotein Conjugal	transfer	protein	traD hypothetical	protein Conjugal	transfer	protein	traC Conjugal	transfer	protein	traB 99.5 2

QnrS6__699869__Salinivibrio_sharmensis Signal	transduction	histidine	kinase hypothetical	protein hypothetical	protein UPF0178	protein	BZG77	01020 LysR	family	transcriptional	regulator MBL	fold	metallo-hydrolase Protein-disulfide	isomerase RNA	helicase Urease Uncharacterised	protein	family	(UPF0157) QnrS6 hypothetical	protein Short-chain	dehydrogenase Diguanylate	cyclase/phosphodiesterase hypothetical	protein Transporter DUF395	domain-containing	protein CoA-disulfide	reductase Rhodanese Transcriptional	regulator,	ArsR	family Acriflavine	resistance	protein	B 79.4 1
QnrS6__699873__Salinivibrio_sp._IB872 RNA	helicase Uncharacterised	protein	family	(UPF0157) QnrS6 Sulfate/thiosulfate	import	ATP-binding	protein	CysA Sulfate	transport	system	permease	protein Sulfate	ABC	transporter	permease	subunit	CysT Thiosulfate	transporter	subunit Cysteine	synthase CoA-disulfide	reductase Rhodanese Transcriptional	regulator,	ArsR	family Acriflavine	resistance	protein	B 77.5 1
QnrS6__720778__Salinivibrio_sp._YCSC6 hypothetical	protein UPF0178	protein	BZG77	01020 LysR	family	transcriptional	regulator MBL	fold	metallo-hydrolase Protein-disulfide	isomerase Peptidase RNA	helicase Urease Uncharacterised	protein	family	(UPF0157) QnrS6 Sulfate/thiosulfate	import	ATP-binding	protein	CysA Sulfate	transport	system	permease	protein Sulfate	ABC	transporter	permease	subunit	CysT Thiosulfate	transporter	subunit Cysteine	synthase MFS	transporter TetR	family	transcriptional	regulator CoA-disulfide	reductase Rhodanese hypothetical	protein79.4 1
QnrS6__699858__Salinivibrio_kushneri Type	1	glutamine	amidotransferase	domain-containing	protein DNA-binding	response	regulator,	OmpR	family,	contains	REC	and	winged-helix	(WHTH)	domain Signal	transduction	histidine	kinase hypothetical	protein hypothetical	protein UPF0178	protein	BZG77	01020 LysR	family	transcriptional	regulator MBL	fold	metallo-hydrolase Protein-disulfide	isomerase RNA	helicase Uncharacterised	protein	family	(UPF0157) QnrS6 hypothetical	protein MFS	transporter Short-chain	dehydrogenase Diguanylate	cyclase Sulfate/thiosulfate	import	ATP-binding	protein	CysA Sulfate	transport	system	permease	protein Sulfate	ABC	transporter	permease	subunit	CysT Thiosulfate	transporter	subunit LysR	family	transcriptional	regulator 77.9 1
QnrS6__485754__Thaumasiovibrio_subtropicus hypothetical	protein hypothetical	protein hypothetical	protein Tryptophan	synthase	beta	chain hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein QnrS6 hypothetical	protein hypothetical	protein Vibriobactin	utilization	protein	ViuB Putative	siderophore	transport	system	ATP-binding	protein	YusV Ferric	enterobactin	transport	system	permease	protein	FepG Ferric	vibriobactin	ABC	transporter,	permease	protein hypothetical	protein hypothetical	protein hypothetical	protein 81.7 1
QnrS6__752240__Aeromonas_sp._ASNIH2 hypothetical	protein hypothetical	protein Restriction	endonuclease hypothetical	protein hypothetical	protein QnrS6 Putative	plasmid	replication	protein	RepB 99.5 1
QnrS6__1589891__Salmonella_enterica_subsp._enterica_serovar_Litchfield QnrS6 Putative	plasmid	replication	protein	RepB hypothetical	protein hypothetical	protein Toxin CopG-like	RHH	1	or	ribbon-helix-helix	domain 99.5 1

QnrS6__475949__Vibrio_splendidus_12E03 UPF0122	protein	HMPREF9397	0680 L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein Probable	phosphatase	BH584	01540 Nucleoside/nucleotide	kinase	family	protein Putative	DNA-binding	transcriptional	regulator hypothetical	protein Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component PTS	mannitol	transporter	subunit	IIA QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein Putative	sulfate	permease Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator Aldo/keto	reductase 85.8 1
QnrS6__683012__Vibrio_cyclitrophicus Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Mechanosensitive	ion	channel	protein Whole	genome	shotgun	sequence Hemerythrin Putative	lipoprotein Transporter AAA	family	ATPase Mobile	element	protein 85.3 1

QnrS6__929717__Vibrio_chagasii Disulfide	bond	formation	protein	B N-acetylglutamate	synthase hypothetical	protein DUF5062	domain-containing	protein Putative	N-acetyltransferase	YjaB Penicillin-binding	protein	2 GTP	cyclohydrolase Putative	HxlR	family	transcriptional	regulator hypothetical	protein QnrS6 MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase NAD/NADP-dependent	betaine	aldehyde	dehydrogenase HTH-type	transcriptional	regulator	BetI hypothetical	protein hypothetical	protein 85.8 3
QnrS6__472582__Vibrionales_bacterium_SWAT-3 hypothetical	protein Disulfide	bond	formation	protein	B N-acetylglutamate	synthase hypothetical	protein DUF5062	domain-containing	protein Putative	N-acetyltransferase	YjaB Penicillin-binding	protein	2 GTP	cyclohydrolase Putative	HxlR	family	transcriptional	regulator hypothetical	protein hypothetical	protein QnrS6 MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein hypothetical	protein Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase NAD/NADP-dependent	betaine	aldehyde	dehydrogenase HTH-type	transcriptional	regulator	BetI hypothetical	protein Putative	transposon	DNA-invertase	Bin3 86.7 1
QnrS6__683000__Vibrio_lentus Oxidoreductase Alkaline	phosphatase Outer	membrane	protein	OmpW Glucose-1-phosphate	adenylyltransferase Putative	membrane	protein Ribosomal	subunit	interface	protein hypothetical	protein Transposase Endonuclease QnrS6 MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase NAD/NADP-dependent	betaine	aldehyde	dehydrogenase HTH-type	transcriptional	regulator	BetI hypothetical	protein hypothetical	protein 85.8 2
QnrS6__759412__Vibrio_lentus DNA-binding	transcriptional	regulator,	LysR	family Disulfide	bond	formation	protein	B N-acetylglutamate	synthase hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein Transposase Endonuclease QnrS6 MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase NAD/NADP-dependent	betaine	aldehyde	dehydrogenase HTH-type	transcriptional	regulator	BetI hypothetical	protein hypothetical	protein 85.8 5

QnrS6__780177__Vibrio_sp._10N.286.48.B8 hypothetical	protein Disulfide	bond	formation	protein	B Membrane	protein hypothetical	protein Melibiose	operon	regulator Alpha-galactosidase Hypothetical	lipoprotein Disulfide	bond	formation	protein	B Membrane	protein DUF5062	domain-containing	protein QnrS6 MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase NAD/NADP-dependent	betaine	aldehyde	dehydrogenase HTH-type	transcriptional	regulator	BetI hypothetical	protein hypothetical	protein 87.6 1
QnrS6__663545__Vibrio_splendidus hypothetical	protein hypothetical	protein DUF5062	domain-containing	protein Probable	phosphatase	BH584	01540 Nucleoside/nucleotide	kinase	family	protein Transcriptional	regulator hypothetical	protein Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component PTS	mannitol	transporter	subunit	IIA QnrS6 MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase NAD/NADP-dependent	betaine	aldehyde	dehydrogenase HTH-type	transcriptional	regulator	BetI hypothetical	protein 85.3 1
QnrS6__1874645__Vibrio_crassostreae hypothetical	protein L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein Probable	phosphatase	BH584	01540 Nucleoside/nucleotide	kinase	family	protein Transcriptional	regulator L-sorbose	1-phosphate	reductase Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component PTS	mannitol	transporter	subunit	IIA hypothetical	protein QnrS6 MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase NAD/NADP-dependent	betaine	aldehyde	dehydrogenase HTH-type	transcriptional	regulator	BetI Alpha/beta	hydrolase hypothetical	protein 87.6 2
QnrS6__917845__Vibrio_crassostreae AAA	family	ATPase Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein QnrS6 MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase NAD/NADP-dependent	betaine	aldehyde	dehydrogenase HTH-type	transcriptional	regulator	BetI Peptidoglycan	bridge	formation	protein	FemAB 87.6 1
QnrS6__568399__Vibrio_celticus QnrS6 hypothetical	protein MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase NAD/NADP-dependent	betaine	aldehyde	dehydrogenase HTH-type	transcriptional	regulator	BetI Alpha/beta	hydrolase 88.1 2
QnrS6__759690__Vibrio_tasmaniensis HTH-type	transcriptional	repressor	of	iron	protein	A HTH-type	transcriptional	regulator	YidZ Adenosine	deaminase Putative	Maltose	O-acetyltransferase	(MAT)/	Galactoside	O-acetyltransferase	(GAT) Alpha-D-glucose-1-phosphate	phosphatase	YihX Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein QnrS6 MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase NAD/NADP-dependent	betaine	aldehyde	dehydrogenase HTH-type	transcriptional	regulator	BetI Alpha/beta	hydrolase 86.7 1
QnrS6__912341__Vibrio_tasmaniensis hypothetical	protein HTH-type	transcriptional	regulator	YidZ Adenosine	deaminase Putative	Maltose	O-acetyltransferase	(MAT)/	Galactoside	O-acetyltransferase	(GAT) hypothetical	protein HAD	family	hydrolase Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein QnrS6 MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase NAD/NADP-dependent	betaine	aldehyde	dehydrogenase HTH-type	transcriptional	regulator	BetI Alpha/beta	hydrolase 86.7 1
QnrS6__515717__Vibrio_sp._MED222 hypothetical	protein Adenosine	deaminase Putative	Maltose	O-acetyltransferase	(MAT)/	Galactoside	O-acetyltransferase	(GAT)hypothetical	protein hypothetical	protein HAD	family	hydrolase ISVbsp1-like Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein QnrS6 MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase NAD/NADP-dependent	betaine	aldehyde	dehydrogenase HTH-type	transcriptional	regulator	BetI Alpha/beta	hydrolase 86.2 6

QnrS6__1790172__Vibrio_toranzoniae hypothetical	protein Diaminobutyrate--2-oxoglutarate	transaminase 2,4-diaminobutyric	acid	acetyltransferase DUF5062	domain-containing	protein Probable	phosphatase	BH584	01540 Nucleoside/nucleotide	kinase	family	protein Putative	DNA-binding	transcriptional	regulator L-sorbose	1-phosphate	reductase Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component PTS	mannitol	transporter	subunit	IIA Putative	N-acetyltransferase	YjaB QnrS6 hypothetical	protein MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase Sugar	phosphorylase HTH-type	transcriptional	regulator	BetI Transcriptional	regulatory	protein	RstA hypothetical	protein 85.3 1
QnrS6__929533__Vibrio_kanaloae hypothetical	protein L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase 2,4-diaminobutyric	acid	acetyltransferase DUF5062	domain-containing	protein hypothetical	protein Probable	phosphatase	BH584	01540 Nucleoside/nucleotide	kinase	family	protein Putative	DNA-binding	transcriptional	regulator L-sorbose	1-phosphate	reductase Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component PTS	mannitol	transporter	subunit	IIA QnrS6 MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase NAD/NADP-dependent	betaine	aldehyde	dehydrogenase HTH-type	transcriptional	regulator	BetI Transcriptional	regulatory	protein	RstA hypothetical	protein 88.1 7
QnrS6__649012__Vibrio_sp._ECSMB14106 Whole	genome	shotgun	sequence Hemerythrin Putative	lipoprotein Transporter AAA	family	ATPase Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase 2,4-diaminobutyric	acid	acetyltransferase DUF5062	domain-containing	protein hypothetical	protein QnrS6 hypothetical	protein MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein Oxygen-dependent	choline	dehydrogenase NAD/NADP-dependent	betaine	aldehyde	dehydrogenase HTH-type	transcriptional	regulator	BetI Transcriptional	regulatory	protein	RstA hypothetical	protein 87.6 4

QnrS6__475988__Vibrio_tasmaniensis_ZS-17 Alpha-galactosidase Melibiose:sodium	transporter	MelB DUF5062	domain-containing	protein Probable	phosphatase	BH584	01540 Nucleoside/nucleotide	kinase	family	protein Putative	DNA-binding	transcriptional	regulator L-sorbose	1-phosphate	reductase Channel	protein	TolC PTS	mannitol	transporter	subunit	IIA Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein Putative	sulfate	permease Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator Aldo/keto	reductase 86.7 2
QnrS6__759701__Vibrio_lentus Tetracycline	resistance	protein	TetM Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein 86.7 7
QnrS6__759816__Vibrio_lentus hypothetical	protein Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein 85.8 4
QnrS6__759721__Vibrio_lentus 2-dehydro-3-deoxygluconokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Disulfide	bond	formation	protein	B hypothetical	protein Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein 86.7 4
QnrS6__759702__Vibrio_lentus Diaminopropionate	ammonia-lyase Disulfide	bond	formation	protein	B Membrane	protein hypothetical	protein Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein 87.2 25
QnrS6__759438__Vibrio_lentus Diaminopropionate	ammonia-lyase Disulfide	bond	formation	protein	B Membrane	protein hypothetical	protein Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB DUF5062	domain-containing	protein Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein 86.7 4
QnrS6__1877967__Vibrio_gigantis Glucosidase	YgjK Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB Disulfide	bond	formation	protein	B Membrane	protein DUF5062	domain-containing	protein Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein 86.7 1
QnrS6__531825__Vibrio_chagasii hypothetical	protein DUF5062	domain-containing	protein Probable	phosphatase	A136	08115 Nucleoside/nucleotide	kinase	family	protein Transcriptional	regulator L-sorbose	1-phosphate	reductase Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component PTS	mannitol	transporter	subunit	IIA Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator Recombinase 85.8 1
QnrS6__761521__Vibrio_splendidus hypothetical	protein DUF5062	domain-containing	protein Probable	phosphatase	A136	08115 Nucleoside/nucleotide	kinase	family	protein Transcriptional	regulator L-sorbose	1-phosphate	reductase Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component PTS	mannitol	transporter	subunit	IIA Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 86.7 3
QnrS6__1874656__Vibrio_sp._070316B hypothetical	protein DUF5062	domain-containing	protein Probable	phosphatase	A136	08115 Nucleoside/nucleotide	kinase	family	protein Transcriptional	regulator L-sorbose	1-phosphate	reductase Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component PTS	mannitol	transporter	subunit	IIA Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein 85.8 1
QnrS6__938043__Vibrio_sp._T20 hypothetical	protein Melibiose:sodium	transporter	MelB Disulfide	bond	formation	protein	B Membrane	protein DUF5062	domain-containing	protein Probable	phosphatase	A136	08115 Nucleoside/nucleotide	kinase	family	protein Transcriptional	regulator L-sorbose	1-phosphate	reductase Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component PTS	mannitol	transporter	subunit	IIA QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 86.7 1
QnrS6__917904__Vibrio_crassostreae DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein 88.1 3
QnrS6__917856__Vibrio_crassostreae 2-dehydro-3-deoxy-6-phosphogalactonate	aldolase PTS	lactose	transporter	subunit	IIB Ketodeoxygluconokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein 86.7 21
QnrS6__1636088__Vibrio_sp._Scap24 GntR	family	transcriptional	regulator Porin D-galactonate	dehydratase	family	member	VSWAT3	13707 PTS	lactose	transporter	subunit	IIB 2-dehydro-3-deoxygluconokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Disulfide	bond	formation	protein	B N-acetylglutamate	synthase DUF5062	domain-containing	protein Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 88.1 1

QnrS6__929510__Vibrio_sp._F12 PTS	lactose	transporter	subunit	IIB Ketodeoxygluconokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB Disulfide	bond	formation	protein	B Membrane	protein DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator Choline	ABC	transporter	ATP-binding	protein 87.6 6
QnrS6__759292__Vibrio_sp._10N.286.55.C11 Membrane	protein hypothetical	protein Melibiose	operon	regulator Alpha-galactosidase Hypothetical	lipoprotein Disulfide	bond	formation	protein	B Membrane	protein DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator Co-chaperone	protein	DjlA 87.6 1
QnrS6__759385__Vibrio_splendidus PTS	lactose	transporter	subunit	IIB Ketodeoxygluconokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Disulfide	bond	formation	protein	B Membrane	protein hypothetical	protein hypothetical	protein DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 85.3 1
QnrS6__759326__Vibrio_splendidus 2-dehydro-3-deoxy-6-phosphogalactonate	aldolase PTS	lactose	transporter	subunit	IIB Ketodeoxygluconokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Disulfide	bond	formation	protein	B Membrane	protein hypothetical	protein DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 87.6 1
QnrS6__780135__Vibrio_splendidus 2-dehydro-3-deoxy-6-phosphogalactonate	aldolase PTS	lactose	transporter	subunit	IIB Ketodeoxygluconokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Disulfide	bond	formation	protein	B Membrane	protein hypothetical	protein DUF5062	domain-containing	protein Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 86.2 3
QnrS6__780058__Vibrio_splendidus EamA-like	transporter	family	protein Metallopeptidase YheO-like	PAS	domain Regulator Diaminopropionate	ammonia-lyase Disulfide	bond	formation	protein	B Membrane	protein hypothetical	protein DUF5062	domain-containing	protein Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 87.6 4
QnrS6__780128__Vibrio_splendidus hypothetical	protein Asp/Glu	racemase Metallopeptidase YheO-like	PAS	domain Regulator Diaminopropionate	ammonia-lyase Disulfide	bond	formation	protein	B Membrane	protein hypothetical	protein DUF5062	domain-containing	protein Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 87.2 10
QnrS6__759890__Vibrio_splendidus EamA-like	transporter	family	protein Asp/Glu	racemase Metallopeptidase YheO-like	PAS	domain Regulator Diaminopropionate	ammonia-lyase Disulfide	bond	formation	protein	B Membrane	protein hypothetical	protein DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 86.7 2
QnrS6__938055__Vibrio_splendidus Diaminopropionate	ammonia-lyase Disulfide	bond	formation	protein	B Membrane	protein hypothetical	protein Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 87.6 1
QnrS6__683014__Vibrio_splendidus hypothetical	protein Asp/Glu	racemase Metallopeptidase YheO-like	PAS	domain Regulator Putative	membrane	protein DNA-binding	transcriptional	regulator,	PadR	family Membrane	protein hypothetical	protein DUF5062	domain-containing	protein Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase hypothetical	protein Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein 86.7 1
QnrS6__780061__Vibrio_splendidus hypothetical	protein Asp/Glu	racemase Metallopeptidase YheO-like	PAS	domain Regulator Diaminopropionate	ammonia-lyase Disulfide	bond	formation	protein	B Membrane	protein hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase hypothetical	protein hypothetical	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 87.6 3

QnrS6__655030__Vibrio_splendidus Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase hypothetical	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator Methylglyoxal	synthase 86.7 1
QnrS6__780047__Vibrio_splendidus hypothetical	protein Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB hypothetical	protein DUF5062	domain-containing	protein Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase hypothetical	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 86.7 1
QnrS6__515707__Vibrio_splendidus_12B01 Bacterial	protein	of	uncharacterised	function	(DUF885) Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB hypothetical	protein DUF5062	domain-containing	protein Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase hypothetical	protein Inner	membrane	transport	protein	YnfM Membrane	protein hypothetical	protein MarR	family	transcriptional	regulator Domain	of	uncharacterised	function	(DUF1835) 87.2 1
QnrS6__1874622__Vibrio_splendidus 2-dehydro-3-deoxygluconokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Disulfide	bond	formation	protein	B Membrane	protein hypothetical	protein Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 87.6 2
QnrS6__475947__Vibrio_crassostreae_ZF-91 QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase 86.2 1
QnrS6__688145__Vibrio_splendidus 2-dehydro-3-deoxygluconokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Disulfide	bond	formation	protein	B Membrane	protein hypothetical	protein Melibiose	operon	regulator Hypothetical	melibiose	operon	regulatory	protein Alpha-galactosidase hypothetical	protein Melibiose:sodium	transporter	MelB DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 86.2 1
QnrS6__865637__Vibrio_splendidus Alpha-galactosidase Melibiose:sodium	transporter	MelB DUF5062	domain-containing	protein Probable	phosphatase	BH584	01540 Nucleoside/nucleotide	kinase	family	protein Putative	DNA-binding	transcriptional	regulator L-sorbose	1-phosphate	reductase Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component PTS	mannitol	transporter	subunit	IIA Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 87.6 2
QnrS6__475944__Vibrio_crassostreae_9ZC88 DUF5062	domain-containing	protein hypothetical	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator Endonuclease/exonuclease/phosphatase	family	protein 87.2 1
QnrS6__929588__Vibrio_sp._F13 DUF5062	domain-containing	protein hypothetical	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase hypothetical	protein Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 86.2 2
QnrS6__759870__Vibrio_sp._10N.222.54.F10 QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 86.7 2
QnrS6__759577__Vibrio_splendidus QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase 87.6 2
QnrS6__780077__Vibrio_splendidus Whole	genome	shotgun	sequence Hemerythrin Putative	lipoprotein UPF0391	membrane	protein	BH582	05065 Transporter AAA	family	ATPase Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase IS4-like hypothetical	protein Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase hypothetical	protein 87.2 1
QnrS6__780054__Vibrio_splendidus DNA	polymerase	IV Hemerythrin Putative	lipoprotein UPF0391	membrane	protein	BH582	05065 Transporter AAA	family	ATPase Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 86.2 6
QnrS6__475189__Vibrio_cyclitrophicus_ZF264 Pyridine	nucleotide-disulphide	oxidoreductase Hemerythrin Putative	lipoprotein UPF0391	membrane	protein	BH582	05065 Transporter AAA	family	ATPase Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase hypothetical	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator Cobalamin	biosynthesis	protein	CbiX 87.2 1
QnrS6__759600__Vibrio_cyclitrophicus Whole	genome	shotgun	sequence Hemerythrin Putative	lipoprotein UPF0391	membrane	protein	BH582	05065 Transporter AAA	family	ATPase Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator Choline	ABC	transporter	ATP-binding	protein 85.3 30
QnrS6__759617__Vibrio_cyclitrophicus DNA	polymerase	IV Hemerythrin Putative	lipoprotein UPF0391	membrane	protein	BH582	05065 Transporter AAA	family	ATPase Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator Choline	ABC	transporter	ATP-binding	protein 85.3 11
QnrS6__759631__Vibrio_cyclitrophicus DNA	polymerase	IV Hemerythrin Putative	lipoprotein UPF0391	membrane	protein	BH582	05065 Transporter AAA	family	ATPase Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase hypothetical	protein Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit hypothetical	protein 85.3 5
QnrS6__759572__Vibrio_cyclitrophicus DNA	polymerase	IV Hemerythrin Putative	lipoprotein UPF0391	membrane	protein	BH582	05065 Transporter AAA	family	ATPase Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator Choline	ABC	transporter	ATP-binding	protein 85.3 3
QnrS6__759668__Vibrio_sp._10N.261.52.E5 Whole	genome	shotgun	sequence Hemerythrin Putative	lipoprotein UPF0391	membrane	protein	BH582	05065 Transporter AAA	family	ATPase Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein hypothetical	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein 87.2 1
QnrS6__759788__Vibrio_splendidus hypothetical	protein Melibiose:sodium	transporter	MelB hypothetical	protein DUF5062	domain-containing	protein Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 86.2 2
QnrS6__780105__Vibrio_splendidus Aspartate	kinase L-ectoine	synthase Diaminobutyrate--2-oxoglutarate	transaminase Diaminobutyrate	acetyltransferase DUF5062	domain-containing	protein Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 87.2 2

QnrS6__929582__Vibrio_sp._F13 DUF5062	domain-containing	protein hypothetical	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase hypothetical	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein 86.2 1
QnrS6__759728__Vibrio_sp._10N.261.51.A7 Ketodeoxygluconokinase Putative	KHG/KDPG	aldolase Inner	membrane	protein	ygjV Beta-glucosidase hypothetical	protein Transcriptional	regulator Adenosine	deaminase Hexapeptide-repeat	containing-acetyltransferase hypothetical	protein DUF5062	domain-containing	protein Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 86.2 1
QnrS6__683010__Vibrio_sp._ZF57 hypothetical	protein QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Arylsulfatase hypothetical	protein Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator ABC	transporter	ATP-binding	protein Choline	ABC	transporter	permease	subunit Glycine/betaine	ABC	transporter	substrate-binding	protein 87.6 1

QnrS6__553380__Vibrio_crassostreae hypothetical	protein hypothetical	protein DUF5062	domain-containing	protein Probable	phosphatase	BH584	01540 Nucleoside/nucleotide	kinase	family	protein Putative	DNA-binding	transcriptional	regulator L-sorbose	1-phosphate	reductase Channel	protein	TolC PTS	mannitol	transporter	subunit	IIA Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 87.6 2
QnrS6__511201__Vibrio_sp._J2-31 hypothetical	protein hypothetical	protein DUF5062	domain-containing	protein Probable	phosphatase	A136	08115 Nucleoside/nucleotide	kinase	family	protein Transcriptional	regulator L-sorbose	1-phosphate	reductase Channel	protein	TolC PTS	mannitol	transporter	subunit	IIA Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 88.1 1
QnrS6__584160__Vibrio_sp._Vb150 hypothetical	protein hypothetical	protein DUF5062	domain-containing	protein Probable	phosphatase	BH584	01540 Nucleoside/nucleotide	kinase	family	protein Putative	DNA-binding	transcriptional	regulator L-sorbose	1-phosphate	reductase Channel	protein	TolC PTS	mannitol	transporter	subunit	IIA Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 88.1 1
QnrS6__656486__Vibrio_sp._J2-17 hypothetical	protein PTS	lactose	transporter	subunit	IIB Ketodeoxygluconokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB DUF5062	domain-containing	protein hypothetical	protein Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 88.1 1
QnrS6__656472__Vibrio_sp._J2-31 Ketodeoxygluconokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Melibiose	operon	regulator Alpha-galactosidase Hypothetical	lipoprotein hypothetical	protein DUF5062	domain-containing	protein Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 87.6 1
QnrS6__511178__Vibrio_sp._J2-1 Orf3/QacEdelta1	fusion	protein Melibiose:sodium	transporter	MelB DUF5062	domain-containing	protein Probable	phosphatase	BH584	01540 Nucleoside/nucleotide	kinase	family	protein Putative	DNA-binding	transcriptional	regulator L-sorbose	1-phosphate	reductase Channel	protein	TolC PTS	mannitol	transporter	subunit	IIA Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator hypothetical	protein 87.6 1
QnrS6__656467__Vibrio_sp._J2-12 Alpha-galactosidase Melibiose:sodium	transporter	MelB DUF5062	domain-containing	protein Probable	phosphatase	BH584	01540 Nucleoside/nucleotide	kinase	family	protein Putative	DNA-binding	transcriptional	regulator L-sorbose	1-phosphate	reductase Channel	protein	TolC PTS	mannitol	transporter	subunit	IIA Putative	N-acetyltransferase	YjaB QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein Inner	membrane	transport	protein	YnfM Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator Endonuclease/exonuclease/phosphatase	family	protein 88.1 1

QnrS6__759833__Vibrio_sp._10N.261.45.E11 hypothetical	protein Ketodeoxygluconokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Disulfide	bond	formation	protein	B Membrane	protein DUF5062	domain-containing	protein Probable	phosphatase	BH584	01540 Nucleoside/nucleotide	kinase	family	protein Transcriptional	regulator L-sorbose	1-phosphate	reductase Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component PTS	mannitol	transporter	subunit	IIA QnrS6 TetR	family	transcriptional	regulator Anaerobic	sulfatase	maturase Glutamine-dependent	NAD(+)	synthetase Sel1	repeat	protein NAD-dependent	methanol	dehydrogenase Membrane	protein Aldehyde	dehydrogenase MarR	family	transcriptional	regulator Choline	ABC	transporter	ATP-binding	protein 88.5 3
QnrS6__942955__Vibrio_atlanticus PTS	lactose	transporter	subunit	IIB Ketodeoxygluconokinase 2-dehydro-3-deoxyphosphogluconate	aldolase Disulfide	bond	formation	protein	B Membrane	protein Melibiose	operon	regulator Alpha-galactosidase Melibiose:sodium	transporter	MelB DUF5062	domain-containing	protein QnrS6 TetR	family	transcriptional	regulator 84.4 1
QnrS5__876942__Vibrio_parahaemolyticus hypothetical	protein Whole	genome	shotgun	sequence Membrane	protein Transcriptional	regulator Arsenate	reductase Putative	beta-barrel	assembly-enhancing	protease SirA-like	family	protein AI-2E	family	transporter hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein QnrS5 hypothetical	protein hypothetical	protein Resolvase-like	protein Thiol	peroxidase	Bcp-type Bacterioferritin	comigratory	protein hypothetical	protein Integrase hypothetical	protein hypothetical	protein hypothetical	protein MutL	protein 98.2 8
QnrS5__482819__Vibrio_parahaemolyticus_S049 hypothetical	protein hypothetical	protein QnrS5 hypothetical	protein hypothetical	protein Resolvase-like	protein Putative	peroxiredoxin	bcp Bacterioferritin	comigratory	protein Integrase hypothetical	protein MutL	protein hypothetical	protein 98.2 1
QnrS6__759767__Vibrio_splendidus TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB PTS	mannitol	transporter	subunit	IIA Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component L-sorbose	1-phosphate	reductase Putative	DNA-binding	transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	BH584	01540 DUF5062	domain-containing	protein Melibiose	carrier	protein,	Na+/melibiose	symporter Melibiose	operon	regulator Membrane	protein Disulfide	bond	formation	protein	B 2-dehydro-3-deoxyphosphogluconate	aldolase 84.4 1
QnrS6__942960__Vibrio_tasmaniensis hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Alcohol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB IS110-like hypothetical	protein Alpha-galactosidase Melibiose	operon	regulator Membrane	protein Disulfide	bond	formation	protein	B 2-dehydro-3-deoxyphosphogluconate	aldolase Ketodeoxygluconokinase hypothetical	protein 84.4 1
QnrS6__918000__Vibrio_sp._NFH.MB010 hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Alcohol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator Membrane	protein Disulfide	bond	formation	protein	B 2-dehydro-3-deoxyphosphogluconate	aldolase Ketodeoxygluconokinase PTS	lactose	transporter	subunit	IIB 84.4 2
QnrS6__759270__Vibrio_sp._10N.286.55.E10 Co-chaperone	protein	DjlA MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Membrane	protein Disulfide	bond	formation	protein	B Hypothetical	lipoprotein Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B hypothetical	protein87.6 1
QnrS6__759782__Vibrio_lentus ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Glycosyl	transferase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB DUF5062	domain-containing	protein hypothetical	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein 89.0 1
QnrS6__917918__Vibrio_crassostreae ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein 87.6 4
QnrS6__827772__Vibrio_crassostreae hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Glycosyl	transferase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein hypothetical	protein DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator 2-dehydro-3-deoxyphosphogluconate	aldolase Ketodeoxygluconokinase PTS	lactose	transporter	subunit	IIB hypothetical	protein 86.7 1
QnrS6__828645__Vibrio_crassostreae ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB DUF5062	domain-containing	protein hypothetical	protein Hypothetical	lipoprotein Alpha-galactosidase Melibiose	operon	regulator 2-dehydro-3-deoxyphosphogluconate	aldolase Ketodeoxygluconokinase 87.6 1
QnrS6__938155__Vibrio_crassostreae ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator 2-dehydro-3-deoxyphosphogluconate	aldolase Ketodeoxygluconokinase PTS	lactose	transporter	subunit	IIB 2-dehydro-3-deoxy-6-phosphogalactonate	aldolase 86.7 26
QnrS6__940396__Vibrio_crassostreae ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein IS3-like 87.2 3

QnrS6__1863485__Vibrio_sp._Scap16 hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB DUF5062	domain-containing	protein N-acetylglutamate	synthase Disulfide	bond	formation	protein	B 2-dehydro-3-deoxyphosphogluconate	aldolase 2-dehydro-3-deoxygluconokinase PTS	lactose	transporter	subunit	IIB D-galactonate	dehydratase	family	member	VSWAT3	13707 Porin GntR	family	transcriptional	regulator 88.1 1
QnrS6__917909__Vibrio_crassostreae ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein 88.1 2
QnrS6__759468__Vibrio_lentus ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Histidine	kinase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator Tetracycline	resistance	protein	TetM 86.2 2
QnrS6__759410__Vibrio_lentus Co-chaperone	protein	DjlA MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein 87.2 8
QnrS6__865740__Vibrio_splendidus ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein 87.2 1
QnrS6__759488__Vibrio_lentus ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B 2-dehydro-3-deoxyphosphogluconate	aldolase 2-dehydro-3-deoxygluconokinase 86.7 1
QnrS6__759557__Vibrio_lentus ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B Diaminopropionate	ammonia-lyase 86.7 3
QnrS6__759448__Vibrio_lentus ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB PTS	mannitol	transporter	subunit	IIA Channel	protein	TolC L-sorbose	1-phosphate	reductase Putative	DNA-binding	transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	BH584	01540 DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase 86.2 2
QnrS6__759527__Vibrio_lentus ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B Diaminopropionate	ammonia-lyase 86.7 11
QnrS6__759780__Vibrio_lentus Choline	ABC	transporter	permease	subunit ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase hypothetical	protein TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B Diaminopropionate	ammonia-lyase 86.7 1
QnrS6__929542__Vibrio_sp._F13 hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 86.7 2
QnrS6__552862__Vibrio_sp. hypothetical	protein Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB PTS	mannitol	transporter	subunit	IIA TetR 87.2 1
QnrS6__688211__Vibrio_sp._10N.261.45.E1 Choline	ABC	transporter	ATP-binding	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 PTS	mannitol	transporter	subunit	IIA Channel	protein	TolC L-sorbose	1-phosphate	reductase Transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	BH584	01540 DUF5062	domain-containing	protein Membrane	protein Disulfide	bond	formation	protein	B 2-dehydro-3-deoxyphosphogluconate	aldolase Ketodeoxygluconokinase hypothetical	protein 88.5 6
QnrS6__656473__Vibrio_sp._J2-3 Endonuclease/exonuclease/phosphatase	family	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase hypothetical	protein TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB PTS	mannitol	transporter	subunit	IIA Channel	protein	TolC L-sorbose	1-phosphate	reductase Putative	DNA-binding	transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	BH584	01540 hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein hypothetical	protein 87.6 4
QnrS6__656482__Vibrio_sp._J2-15 hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB PTS	mannitol	transporter	subunit	IIA Channel	protein	TolC L-sorbose	1-phosphate	reductase Transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	A136	08115 DUF5062	domain-containing	protein hypothetical	protein hypothetical	protein 87.6 1
QnrS6__656465__Vibrio_sp._J2-6 hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB PTS	mannitol	transporter	subunit	IIA Channel	protein	TolC L-sorbose	1-phosphate	reductase Putative	DNA-binding	transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	BH584	01540 DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase 87.6 2
QnrS6__656478__Vibrio_sp._J2-26 hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB hypothetical	protein DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator 2-dehydro-3-deoxyphosphogluconate	aldolase Ketodeoxygluconokinase PTS	lactose	transporter	subunit	IIB hypothetical	protein 87.2 1
QnrS6__656462__Vibrio_sp._J2-4 Endonuclease/exonuclease/phosphatase	family	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator 2-dehydro-3-deoxyphosphogluconate	aldolase Ketodeoxygluconokinase PTS	lactose	transporter	subunit	IIB Polyamine-transporting	ATPase 88.1 1
QnrS6__1623874__Vibrio_sp._Vb339 hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB PTS	mannitol	transporter	subunit	IIA Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component L-sorbose	1-phosphate	reductase Transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	A136	08115 DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase 87.2 1
QnrS6__759860__Vibrio_sp._10N.222.55.F9 hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 87.2 1
QnrS6__929563__Vibrio_sp._F13 hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein Hexapeptide-repeat	containing-acetyltransferase Adenosine	deaminase Transcriptional	regulator hypothetical	protein hypothetical	protein AraC	family	transcriptional	regulator MFS	transporter TetR	family	transcriptional	regulator Alcohol	dehydrogenase HDOD	domain-containing	protein 87.2 4
QnrS6__929573__Vibrio_sp._F13 hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein 86.7 2

QnrS6__929585__Vibrio_sp._F13 hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein 87.6 1
QnrS6__754346__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein Hypothetical	lipoprotein Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B Diaminopropionate	ammonia-lyase 87.6 2
QnrS6__681119__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein Hypothetical	lipoprotein Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B 2-dehydro-3-deoxyphosphogluconate	aldolase 2-dehydro-3-deoxygluconokinase 87.6 1
QnrS6__1874616__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein Membrane	protein Phenazine	biosynthesis	protein	PhzC/PhzF Diaminopropionate	ammonia-lyase 87.2 1
QnrS6__780069__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase hypothetical	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B 2-dehydro-3-deoxyphosphogluconate	aldolase 2-dehydro-3-deoxygluconokinase GntR	family	transcriptional	regulator Dipeptidase hypothetical	protein Hexapeptide-repeat	containing-acetyltransferase 87.6 1
QnrS6__759928__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B Diaminopropionate	ammonia-lyase Regulator YheO-like	PAS	domain Metallopeptidase Asp/Glu	racemase hypothetical	protein 87.2 8
QnrS6__475972__Vibrio_splendidus_1S-124 Endonuclease/exonuclease/phosphatase	family	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM hypothetical	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein Membrane	protein DNA-binding	transcriptional	regulator,	PadR	family Putative	membrane	protein Regulator YheO-like	PAS	domain Metallopeptidase Asp/Glu	racemase Regulatory	protein,	luxR	family 87.2 5
QnrS6__780149__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B Diaminopropionate	ammonia-lyase Regulator YheO-like	PAS	domain Metallopeptidase EamA-like	transporter	family	protein hypothetical	protein 87.6 1
QnrS6__475958__Vibrio_splendidus_5S-101 Methylglyoxal	synthase MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM hypothetical	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Integrase Transposase hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein Membrane	protein DNA-binding	transcriptional	regulator,	PadR	family Putative	membrane	protein Regulator YheO-like	PAS	domain Metallopeptidase 87.6 1
QnrS6__780084__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB DUF5062	domain-containing	protein hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B Diaminopropionate	ammonia-lyase Regulator YheO-like	PAS	domain Metallopeptidase EamA-like	transporter	family	protein 87.6 3
QnrS6__780158__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB DUF5062	domain-containing	protein hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B Diaminopropionate	ammonia-lyase Regulator YheO-like	PAS	domain Metallopeptidase EamA-like	transporter	family	protein 87.6 2

QnrS6__759903__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase hypothetical	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Probable	phosphatase	BH584	01540 DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein hypothetical	protein 86.7 1
QnrS6__823338__Vibrio_sp._SBT000027 hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Probable	phosphatase	BH584	01540 DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein 85.8 1
QnrS6__780165__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B Diaminopropionate	ammonia-lyase 87.6 2
QnrS6__759567__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB DUF5062	domain-containing	protein hypothetical	protein hypothetical	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein 87.2 1
QnrS6__759893__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase hypothetical	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B 2-dehydro-3-deoxyphosphogluconate	aldolase Ketodeoxygluconokinase PTS	lactose	transporter	subunit	IIB 2-dehydro-3-deoxy-6-phosphogalactonate	aldolase 86.7 4
QnrS6__475968__Vibrio_splendidus_1F-157 hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein Melibiose:sodium	transporter	MelB Alpha-galactosidase Melibiose	operon	regulator hypothetical	protein 86.2 2
QnrS6__780102__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase hypothetical	protein Arylsulfatase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB PTS	mannitol	transporter	subunit	IIA Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component L-sorbose	1-phosphate	reductase Putative	DNA-binding	transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	BH584	01540 hypothetical	protein DUF5062	domain-containing	protein Melibiose:sodium	transporter	MelB hypothetical	protein Alpha-galactosidase 86.2 2
QnrS6__759473__Vibrio_splendidus Methylglyoxal	synthase MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 hypothetical	protein DUF5062	domain-containing	protein 87.6 1
QnrS6__759596__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 Putative	N-acetyltransferase	YjaB PTS	mannitol	transporter	subunit	IIA Fused	mannitol-specific	PTS	enzymes:	IIB	component	IIC	component L-sorbose	1-phosphate	reductase Putative	DNA-binding	transcriptional	regulator Nucleoside/nucleotide	kinase	family	protein Probable	phosphatase	BH584	01540 hypothetical	protein DUF5062	domain-containing	protein hypothetical	protein 85.3 1
QnrS6__759654__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein hypothetical	protein hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B 2-dehydro-3-deoxyphosphogluconate	aldolase Ketodeoxygluconokinase PTS	lactose	transporter	subunit	IIB 85.8 1
QnrS6__759613__Vibrio_splendidus Membrane	protein NAD-dependent	methanol	dehydrogenase Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein hypothetical	protein hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B 2-dehydro-3-deoxyphosphogluconate	aldolase Ketodeoxygluconokinase PTS	lactose	transporter	subunit	IIB 85.8 1
QnrS6__759434__Vibrio_splendidus hypothetical	protein MarR	family	transcriptional	regulator Aldehyde	dehydrogenase Membrane	protein Inner	membrane	transport	protein	YnfM Sel1	repeat	protein Glutamine-dependent	NAD(+)	synthetase Anaerobic	sulfatase	maturase TetR	family	transcriptional	regulator QnrS6 DUF5062	domain-containing	protein hypothetical	protein hypothetical	protein Membrane	protein Disulfide	bond	formation	protein	B Diaminopropionate	ammonia-lyase Regulator YheO-like	PAS	domain hypothetical	protein 85.8 3
QnrS5__694910__Vibrio_ostreicida hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein QnrS5 hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Flagella	basal-body	protein Putative	lipoprotein Flagellar	protein	FlgP Molecular	chaperone Flagellar	biosynthesis	anti-sigma	factor	FlgM97.2 1
QnrS5__482885__Vibrio_parahaemolyticus_S019 Protein	yihD FixG-related	protein Stress	response	kinase	A Thiol:disulfide	interchange	protein Phospholipid/glycerol	acyltransferase Periplasmic	protein ATPase hypothetical	protein QnrS5 hypothetical	protein hypothetical	protein Mobile	element	protein hypothetical	protein hypothetical	protein Integrase hypothetical	protein hypothetical	protein 97.7 1
QnrS5__669511__Vibrio_parahaemolyticus hypothetical	protein MutL	protein hypothetical	protein Integrase Bacterioferritin	comigratory	protein Putative	peroxiredoxin	bcp Resolvase-like	protein hypothetical	protein QnrS5 hypothetical	protein hypothetical	protein hypothetical	protein AI-2E	family	transporter SirA-like	family	protein Putative	beta-barrel	assembly-enhancing	protease Arsenate	reductase Transcriptional	regulator Membrane	protein Whole	genome	shotgun	sequence hypothetical	protein 98.2 3
QnrS6__933796__Photobacterium_damselae_subsp._damselae hypothetical	protein IS91-like Integrase hypothetical	protein hypothetical	protein QnrS6 hypothetical	protein Cytochrome	C	biogenesis	protein	CcdA D-arabinitol	4-dehydrogenase Xylulose	kinase D-arabitol	membrane	transporter HAD	family	hydrolase Multidrug	DMT	transporter	permease Glyoxalase 95.0 1
QnrS6__933803__Photobacterium_damselae_subsp._damselae hypothetical	protein hypothetical	protein hypothetical	protein QnrS6 hypothetical	protein hypothetical	protein 95.0 1
QnrS6__1874638__Vibrio_mediterranei Galactoside	O-acetyltransferase hypothetical	protein hypothetical	protein Peptide	methionine	sulfoxide	reductase	MsrA NAD(P)H-dependent	FMN	reductase Membrane	transport	protein Multidrug	resistance	operon	repressor Phosphonates	import	ATP-binding	protein	PhnC Phosphonate	transport	system	substrate-binding	protein Phosphonate	ABC	transporter,	permease	protein	PhnE Phosphonate	transport	system	permease	protein QnrS6 IclR	family	transcriptional	regulator Phosphate	acetyltransferase Probable	membrane	transporter	protein Cobalamin	biosynthesis	protein	CobT Aerobic	cobaltochelatase	subunit	CobS Sulfoacetaldehyde	acetyltransferase Membrane	protein hypothetical	protein hypothetical	protein 71.4 2
QnrS6__472604__Vibrio_shilonii_AK1 GntR	family	transcriptional	regulator Peptide	methionine	sulfoxide	reductase	MsrA NAD(P)H-dependent	FMN	reductase Membrane	transport	protein Multidrug	resistance	operon	repressor Phosphonates	import	ATP-binding	protein	PhnC Phosphonate	transport	system	substrate-binding	protein Phosphonate	ABC	transporter,	permease	protein	PhnE Phosphonate	transport	system	permease	protein hypothetical	protein QnrS6 IclR	family	transcriptional	regulator Phosphate	acetyltransferase Probable	membrane	transporter	protein Cobalamin	biosynthesis	protein	CobT Aerobic	cobaltochelatase	subunit	CobS Sulfoacetaldehyde	acetyltransferase Membrane	protein hypothetical	protein Entericidin	A 71.0 1
QnrS6__667956__Vibrio_barjaei hypothetical	protein hypothetical	protein hypothetical	protein Peptide	methionine	sulfoxide	reductase	MsrA NAD(P)H-dependent	FMN	reductase Membrane	transport	protein Multidrug	resistance	operon	repressor Phosphonates	import	ATP-binding	protein	PhnC Phosphonate	transport	system	substrate-binding	protein Phosphonate	ABC	transporter,	permease	protein	PhnE Phosphonate	transport	system	permease	protein QnrS6 IclR	family	transcriptional	regulator Phosphate	acetyltransferase Probable	membrane	transporter	protein Carotenoid	dehydrogenase hypothetical	protein MFS	transporter hypothetical	protein Xylulose	5-phosphate	3-epimerase IclR	family	transcriptional	regulator 3-keto-L-gulonate-6-phosphate	decarboxylase Carbohydrate	kinase Uncharacterized	DUF386	family	protein hypothetical	protein 71.0 1
QnrS6__526890__Vibrio_mediterranei GntR	family	transcriptional	regulator Peptide	methionine	sulfoxide	reductase	MsrA NAD(P)H-dependent	FMN	reductase Membrane	transport	protein Multidrug	resistance	operon	repressor Phosphonates	import	ATP-binding	protein	PhnC Phosphonate	transport	system	substrate-binding	protein Phosphonate	ABC	transporter,	permease	protein	PhnE Phosphonate	transport	system	permease	protein hypothetical	protein QnrS6 IclR	family	transcriptional	regulator Phosphate	acetyltransferase Probable	membrane	transporter	protein Carotenoid	dehydrogenase MFS	transporter hypothetical	protein Xylulose	5-phosphate	3-epimerase IclR	family	transcriptional	regulator 3-keto-L-gulonate-6-phosphate	decarboxylase Carbohydrate	kinase Uncharacterized	DUF386	family	protein hypothetical	protein 71.2 1
QnrS6__531952__Escherichia_coli Hydroxyacylglutathione	hydrolase hypothetical	protein Putative	transposase IS21-like Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA QnrS6 Putative	zinc	metallopeptidase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Short-chain	dehydrogenase Kanamycin	resistance	protein Uncharacterised	protein Uncharacterised	protein TaxB PilX11 Type	IV	secretory	pathway	VirB10	component 99.5 14
QnrS6__687872__Escherichia_coli hypothetical	protein Putative	DNA-binding	protein QnrS6 Putative	zinc	metallopeptidase 99.5 1
QnrS6__791000__Escherichia_coli hypothetical	protein Putative	DNA-binding	protein QnrS6 Putative	zinc	metallopeptidase hypothetical	protein 99.5 20
QnrS6__693703__Escherichia_coli DNA	recombinase Putative	DNA-binding	protein QnrS6 Putative	zinc	metallopeptidase hypothetical	protein Partitioning	protein hypothetical	protein 99.5 30
QnrS6__758421__Aeromonas_hydrophila Type	IV	secretion	system	protein	VirB11 VirD4	conjugative	transfer	protein DNA	primase	TraC4 TraD	protein Trac3:	DNA	primase Nickase MobC hypothetical	protein QnrS6 Putative	zinc	metallopeptidase hypothetical	protein Partitioning	protein IncC hypothetical	protein hypothetical	protein TraN Transcriptional	repressor	protein	KorC hypothetical	protein Antirestriction	protein Klca Putative	replication	protein hypothetical	protein 99.5 3
QnrS6__840624__Klebsiella_pneumoniae Transposase Transposase	(Fragment) QnrS6 Putative	replication	protein hypothetical	protein 99.5 2
QnrS6__769335__Escherichia_coli Transposase	(Fragment) QnrS6 Putative	replication	protein hypothetical	protein 99.5 1
QnrS6__665743__Enterobacter_hormaechei_subsp._steigerwaltii Transposase Transposon	Tn1721	resolvase /	transposase hypothetical	protein QnrS6 Putative	zinc	metallopeptidase hypothetical	protein Cytosine	transporter IncC hypothetical	protein Accessory	stability	protein	KfrA TraN Transcriptional	repressor	protein	KorC hypothetical	protein Antirestriction	protein Klca Putative	replication	protein hypothetical	protein 99.5 1

QnrS6__1590435__Escherichia_coli Transposase QnrS6 hypothetical	protein 99.5 4
QnrS6__759479__Vibrio_sp._10N.286.48.B7 QnrS6 Oxidoreductase Bifunctional	D-altronate/D-mannonate	dehydratase Putative	LacI	family	transcriptional	regulator hypothetical	protein Thioredoxin Haloacid	dehalogenase Carboxymuconolactone	decarboxylase Phosphonate	ABC	transporter	permease	protein	phnE1 Phosphonate	ABC	transporter,	permease	protein	PhnE Phosphonate	transport	system	substrate-binding	protein hypothetical	protein 70.1 1
QnrS6__1828366__Vibrio_mediterranei hypothetical	protein Uncharacterized	DUF386	family	protein Carbohydrate	kinase 3-keto-L-gulonate-6-phosphate	decarboxylase IclR	family	transcriptional	regulator Xylulose	5-phosphate	3-epimerase hypothetical	protein MFS	transporter hypothetical	protein Carotenoid	dehydrogenase Probable	membrane	transporter	protein Phosphate	acetyltransferase IclR	family	transcriptional	regulator QnrS6 Phosphonate	transport	system	permease	protein Phosphonate	ABC	transporter,	permease	protein	PhnE Phosphonate	transport	system	substrate-binding	protein Phosphonates	import	ATP-binding	protein	PhnC Multidrug	resistance	operon	repressor Membrane	transport	protein NAD(P)H-dependent	FMN	reductase Peptide	methionine	sulfoxide	reductase	MsrA hypothetical	protein hypothetical	protein hypothetical	protein 71.9 2
QnrS6__568323__Vibrio_mediterranei hypothetical	protein hypothetical	protein Membrane	protein hypothetical	protein Sulfoacetaldehyde	acetyltransferase Aerobic	cobaltochelatase	subunit	CobS Cobalamin	biosynthesis	protein	CobT Probable	membrane	transporter	protein Phosphate	acetyltransferase IclR	family	transcriptional	regulator QnrS6 hypothetical	protein Phosphonate	transport	system	permease	protein Phosphonate	ABC	transporter,	permease	protein	PhnE Phosphonate	transport	system	substrate-binding	protein Phosphonates	import	ATP-binding	protein	PhnC Multidrug	resistance	operon	repressor Membrane	transport	protein NAD(P)H-dependent	FMN	reductase Peptide	methionine	sulfoxide	reductase	MsrA GntR	family	transcriptional	regulator 71.0 6
QnrS5__686611__Vibrio_parahaemolyticus Chromosome	segregation	ATPase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterized	conserved	protein	YehS,	DUF1456	family Transposase transposase-like hypothetical	protein QnrS5 Streptomycin	kinase Putative	DNA	invertase Transposase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Flavodoxin Carboxymuconolactone	decarboxylase Thioredoxin hypothetical	protein 96.3 1
QnrS5__613220__Vibrio_mytili hypothetical	protein QnrS5 NIPSNAP	family	containing	protein HAD	family	hydrolase C4-dicarboxylate	ABC	transporter hypothetical	protein Maltose-6'-phosphate	glucosidase PTS	system	alpha-glucoside-specific	EIICB	component GntR	family	transcriptional	regulator LysR	family	transcriptional	regulator Acetyltransferase hypothetical	protein 98.2 1
QnrS6__750265__Photobacterium_damselae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transposase	OrfAB	subunit	B ISVch4	transposase,	OrfA QnrS6 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein RNA-directed	DNA	polymerase 23S	rRNA-intervening	sequence	protein hypothetical	protein Mu	phage	phage	morphogenesis	protein	Gp48 Phage	baseplate	protein Phage	protein	gp46 Phage	baseplate	assembly	protein	V 95.0 1
QnrS6__1828439__Photobacterium_damselae_subsp._damselae hypothetical	protein hypothetical	protein Multidrug	resistance	protein	MdtL Glutaredoxin LysR	family	transcriptional	regulator Ferric	reductase	like	transmembrane	component	family	protein QnrS6 hypothetical	protein hypothetical	protein Integrase 95.0 1
QnrS6__654230__Vibrio_parahaemolyticus hypothetical	protein hypothetical	protein HTH-type	transcriptional	regulator	/	antitoxin	HigA hypothetical	protein Type	I-F	CRISPR-associated	endoribonuclease	Cas6/Csy4 Type	I-F	CRISPR-associated	protein	Csy3 Putative	CRISPR-associated	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein QnrS6 GGDEF	domain-containing	protein Transcriptional	regulator	VspR Transcriptional	regulator Transposase transposase-like Endonuclease Diguanylate	cyclase	domain	protein Putative	membrane	protein DNA	base-flipping	protein 99.5 1

QnrS1__533280__Klebsiella_pneumoniae hypothetical	protein Beta-lactamase	NDM-1 Bleomycin	resistance	protein N-(5'-phosphoribosyl)anthranilate	isomerase Cytochrome	c-type	biogenesis	protein	DsbD,	protein-disulfide	reductase CutA1 10	kDa	chaperonin 60	kDa	chaperonin ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein Uncharacterised	protein IS6-like Transposase FipA TraI Transcriptional	activator	CadC TraK Prevention	of	the	induction	of	SOS	response,with	a	inserted	of	17	bp	at	position	99 StdB StbC 100.0 2
QnrS1__485442__Salmonella_enterica Beta-lactamase ABC	transporter,	substrate-binding	protein Phage	integrase	SAM-like	domain	protein TetA hypothetical	protein Relaxase	/helicase	(Fragment) ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 100.0 4
QnrS1__529718__Raoultella_ornithinolytica hypothetical	protein Type	III	effector Iron-sulfur	cluster-binding	protein,	Rieske	family hypothetical	protein ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Transposon	DNA-invertase Quinolone	resistance	protein	QnrS2 Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA ArsR	family	transcriptional	regulator hypothetical	protein ArsR	family	transcriptional	regulator Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like FipA TraI Transcriptional	activator	CadC TraK 100.0 211

QnrS1__565510__Klebsiella_oxytoca Integrase Putative	IclR	family	transcriptional	regulator hypothetical	protein 3'-kinase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 IS6-like Transposase FipA TraI Transcriptional	activator	CadC TraK Prevention	of	the	induction	of	SOS	response,with	a	inserted	of	17	bp	at	position	99 StdB StbC OrfD CcgAII	protein 100.0 3
QnrS1__1567398__Escherichia_coli IS1182-like hypothetical	protein Phage	tail	protein hypothetical	protein Phage	integrase	family	protein IS26-like Plasmid	pRiA4b	ORF-3-like	protein Uncharacterised	protein Transposon	DNA-invertase QnrS1 100.0 1
QnrS1__1772668__Escherichia_coli hypothetical	protein IS1182-like transposase-like hypothetical	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Uncharacterised	protein Transposon	DNA-invertase QnrS1 100.0 3
QnrS1__1609368__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein IS26-like Plasmid	pRiA4b	ORF-3-like	protein Uncharacterised	protein Transposon	DNA-invertase QnrS1 hypothetical	protein 100.0 1
QnrS1__840848__Klebsiella_pneumoniae Integrase transposase-like Integrase Dihydropteroate	synthase Aminoglycoside	3'-phosphotransferase 3'-kinase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 IS6-like Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like hypothetical	protein 100.0 3
QnrS1__580242__Klebsiella_pneumoniae hypothetical	protein Integrase hypothetical	protein hypothetical	protein 3'-kinase Uncharacterised	protein IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein hypothetical	protein 100.0 1
QnrS1__1612451__Escherichia_coli transposase-like hypothetical	protein Integrase hypothetical	protein Aminoglycoside	3'-phosphotransferase 3'-kinase ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Uncharacterised	protein Transposon	DNA-invertase QnrS1 100.0 1
QnrS1__563214__Enterobacter_cloacae Transposase	Tn3	family	protein hypothetical	protein Integrase Putative	IclR	family	transcriptional	regulator hypothetical	protein 3'-kinase Transcriptional	regulator,	TetR	family ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Transposon	DNA-invertase QnrS1 IS6-like hypothetical	protein DfrA14 hypothetical	protein Methionine	aminopeptidase Restriction	endonuclease Cytosine-specific	methyltransferase Uncharacterised	protein Putative	hemolysin	expression	modulating	protein Putative	DNA	replication	terminus	site-binding	protein hypothetical	protein KikA hypothetical	protein KorB hypothetical	protein 100.0 2
QnrS1__562903__Enterobacter_cloacae Capsule	biosynthesis	protein	CapA hypothetical	protein Integrase Putative	IclR	family	transcriptional	regulator hypothetical	protein ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 IS6-like 100.0 5

QnrS1__796001__Klebsiella_pneumoniae hypothetical	protein Aminoglycoside	3'-phosphotransferase 3'-kinase hypothetical	protein transposase-like transposase-like Sea15 IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase hypothetical	protein QnrS1 hypothetical	protein Uncharacterised	protein hypothetical	protein 100.0 1
QnrS1__565609__Klebsiella_oxytoca Integrase Putative	IclR	family	transcriptional	regulator hypothetical	protein 3'-kinase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein Uncharacterised	protein IS6-like ArsR	family	transcriptional	regulator hypothetical	protein TraG hypothetical	protein IntI1-like Conjugal	transfer	protein	TraE Conjugal	transfer	protein Eep Minor	pilin	of	type	IV	secretion	VirB5 hypothetical	protein 100.0 26
QnrS1__903662__Klebsiella_variicola ISKpn19-like IS26-like HxlR	family	transcriptional	regulator NmrA	family	protein Transposon	Tn3	resolvase transposase-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein Uncharacterised	protein IS6-like ArsR	family	transcriptional	regulator Endonuclease TraG hypothetical	protein TraO Conjugal	transfer	protein	TraE Conjugal	transfer	protein Eep Minor	pilin	of	type	IV	secretion	VirB5 hypothetical	protein 100.0 1
QnrS1__1835447__Klebsiella_pneumoniae_plasmid TraK TraJ TraI FipA ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein IntI1-like Beta-lactamase Group	II	intron	reverse	transcriptase/maturase hypothetical	protein Putative	transposase Restriction	endonuclease Cytosine-specific	methyltransferase Putative	hemolysin	expression	modulating	protein hypothetical	protein 100.0 2
QnrS1__1835822__Enterobacter_cloacae_plasmid TraK TraJ TraI FipA ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein Uncharacterised	protein TnpA Ankyrin	repeat	family	protein transposase-like ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Endonuclease TraG hypothetical	protein TraO TraE 100.0 10
QnrS1__1098532__Salmonella_enterica_subsp._enterica_serovar_Rissen Macrolide	phosphotransferase MFS	transporter hypothetical	protein ABC	transporter	ATP-binding	protein TnpR	protein transposase-like Transposon	DNA-invertase QnrS1 hypothetical	protein Uncharacterised	protein IS2	orf1 100.0 1
QnrS1__1783746__Escherichia_coli hypothetical	protein QnrS1 hypothetical	protein Uncharacterised	protein Transposase ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein MFS	transporter Macrolide	phosphotransferase 100.0 1
QnrS1__844682__Escherichia_coli QnrS1 100.0 1
QnrS1__1289790__Salmonella_enterica OrfD StbC StdB Prevention	of	the	induction	of	SOS	response,with	a	inserted	of	17	bp	at	position	99 TraK TraJ TraI Transcriptional	regulator Transposase Ankyrin	repeat	family	protein IS630	family	transposase QnrS1 Orf5	protein IS3-like Fic	family	protein Peptidoglycan	synthetase	FtsI ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Endonuclease DNA	integration/recombination/inversion	protein Transposase 100.0 17
QnrS1__510989__Klebsiella_pneumoniae Truncated	IS26	transposase QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein 100.0 2

QnrS1__1835797__Klebsiella_pneumoniae_plasmid StbA	protein TraK TraJ TraI ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein Uncharacterised	protein Ankyrin	repeat	family	protein ArsR	family	transcriptional	regulator Endonuclease TraG hypothetical	protein TraO 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]	imidazole-4-carboxamide	isomerase Conjugal	transfer	protein Eep Minor	pilin	of	type	IV	secretion	VirB5 hypothetical	protein 100.0 1
QnrS1__1032284__Salmonella_enterica Sea15 IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein IS3-like Transposase hypothetical	protein RepC ExcA Conjugal	transfer/type	IV	secretion	protein	DotA/TraY TraX TraW hypothetical	protein 100.0 5
QnrS1__878645__Escherichia_coli DEAD/DEAH	box	helicase hypothetical	protein hypothetical	protein PemI Plasmid	partition	protein	A,	putative Resolvase hypothetical	protein hypothetical	protein ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein Uncharacterised	protein 100.0 1
QnrS1__583204__Klebsiella_pneumoniae_subsp._pneumoniae Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein RepC ExcA Beta-galactosidase	1 TraX hypothetical	protein 100.0 1
QnrS1__349129__Salmonella_enterica_subsp._enterica_serovar_Agona Ribonucleoside-diphosphate	reductase	1	subunit	alpha Ubiquinone	biosynthesis	O-methyltransferase GntR	family	regulatory	protein MFS	transporter MR-MLE	family	protein Mercuric	reductase Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein IS3-like MobC	family	mobilization	protein MobA Diguanylate	cyclase 100.0 37
QnrS1__918058__Salmonella_enterica_subsp._enterica_serovar_Corvallis MobC	family	mobilization	protein MobA Diguanylate	cyclase Sea15 IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein IS3-like 100.0 297

QnrS1__1730123__Escherichia_coli Transposase hypothetical	protein hypothetical	protein Replicase ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Uncharacterised	protein Transposon	DNA-invertase QnrS1 100.0 1
QnrS1__752560__Enterobacter_hormaechei_subsp._hoffmannii Uncharacterised	protein Na+/H+	antiporter hypothetical	protein Transposon	gamma-delta	resolvase hypothetical	protein Transposase Uncharacterised	protein IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein Peptidase	M15 IS6-like Transposase FipA Single-stranded	DNA-binding	protein Conjugal	transfer	protein Soluble	lytic	murein	transglycosylase hypothetical	protein Integrating	conjugative	element	protein	PilL,	PFGI-1	class Conjugal	transfer	protein	TrbI Conjugal	transfer	protein VirB8	protein Conjugal	transfer	protein	TrbL hypothetical	protein hypothetical	protein 100.0 39
QnrS1__662848__Klebsiella_variicola Beta-lactamase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein Peptidase	M15 IS6-like Transposase LysR 100.0 2
QnrS1__944203__Escherichia_coli hypothetical	protein hypothetical	protein Aerotaxis	receptor Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
QnrS1__1673283__Salmonella_enterica Resolvase QnrS1 transposase-like Transposase 100.0 1
QnrS1__1582170__Escherichia_coli hypothetical	protein DNA-binding	prophage	protein Stability	protein	StbE Antitoxin	of	toxin-antitoxin	stability	system hypothetical	protein Initiator	RepB	protein Uncharacterised	protein Protein	of	uncharacterised	function	(DUF2726) hypothetical	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Uncharacterised	protein Transposon	DNA-invertase QnrS1 Orf5	protein hypothetical	protein hypothetical	protein transposase-like Integrase	core	domain	protein hypothetical	protein Transposase hypothetical	protein hypothetical	protein Putative	YafB	protein Resolvase Peptidase	M14 hypothetical	protein Malate	dehydrogenase hypothetical	protein H-NS	family	DNA-binding	protein 100.0 1
QnrS1__1865236__Raoultella_ornithinolytica IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein IS3-like Fic	family	protein 100.0 1
QnrS1__1211323__Salmonella_enterica_subsp._enterica_serovar_Cannstatt hypothetical	protein TrbN TrbA ATP-dependent	6-phosphofructokinase	isozyme	1 TrbC ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Uncharacterised	protein Transposon	DNA-invertase QnrS1 Orf5	protein 100.0 2
QnrS1__649695__Escherichia_coli_MRSN_10204 hypothetical	protein hypothetical	protein transposase-like Aminoglycoside	N(6	)-acetyltransferase Streptomycin	3''-adenylyltransferase hypothetical	protein ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein hypothetical	protein Insertion	element	IS2A	uncharacterized	48.2	kDa	protein transposase-like hypothetical	protein Mobile	element	protein 100.0 2
QnrS1__403873__Salmonella_enterica ISKpn19-like Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase hypothetical	protein QnrS1 hypothetical	protein Peptidase	M15 Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Nucleotide-binding	containing	TIR-like	domain	protein Transcriptional	regulator YdeA	family	protein Conserved	hyoptetical	protein Conjugation	repressor	protein DNA-binding	transcriptional	regulator	DsdC hypothetical	protein 100.0 8
QnrS1__1865632__Klebsiella_pneumoniae Conjugal	transfer	protein Conjugal	transfer	protein	TraE TraO hypothetical	protein TraG Endonuclease ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein Uncharacterised	protein Transposase	(Fragment) 100.0 5

QnrS1__905433__Escherichia_coli IS21-like Putative	transposase	subunit hypothetical	protein Zinc	metalloproteinase	Mpr	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 100.0 2
QnrS1__128062__Salmonella_enterica QnrS1 hypothetical	protein Transposase Transposase IS6-like transposase-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 5
QnrS1__1219178__Salmonella_enterica hypothetical	protein QnrS1 hypothetical	protein 100.0 2
QnrS1__751260__Klebsiella_pneumoniae Conjugal	transfer	protein hypothetical	protein hypothetical	protein ATPase	AAA	family hypothetical	protein DNA	topoisomerase	3 Conserved	domain	protein DNA-binding	protein Proteolipid	membrane	potential	modulator ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Transposon	DNA-invertase QnrS1 hypothetical	protein Peptidase	M15 IS6-like hypothetical	protein IntI1-like Aminoglycoside	N(6	)-acetyltransferase Rifampicin	ADP-ribosylatin	transferase hypothetical	protein transposase-like Transposase Ferrous	iron	transport	protein	B hypothetical	protein 100.0 4
QnrS1__693192__Escherichia_coli Redox-sensitive	transcriptional	activator	SoxR QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein RNA	one	modulator-like hypothetical	protein hypothetical	protein 100.0 1
QnrS1__1837059__Klebsiella_pneumoniae_plasmid hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Tryptophan	synthase	subunit	beta	like	protein Beta-lactamase	(Fragment) hypothetical	protein transposase-like Insertion	element	IS1	protein	InsB IS1380-like hypothetical	protein Spore	coat	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DNA-binding	protein Uncharacterised	protein ResD hypothetical	protein hypothetical	protein 100.0 4
QnrS1__1837775__Klebsiella_aerogenes_plasmid Putative	transposase AAA	domain	(Dynein-related	subfamily) EstP hypothetical	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Resolvase QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein ResD hypothetical	protein 100.0 2
QnrS1__569050__unknown Resolvase QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein ResD hypothetical	protein 100.0 1

QnrS1__1809328__Escherichia_coli QnrS1 100.0 1
QnrS1__755572__Klebsiella_pneumoniae Protein	TnpA Beta-lactamase Replicase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein Peptidase	M15 IS6-like ArsR	family	transcriptional	regulator transposase-like hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Zinc	metalloproteinase	Mpr	protein hypothetical	protein Hyprothetical	protein DNA-binding	protein DNA	topoisomerase	III hypothetical	protein 100.0 153
QnrS1__1274301__Salmonella_enterica_subsp._enterica_serovar_Typhimurium hypothetical	protein transposase-like Plasmid	pRiA4b	ORF-3-like	protein Uncharacterised	protein Transposon	DNA-invertase QnrS1 hypothetical	protein 99.5 1

QnrS1__615482__Enterobacter_hormaechei_subsp._xiangfangensis Site-specific	DNA	recombinase hypothetical	protein hypothetical	protein transposase-like TniB transposase-like Transposon	DNA-invertase QnrS1 hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
QnrS1__1635683__Klebsiella_pneumoniae Plasmid	partition	protein	ParF Addiction	module	toxin	RelE Transcriptional	regulator hypothetical	protein hypothetical	protein ArdC Phospholipase	D Transposase Ankyrin	repeat	family	protein Transposon	DNA-invertase QnrS1 Ankyrin	repeat	family	protein ArsR	family	transcriptional	regulator MobC	protein MobB	protein Uncharacterised	protein Conjugal	transfer	protein Uncharacterised	protein Putative	Pilx11/VirB11-like	protein VirB10 VirB9 Type	IV	secretion	system	VirB8	component 100.0 2
QnrS1__645663__Enterobacter_sp._BIDMC110 Plasmid-partitioning	protein	SopA Chromosome	partitioning	protein,	ParB	family hypothetical	protein IS6-like IntI1-like DfrA14 Resolvase Transposon	DNA-invertase QnrS1 transposase-like UPF0126	inner	membrane	protein	YadS IS6-like Transposase FipA TraI hypothetical	protein 100.0 1
QnrS1__1334485__Salmonella_enterica_subsp._enterica_serovar_Enteritidis Resolvase Ankyrin	repeat	family	protein QnrS1 Orf5	protein Signal	peptidase	I 99.5 1
QnrS1__549032__Escherichia_coli transposase-like QnrS1 hypothetical	protein IS3-like hypothetical	protein 100.0 1
QnrS1__1828607__Escherichia_coli hypothetical	protein Transcriptional	activator	ramA hypothetical	protein QnrS1 hypothetical	protein Uncharacterised	protein IS3-like 100.0 1
QnrS1__4059__Shigella_flexneri Uncharacterised	protein Protein	FlxA Antitoxin	RelB Addiction	module	toxin	RelE Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Protein	N-acetyltransferase,	RimJ/RimL	family 100.0 1
QnrS1__1637960__Citrobacter_sp._S39 Putative	integrase IS110-like Integrase hypothetical	protein Truncated	APH(3'')-Ib	(Fragment) 3'-kinase Uncharacterised	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 Orf5	protein hypothetical	protein IS3-like Fic	family	protein Ankyrin	repeat	family	protein Resolvase hypothetical	protein IS91-like Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein 100.0 4
QnrS1__876064__Escherichia_coli Resolvase transposase-like ISCfr10	transposase	A Transposase Integrase/recombinase Plasmid	pRiA4b	ORF-3-like	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein Uncharacterised	protein IS3-like Beta-lactamase Beta-lactamase hypothetical	protein D-alanyl-D-alanine-carboxypeptidase/endopeptidase	AmpH ArsR	family	transcriptional	regulator hypothetical	protein 100.0 2
QnrS1__250552__Salmonella_enterica hypothetical	protein S-(hydroxymethyl)glutathione	dehydrogenase Putative	enzyme S-formylglutathione	hydrolase Putative	DNA	invertase Acriflavin	resistance	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 Mercuric	reductase Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Transposase 100.0 16
QnrS1__870976__Klebsiella_pneumoniae Aerotaxis	receptor hypothetical	protein IS5-like hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein IS3-like Beta-lactamase Peptidoglycan	synthetase	FtsI D-alanyl-D-alanine-carboxypeptidase/endopeptidase	AmpH LysR	family	transcriptional	regulator hypothetical	protein Transcriptional	regulator,	XRE	family	protein MBL	fold	metallo-hydrolase hypothetical	protein 100.0 1

QnrS1__528907__Klebsiella_pneumoniae hypothetical	protein Protein	impA ISL3-like hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein IS3-like hypothetical	protein hypothetical	protein hypothetical	protein Phage	integrase	SAM-like	domain	protein TetA hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA 100.0 1
QnrS1__1640139__Klebsiella_pneumoniae ResD Uncharacterised	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein hypothetical	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Sea15 hypothetical	protein hypothetical	protein QnrS1 Orf5	protein hypothetical	protein IS3-like Beta-lactamase hypothetical	protein hypothetical	protein hypothetical	protein /	transposase Putative	DNA-invertase	from	lambdoid	prophage	Rac Transposase Arsenic	resistance	protein	ArsH Klca Antirestriction	protein hypothetical	protein hypothetical	protein 100.0 12
QnrS1__568726__Klebsiella_pneumoniae ResD Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein IS3-like hypothetical	protein hypothetical	protein hypothetical	protein 3'-kinase hypothetical	protein Sch	064 IS1	transposase hypothetical	protein 100.0 1
QnrS1__569307__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein IS3-like Beta-lactamase IS5-like hypothetical	protein 100.0 2
QnrS1__1796786__Klebsiella_pneumoniae Transposase Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein 100.0 2
QnrS1__714954__Enterobacter_hormaechei hypothetical	protein YdeA	family	protein Uncharacterised	protein hypothetical	protein Protein	parb Putative	SOS	response-associated	peptidase	YedK Uncharacterised	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein IS3-like hypothetical	protein Peptidoglycan	synthetase	FtsI D-alanyl-D-alanine-carboxypeptidase/endopeptidase	AmpH LysR	family	transcriptional	regulator hypothetical	protein Transcriptional	regulator,	XRE	family	protein MBL	fold	metallo-hydrolase hypothetical	protein hypothetical	protein 100.0 1
QnrS1__665560__Enterobacter_hormaechei_subsp._steigerwaltii YdeA	family	protein Uncharacterised	protein hypothetical	protein Protein	parb Putative	SOS	response-associated	peptidase	YedK Uncharacterised	protein Uncharacterised	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein IS3-like hypothetical	protein Putative	transport	system	outer	membrane	protein	EtsC Truncated	IS26	transposase 100.0 6
QnrS1__1190774__Salmonella_enterica_subsp._enterica_serovar_Havana hypothetical	protein Uncharacterised	protein hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein PilX1 Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein IS3-like Fic	family	protein Peptidoglycan	synthetase	FtsI D-alanyl-D-alanine-carboxypeptidase/endopeptidase	AmpH LysR	family	transcriptional	regulator hypothetical	protein Transcriptional	regulator,	XRE	family	protein MBL	fold	metallo-hydrolase hypothetical	protein 100.0 42
QnrS1__1208253__Salmonella_enterica_subsp._enterica IS1294-like Replication	initiation	protein Invertase/recombinase Ankyrin	repeat	family	protein SNF2-related	protein DNA	polymerase	V	subunit	UmuC YchA	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein Uncharacterised	protein IS3-like Fic	family	protein Peptidoglycan	synthetase	FtsI D-alanyl-D-alanine-carboxypeptidase/endopeptidase	AmpH LysR	family	transcriptional	regulator hypothetical	protein Transcriptional	regulator,	XRE	family	protein MBL	fold	metallo-hydrolase hypothetical	protein hypothetical	protein 100.0 2
QnrS1__1606787__Klebsiella_pneumoniae hypothetical	protein TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) DfrA1 hypothetical	protein QACEdelta1	(Fragment) Alcohol	dehydrogenase Exonuclease	superfamily Resolvase Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein Uncharacterised	protein IS3-like Fic	family	protein Peptidoglycan	synthetase	FtsI D-alanyl-D-alanine-carboxypeptidase/endopeptidase	AmpH LysR	family	transcriptional	regulator hypothetical	protein Transcriptional	regulator,	XRE	family	protein MBL	fold	metallo-hydrolase hypothetical	protein hypothetical	protein 100.0 5
QnrS1__568990__Klebsiella_pneumoniae hypothetical	protein ISLre2-like Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) DfrA1 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein IS3-like hypothetical	protein Putative	transport	system	outer	membrane	protein	EtsC hypothetical	protein 100.0 1
QnrS1__1607083__Klebsiella_pneumoniae QACEdelta1	(Fragment) Alcohol	dehydrogenase Exonuclease	superfamily IS6-like Invertase/recombinase Ankyrin	repeat	family	protein Aerotaxis	receptor Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein Uncharacterised	protein IS3-like Fic	family	protein Peptidoglycan	synthetase	FtsI D-alanyl-D-alanine-carboxypeptidase/endopeptidase	AmpH LysR	family	transcriptional	regulator hypothetical	protein Transcriptional	regulator,	XRE	family	protein MBL	fold	metallo-hydrolase hypothetical	protein hypothetical	protein 100.0 8

QnrS1__1797308__Enterobacter_cloacae hypothetical	protein hypothetical	protein YdeA	family	protein Uncharacterised	protein hypothetical	protein Protein	parb hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein Uncharacterised	protein IS3-like Fic	family	protein hypothetical	protein transposase-like EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Permease	of	the	drug/metabolite	transporter	(DMT)	superfamily 100.0 1
QnrS1__1797101__Enterobacter_hormaechei hypothetical	protein hypothetical	protein Protein	parb Putative	SOS	response-associated	peptidase	YedK Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein Uncharacterised	protein IS3-like Fic	family	protein hypothetical	protein transposase-like EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) hypothetical	protein 100.0 5
QnrS1__1901716__Serratia_marcescens Glycerol-3-phosphate	acyltransferase Diacylglycerol	kinase LexA	repressor DNA-damage-inducible	SOS	response	protein Uncharacterised	protein Transcriptional	regulator hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like QnrS1 hypothetical	protein hypothetical	protein IS3-like Beta-lactamase Peptidoglycan	synthetase	FtsI 100.0 2
QnrS1__1846313__Klebsiella_pneumoniae hypothetical	protein Hemolysin	expression-modulating	protein hypothetical	protein IS110-like transposase-like Putative	nucleotidyltransferase Endonuclease	DDE Thermophilic	glucose-6-phosphate	isomerase	and	related	metalloenzymes Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 hypothetical	protein hypothetical	protein IS3-like Fic	family	protein Bcr/CflA	family	drug	resistance	efflux	transporter 100.0 4
QnrS1__345633__Salmonella_enterica_subsp._enterica_serovar_Typhimurium 5'-nucleotidase/2',3'-cyclic	phosphodiesterase-like	hydrolase Beta-lactamase	regulatory	protein	(Fragment) transposase-like hypothetical	protein Putative	permease Resolvase Transposase Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 Mercuric	reductase Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Transposon	Tn10	TetD	protein hypothetical	protein 100.0 1
QnrS1__1135729__Salmonella_enterica_subsp._enterica_serovar_Anatum hypothetical	protein hypothetical	protein Resolvase hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Uncharacterised	protein QnrS1 Orf5	protein IS3-like Fic	family	protein hypothetical	protein ABC	transporter	ATP-binding	protein 100.0 4
QnrS1__790383__Escherichia_coli hypothetical	protein Cytosine-specific	methyltransferase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Transposase 100.0 1
QnrS1__831444__Enterobacter_hormaechei_subsp._xiangfangensis Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein IS3-like Beta-lactamase ATPase Bcr/CflA	family	drug	resistance	efflux	transporter AraC	family	transcriptional	regulator Replication	initiation	protein Antitoxin Luxr	family	transcriptional	regulator Conjugal	transfer	protein	traa 100.0 4
QnrS1__224867__Salmonella_enterica_subsp._enterica_serovar_Mbandaka hypothetical	protein Micrococcal	nuclease Citrate	transporter	family	protein hypothetical	protein hypothetical	protein hypothetical	protein ATP/GTP-binding	protein	(Fragment) hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 Mercuric	reductase Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein IS3-like hypothetical	protein Peptidoglycan	synthetase	FtsI 100.0 1
QnrS1__568811__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein IS6-like hypothetical	protein Lipoprotein IS5-like hypothetical	protein hypothetical	protein IS1	transposase	orfB Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein IS3-like hypothetical	protein Putative	transport	system	outer	membrane	protein	EtsC 100.0 2

QnrS1__1831571__Klebsiella_pneumoniae_plasmid Extended-spectrum	beta-lactamase/aminoglycoside	modifying	enzyme	fusion	protein Tunicamycin	resistance Ankyrin	repeat	family	protein Integrase hypothetical	protein Aminoglycoside	3'-phosphotransferase 3'-kinase IS91-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein hypothetical	protein QnrS1 hypothetical	protein Uncharacterised	protein IS3-like Beta-lactamase IS5-like hypothetical	protein Peptidoglycan	synthetase	FtsI Ankyrin	repeat	family	protein Hydrolase hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Transposase hypothetical	protein 100.0 3
QnrS1__1773086__Escherichia_coli Transposase	Tn3	family	protein IS110-like Integrase hypothetical	protein Aminoglycoside	3'-phosphotransferase 3'-kinase IS91-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein Uncharacterised	protein IS3-like Fic	family	protein Peptidoglycan	synthetase	FtsI 100.0 1
QnrS1__1506411__Escherichia_coli Integrase hypothetical	protein Aminoglycoside	3'-phosphotransferase PTS	N-acetylgalactosamine	transporter	subunit	IID p-type	conjugative	transfer	protein	VirB9 Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein hypothetical	protein QnrS1 Orf5	protein Uncharacterised	protein Signal	peptidase	I Transposase 100.0 1
QnrS1__1853406__Escherichia_coli Putative	transposase hypothetical	protein Antitoxin	RelB Addiction	module	toxin	RelE Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Resolvase QnrS1 hypothetical	protein Transposase hypothetical	protein 100.0 17
QnrS1__924799__Citrobacter_freundii IS30-like APH transposase-like Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like QnrS1 IS5-like DfrA1 Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like hypothetical	protein DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein hypothetical	protein 100.0 1
QnrS1__1848127__Escherichia_coli hypothetical	protein Conjugal	transfer	protein 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]	imidazole-4-carboxamide	isomerase TraO hypothetical	protein TraG Endonuclease FipA:	fertility	inhibition	of	IncP	plasmids	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein Uncharacterised	protein Transposase Glycine	betaine/choline	ABC	superfamily	ATP	binding	cassette	transporter,	membrane	protein 100.0 2
QnrS1__1852469__Escherichia_coli TetA Glycogen	debranching	enzyme Glucose-1-phosphate	adenylyltransferase IS110-like ParE-like	protein	(ParDE	toxin-antitoxin	system) Antitoxin Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Resolvase QnrS1 hypothetical	protein Uncharacterised	protein Transposase Transposase	for	transposon	Tn3 100.0 5
QnrS1__1795767__Klebsiella_pneumoniae Cytochrome	c-type	biogenesis	protein	DsbD,	protein-disulfide	reductase N-(5'-phosphoribosyl)anthranilate	isomerase Uncharacterised	protein Beta-lactamase	NDM-1 ISSpu2-like IS30-like Cobyric	acid	synthase	CobQ hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein Signal	peptidase	I hypothetical	protein 100.0 15
QnrS1__719510__Escherichia_coli Alkanesulfonate	monooxygenase Putative	aliphatic	sulfonates-binding	protein FMN	reductase	(NADPH) Fimbrial	subunit	ElfA Probable	fimbrial	chaperone	protein	ElfD Probable	outer	membrane	usher	protein	ElfC Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Transposase 100.0 1
QnrS1__1721062__Escherichia_coli Macrolide	phosphotransferase hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein Uncharacterised	protein Signal	peptidase	I 100.0 2
QnrS1__734578__Shigella_sonnei Macrolide	phosphotransferase MFS	transporter Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like QnrS1 hypothetical	protein hypothetical	protein IS3-like hypothetical	protein hypothetical	protein ABC	transporter	ATP-binding	protein mobility transposase-like IS1006-like 100.0 10
QnrS1__1783159__Escherichia_coli Lactose	permease hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 hypothetical	protein Signal	peptidase	I Transposase	and	inactivated	derivatives,	TnpA	family 99.5 2
QnrS1__824537__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Ribosomal	RNA	large	subunit	methyltransferase	Cfr hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 100.0 1
QnrS1__551411__Leclercia_adecarboxylata hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Conjugal	transfer	protein	TraX hypothetical	protein Replication	initiation	protein DSBA	oxidoreductase Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Insertion	element	IS2A	uncharacterized	48.2	kDa	protein transposase-like Putative	resolvase Putative	sulfate	transporter	YbaR Universal	stress	protein	family Glycosyl	transferase	family	protein Protein	ArsC	1 MerT 100.0 1
QnrS1__1292072__Salmonella_enterica_subsp._enterica_serovar_4 Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 100.0 1
QnrS1__1237215__Salmonella_enterica_subsp._enterica_serovar_Newport Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Ankyrin	repeat	family	protein Terminase hypothetical	protein 100.0 2
QnrS1__748494__Shigella_flexneri_4c TraB TraA Conjugal	transfer	protein DNA-binding	protein	KorA TraL KorB hypothetical	protein KikA hypothetical	protein Mrr Putative	hemolysin	expression	modulating	proteinConserved	domain	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 IS6-like Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) IS4-like IS6-like Putative	minor	silk	ampullate	protein 100.0 2
QnrS1__1639977__Proteus_mirabilis hypothetical	protein Florfenicol/	chloramphenicol	export	protein	FloR hypothetical	protein Aerotaxis	receptor hypothetical	protein Ankyrin	repeat	family	protein Beta-lactamase Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Ankyrin	repeat	family	protein Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) IS4-like IS4-like Ankyrin	repeat	family	protein TnpA12 GNAT	family	N-acetyltransferase hypothetical	protein transposase-like hypothetical	protein hypothetical	protein 100.0 2
QnrS1__1252689__Salmonella_enterica_subsp._enterica_serovar_Agona hypothetical	protein QnrS1 hypothetical	protein ABC	transporter	ATP-binding	protein TnpR	protein Tn4662	transposase hypothetical	protein 100.0 8
QnrS1__1850587__Enterobacter_hormaechei KorC UPF0758	protein	YeeS YajA	protein hypothetical	protein Nuc ParA ResD Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein DNA	polymerase	V	subunit	UmuC Protein	impA Protein	of	uncharacterised	function	(DUF2913) hypothetical	protein Putative	RepA	protein hypothetical	protein Phospholipase	D	family	protein Conjugal	transfer	protein 100.0 2
QnrS1__568504__Klebsiella_pneumoniae hypothetical	protein ResD Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like QnrS1 Resolvase 100.0 3
QnrS1__1837062__Klebsiella_pneumoniae_plasmid ResD Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like transposase-like Insertion	element	IS1	protein	InsB QnrS1 Spore	coat	protein hypothetical	protein IS1380-like IS1-like hypothetical	protein hypothetical	protein Beta-lactamase Recombinase 100.0 1

QnrS1__1782907__Escherichia_coli Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 Resolvase transposase-like ABC	transporter	ATP-binding	protein TnpR	protein transposase-like hypothetical	protein 100.0 2
QnrS1__1162751__Salmonella_enterica_subsp._enterica_serovar_Chester Resolvase RNA	one	modulator-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Uncharacterised	protein QnrS1 hypothetical	protein ABC	transporter	ATP-binding	protein 100.0 5

QnrS1__1130435__Salmonella_enterica_subsp._enterica_serovar_Typhimurium Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Uncharacterised	protein QnrS1 Orf5	protein hypothetical	protein Signal	peptidase	I ABC	transporter	ATP-binding	protein TnpR	protein transposase-like hypothetical	protein 100.0 2
QnrS1__1818631__Salmonella_enterica_subsp._enterica_serovar_Typhimurium Transposase Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 hypothetical	protein Uncharacterised	protein Signal	peptidase	I Phage	integrase	family	protein ABC	transporter	ATP-binding	protein TnpR	protein transposase-like Integrase	core	domain-containing	protein	(Fragment) 100.0 10
QnrS1__1827135__Escherichia_coli hypothetical	protein hypothetical	protein ParA	family	chromosome	partitioning	protein Chromosome	partitioning	protein	ParB DNA	polymerase	V	subunit	UmuC Protein	impA hypothetical	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 Mobile	element	protein 100.0 1
QnrS1__1175372__Salmonella_enterica_subsp._enterica_serovar_Infantis Replication	protein hypothetical	protein ParA	family	chromosome	partitioning	protein Chromosome	partitioning	protein	ParB DNA	polymerase	V	subunit	UmuC Protein	impA hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 Transposase 100.0 4
QnrS1__1289742__Salmonella_enterica hypothetical	protein ParA	family	chromosome	partitioning	protein Chromosome	partitioning	protein	ParB DNA	polymerase	V	subunit	UmuC Protein	impA hypothetical	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein 100.0 6
QnrS1__928308__Klebsiella_pneumoniae_subsp._pneumoniae Conjugal	transfer	protein Phospholipase	D	family	protein Putative	RepA	protein Protein	of	uncharacterised	function	(DUF2913) Protein	impA DNA	polymerase	V	subunit	UmuC Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like QnrS1 IS5-like Nicotinamidase L-asparaginase Protease	4 NAD(P)	nitroreductase 100.0 2
QnrS1__861351__Klebsiella_pneumoniae Conjugal	transfer	protein Phospholipase	D	family	protein hypothetical	protein Putative	RepA	protein hypothetical	protein Protein	of	uncharacterised	function	(DUF2913) Protein	impA DNA	polymerase	V	subunit	UmuC Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 IS6-like hypothetical	protein IS6-like 100.0 1
QnrS1__929663__Enterobacter_hormaechei Uncharacterised	protein Virulence-associated	protein	vagC Ribonuclease	VapC transposase-like Putative	transposase IS110-like transposase-like Protein	of	uncharacterised	function	(DUF2913) Protein	impA DNA	polymerase	V	subunit	UmuC Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like QnrS1 IS5/IS1182-like 100.0 1
QnrS1__510697__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 DUF3545	domain-containing	protein 100.0 1
QnrS1__1247321__Salmonella_enterica hypothetical	protein hypothetical	protein Orf5	protein QnrS1 Transposon	DNA-invertase Uncharacterised	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA hypothetical	protein Periplasmic	mercury	ion-binding	protein Resolvase Uncharacterised	protein 100.0 4
QnrS1__239079__Salmonella_enterica Arr2	(Fragment) IS3-like Uncharacterised	protein hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 Mercuric	reductase RepF	regulator	protein hypothetical	protein ISLre2-like hypothetical	protein hypothetical	protein Folylpolyglutamate	synthase LysR	family	transcriptional	regulator hypothetical	protein 100.0 9
QnrS1__406805__Salmonella_enterica_subsp._enterica_serovar_Chester hypothetical	protein QnrS1 hypothetical	protein Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 ISKpn19-like Putative	IclR	family	transcriptional	regulator hypothetical	protein 3'-kinase Relaxase	/helicase	(Fragment) hypothetical	protein ISLre2-like hypothetical	protein hypothetical	protein hypothetical	protein 100.0 32
QnrS1__1803244__Escherichia_coli Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 Resolvase 100.0 1
QnrS1__1772672__Escherichia_coli QnrS1 Transposon	DNA-invertase Uncharacterised	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like hypothetical	protein hypothetical	protein transposase-like IS1182-like hypothetical	protein 100.0 1
QnrS1__3904__Shigella_sonnei Putative	transposase ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 100.0 1
QnrS1__1783596__Escherichia_coli Macrolide	phosphotransferase MFS	transporter Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 hypothetical	protein ABC	transporter	ATP-binding	protein hypothetical	protein hypothetical	protein 100.0 3
QnrS1__1720170__Escherichia_coli QnrS1 hypothetical	protein ABC	transporter	ATP-binding	protein Putative	resolvase	TnpR /	transposase 100.0 1
QnrS1__1783457__Escherichia_coli hypothetical	protein Transposase Heavy	metal	efflux	pump,	cobalt-zinc-cadmium Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 hypothetical	protein hypothetical	protein Signal	peptidase	I 100.0 1
QnrS1__1834205__Serratia_marcescens_plasmid ISKpn27	transposase hypothetical	protein IS1182-like Transcriptional	repressor	protein	KorC hypothetical	protein Antirestriction	protein Klca Arsenic	resistance	protein	ArsH Transposase transposase-like Transposase	(Fragment) QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein DNA	polymerase	V	subunit	UmuC Protein	impA Protein	of	uncharacterised	function	(DUF2913) Replication	initiation	protein	belongs	to	the	incFII	repa	family Putative	replication	regulatory	protein Endonuclease Uncharacterised	protein RepB	family	plasmid	replication	initiator	protein Uncharacterised	protein hypothetical	protein 100.0 13
QnrS1__779418__Klebsiella_pneumoniae ISKra4	family	transposase Replication	initiation	and	membrane	attachment	protein	DnaB hypothetical	protein Transposon	Tn1721	resolvase transposase-like Uncharacterised	protein IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein hypothetical	protein IS3-like IS6-like hypothetical	protein 100.0 1

QnrS1__1506033__Escherichia_coli Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 hypothetical	protein 100.0 1
QnrS1__735937__Salmonella_enterica_subsp._enterica_serovar_Typhimurium D-specific	alpha-keto	acid	dehydrogenase Uncharacterised	protein hypothetical	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein Transposase transposase-like 100.0 3
QnrS1__108332__Salmonella_enterica hypothetical	protein rRNA	adenine	N-6-methyltransferase Uncharacterised	protein IS5-like Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein Transposase transposase-like 99.5 1
QnrS1__1720814__Escherichia_coli Inner	membrane	protein	YqiJ Transfer	protein	C Transcription	termination	factor	NusG Replication	protein Orf,	hypothetical Toxin	RelE2 hypothetical	protein Sea16 hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein Signal	peptidase	I DEAD/DEAH	box	helicase 100.0 2
QnrS1__449464__Salmonella_enterica_subsp._enterica ABC	transporter	related hypothetical	protein Phosphonate	ABC	transporter	permease	protein	PtxC YigA SrnB	protein Transcriptional	regulator hypothetical	protein Antitoxin Plasmid	stability	protein	StbE	(Putative	toxin) Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein Transposon	Tn10	TetD	protein hypothetical	protein 100.0 1
QnrS1__342566__Salmonella_enterica_subsp._enterica_serovar_Java hypothetical	protein hypothetical	protein YacA Orf3 hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 Mercuric	reductase Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Transposon	Tn10	TetD	protein transposase-like 99.5 4
QnrS1__1127666__Salmonella_enterica_subsp._enterica_serovar_Enteritidis Conjugation	repressor	protein SNF2-related	protein Ankyrin	repeat	family	protein hypothetical	protein Uncharacterised	protein Spore	coat	protein QnrS1 Orf5	protein Signal	peptidase	I transposase-like LysR	family	transcriptional	regulator HNH	endonuclease 100.0 4
QnrS1__881718__Salmonella_enterica hypothetical	protein hypothetical	protein Peptidase	M14 hypothetical	protein hypothetical	protein Aerotaxis	receptor IS6-like ISKpn19-like Resolvase QnrS1 hypothetical	protein Transposase 100.0 1
QnrS1__762732__Escherichia_coli hypothetical	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Transposase transposase-like transposase-like Beta-lactamase	TEM 100.0 2
QnrS1__877629__Escherichia_coli Addiction	module	toxin	RelE Antitoxin hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein Transposase transposase-like transposase-like hypothetical	protein 100.0 1

QnrS1__108513__Salmonella_enterica Dihydropteroate	synthase QACEdelta1	(Fragment) Aminoglycoside	adenylyltransferase Dihydrofolate	reductase IntI1-like transposase-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase hypothetical	protein QnrS1 hypothetical	protein Uncharacterised	protein Transposase transposase-like Transposase 100.0 46
QnrS1__835425__Escherichia_coli hypothetical	protein hypothetical	protein High-affinity	choline	transporter IS1	transposase Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein Transposase Transposase Tryptophan	synthase	subunit	beta	like	protein 100.0 13
QnrS1__720891__Escherichia_coli Two-component	response	regulator	evgA Putative	sensor	for	regulator	EvgA Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Transposase Molybdenum	import	ATP-binding	protein	ModC 100.0 1
QnrS1__1658484__Salmonella_enterica_subsp._enterica_serovar_Typhimurium hypothetical	protein Transposase hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein Signal	peptidase	I Bifunctional	polymyxin	resistance	protein	ArnA Undecaprenyl-phosphate	4-deoxy-4-formamido-L-arabinose	transferase UDP-4-amino-4-deoxy-L-arabinose--oxoglutarate	aminotransferase Lipopolysaccharide	core	heptose(II)-phosphate	phosphatase Nucleoside	triphosphatase	NudI Porin CinA-like	protein 100.0 14
QnrS1__1758969__Escherichia_coli Macrolide	phosphotransferase MFS	transporter Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein Uncharacterised	protein Signal	peptidase	I Phage	integrase	family	protein hypothetical	protein Trehalose-6-phosphate	synthase Trehalose-6-phosphate	phosphatase L-arabinose	transport	system	permease	protein	AraH Arabinose	import	ATP-binding	protein	AraG L-arabinose-binding	periplasmic	protein 100.0 9
QnrS1__1848560__Escherichia_coli Macrolide	phosphotransferase MFS	transporter Macrolide	2'-phosphotransferase IS6-like PadR	family	transcriptional	regulator chromate	transport	protein-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 hypothetical	protein hypothetical	protein 100.0 3
QnrS1__569020__Klebsiella_pneumoniae Uncharacterized	protein	YkfH DNA-binding	protein Toxin-antitoxin	system,	toxin	component Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like QnrS1 hypothetical	protein hypothetical	protein 100.0 1

QnrS1__767904__Cronobacter_dublinensis Isochorismatase	family	protein	YecD EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein Transposase Transposase	and	inactivated	derivatives,	TnpA	family transposase-like Resolvase hypothetical	protein Putative	permease 99.5 3
QnrS1__1590402__Escherichia_coli hypothetical	protein Conjugal	transfer	protein	traK Conjugal	transfer	protein	traJ Conjugal	transfer	protein	traI hypothetical	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein Signal	peptidase	I Serine	hydroxymethyltransferase 100.0 1
QnrS1__1797034__Escherichia_coli Ankyrin	repeat	family	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein Signal	peptidase	I Transposase	and	inactivated	derivatives,	TnpA	family Ankyrin	repeat	family	protein 100.0 3
QnrS1__1834365__Serratia_liquefaciens_plasmid RepA Basic	proline-rich	protein Resolvase Ankyrin	repeat	family	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein Uncharacterised	protein Transposase Transposase Prevention	of	the	induction	of	SOS	response,with	a	inserted	of	17	bp	at	position	99 StdB StbC OrfD CcgAII	protein Conserved	domain	protein ArdA	protein CcgC	protein Cobalamin	biosynthesis	protein	CbiX hypothetical	protein 100.0 14
QnrS1__670918__Escherichia_coli Resolvase IS6-like Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Transposase transposase-like hypothetical	protein 100.0 2

QnrS1__434475__Salmonella_enterica_subsp._enterica Resolvase hypothetical	protein Phage	integrase	SAM-like	domain	protein TetA hypothetical	protein Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein Transposon	Tn10	TetD	protein Cyanophycin	synthetase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein DNA-binding	protein DNA	topoisomerase	III hypothetical	protein hypothetical	protein Micrococcal	nuclease Uncharacterised	protein 100.0 267
QnrS1__525013__Escherichia_coli Transposase hypothetical	protein Phage	integrase	SAM-like	domain	protein TetA Tetracycline	repressor	protein	tetR Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein Transposon	Tn10	TetD	protein transposase-like Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA 100.0 11
QnrS1__1383833__Escherichia_coli hypothetical	protein Usher	protein	FimD EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein Uncharacterised	protein Signal	peptidase	I transposase-like LysR	family	transcriptional	regulator Beta-lactamase	(Fragment) IstB-like	ATP-binding	protein ISEc62-like hypothetical	protein IncFII	family	protein	plasmid	replication	initiator	RepA 100.0 49

QnrS1__1713727__Escherichia_coli Protein	FlxA Putative	membrane	protein Choline	transporter Antitoxin	RelB Addiction	module	toxin	RelE Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein Signal	peptidase	I 100.0 1
QnrS1__1899625__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein Putative	membrane	protein Choline	transporter Antitoxin	RelB Addiction	module	toxin	RelE Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein Transposase transposase-like hypothetical	protein hypothetical	protein 100.0 63
QnrS1__151403__Salmonella_enterica hypothetical	protein Putative	membrane	protein High-affinity	choline	transporter Antitoxin	RelB Addiction	module	toxin	RelE Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein Transposase Transposase 100.0 21
QnrS1__896463__Escherichia_coli hypothetical	protein Gamma-glutamylcyclotransferase LysR	family	transcriptional	regulator Putative	membrane	protein High-affinity	choline	transporter Antitoxin	RelB Addiction	module	toxin	RelE Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein Transposase Transposase	and	inactivated	derivatives,	TnpA	family 100.0 1
QnrS1__915851__Escherichia_coli High-affinity	choline	transporter Antitoxin	RelB Addiction	module	toxin	RelE Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein Transposase Transposase	for	transposon	Tn3 100.0 1
QnrS1__1502001__Escherichia_coli Negative	regulator	of	repA1 Thiol:disulfide	interchange	protein hypothetical	protein Ankyrin	repeat	family	protein Cytochrome	c	heme-binding	protein hypothetical	protein Antitoxin	RelB Addiction	module	toxin	RelE Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein Signal	peptidase	I DEAD/DEAH	box	helicase 100.0 7
QnrS1__1754622__Escherichia_coli Cytochrome	c	heme-binding	protein hypothetical	protein Antitoxin	RelB Addiction	module	toxin	RelE Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 Orf5	protein Signal	peptidase	I 100.0 1
QnrS1__270074__Salmonella_enterica Alpha/beta	hydrolase D-amino	acid	dehydrogenase hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 Mercuric	reductase Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein Transposon	Tn10	TetD	protein Cyanophycin	synthetase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA 100.0 30
QnrS1__1407848__Escherichia_coli hypothetical	protein Amidohydrolase CadC	family	transcriptional	regulator IS6-like Ankyrin	repeat	family	protein YchA	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein Uncharacterised	protein Signal	peptidase	I 2-oxoglutarate	decarboxylase,	component	of	the	2-oxoglutarate	dehydrogenase	complex	(E1) 99.5 3
QnrS1__408138__Salmonella_enterica_subsp._enterica Alpha/beta	hydrolase hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein Transposon	Tn10	TetD	protein Cyanophycin	synthetase 100.0 2

QnrS1__1796507__Klebsiella_pneumoniae DNA	polymerase	V	subunit	UmuC Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein Signal	peptidase	I Transposase 100.0 1
QnrS1__1782967__Escherichia_coli Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 hypothetical	protein Signal	peptidase	I Transposase	and	inactivated	derivatives,	TnpA	family 100.0 1

QnrS1__914868__Klebsiella_quasipneumoniae_subsp._quasipneumoniae transposase-like EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like QnrS1 hypothetical	protein hypothetical	protein Transposase transposase-like IS3000-like IS30-like IS5-like Beta-lactamase	NDM-1 Bleomycin	resistance	protein N-(5'-phosphoribosyl)anthranilate	isomerase hypothetical	protein 100.0 2
QnrS1__1834363__Salmonella_enterica_plasmid Resolvase transposase-like EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein Uncharacterised	protein hypothetical	protein Ankyrin	repeat	family	protein IS6-like Sch	064 hypothetical	protein Aminoglycoside	3'-phosphotransferase 3'-kinase IS5-like hypothetical	protein Uncharacterised	protein IS5-like Basic	proline-rich	protein 100.0 9
QnrS1__1034178__Salmonella_enterica_subsp._enterica_serovar_Agona Resolvase transposase-like EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein Uncharacterised	protein hypothetical	protein IS26-like Sch	064 hypothetical	protein Aminoglycoside	3'-phosphotransferase 3'-kinase hypothetical	protein 100.0 1
QnrS1__348723__Salmonella_enterica_subsp._enterica_serovar_Haifa hypothetical	protein Phage	integrase	SAM-like	domain	protein TetA hypothetical	protein Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 Mercuric	reductase QnrS1 hypothetical	protein hypothetical	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA IntI1-like DfrA1 Transposase	(Fragment) 100.0 4
QnrS1__353990__Salmonella_enterica_subsp._enterica_serovar_Typhimurium hypothetical	protein hypothetical	protein hypothetical	protein Phage	integrase	SAM-like	domain	protein TetA hypothetical	protein Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Kanamycin	resistance	protein IS1-like transposase-like Uncharacterised	protein DNA	(Cytosine-5-)-methyltransferase transposase-like CobQ/CobB/MinD/ParA	nucleotide	binding	domain	protein Replication	initiation	protein Conjugal	transfer	protein	TraA 99.5 155
QnrS1__349798__Salmonella_enterica_subsp._enterica_serovar_Haifa Resolvase hypothetical	protein Phage	integrase	SAM-like	domain	protein TetA hypothetical	protein Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 Mercuric	reductase Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein DNA-binding	protein DNA	topoisomerase	III hypothetical	protein hypothetical	protein Micrococcal	nuclease Uncharacterised	protein Uncharacterised	protein TaxB PilX11 100.0 65
QnrS1__1838183__Escherichia_coli_plasmid Resolvase transposase-like EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein DNA-binding	protein DNA	topoisomerase	III hypothetical	protein hypothetical	protein Micrococcal	nuclease Uncharacterised	protein Uncharacterised	protein TaxB PilX11 100.0 1

QnrS1__1562284__Escherichia_coli IS66-like IS66-like Usher	protein	FimD EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 Orf5	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein PTS	N-acetylgalactosamine	transporter	subunit	IID hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein ParA hypothetical	protein 99.5 56
QnrS1__277733__Salmonella_enterica hypothetical	protein hypothetical	protein hypothetical	protein Phage	integrase	SAM-like	domain	protein TetA hypothetical	protein RepF	regulator	protein Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 Mercuric	reductase Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Kanamycin	resistance	protein IS1-like transposase-like Uncharacterised	protein DNA	(Cytosine-5-)-methyltransferase transposase-like CobQ/CobB/MinD/ParA	nucleotide	binding	domain	protein 99.5 4
QnrS1__723166__Escherichia_coli Tetracycline	repressor	protein	tetR Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein hypothetical	protein transposase-like 100.0 1
QnrS1__1509710__Escherichia_coli Mok Putative	minor	silk	ampullate	protein EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Replication-associated	protein	RepA hypothetical	protein hypothetical	protein Dihydropteroate	synthase Transposase Putative	membrane	protein	YebY Streptomycin	3''-adenylyltransferase Chloramphenicol	resistance	protein Aminoglycoside	adenylyltransferase 100.0 6
QnrS1__1638337__Escherichia_coli Plasmid	stabilization	protein Putative	transposase transposase-like EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 Orf5	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) 3'-kinase hypothetical	protein hypothetical	protein Integrase IS110	family	transposase IS6-like 100.0 3
QnrS1__266756__Salmonella_enterica Transposase	for	transposon	Tn1721 hypothetical	protein Phage	integrase	SAM-like	domain	protein TetA hypothetical	protein RepF	regulator	protein Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 Mercuric	reductase QnrS1 hypothetical	protein hypothetical	protein hypothetical	protein 100.0 3
QnrS1__1832895__Escherichia_coli_plasmid hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein Uncharacterised	protein Insertion	element	IS2A	uncharacterized	48.2	kDa	protein Ankyrin	repeat	family	protein hypothetical	protein Transposase IPF	100 Stable	plasmid	inheritance	protein	StbB Plasmid	segregation	protein	ParM Methyltransferase	(Fragment) Protein	YfcA	(Fragment) Uncharacterized	protein	YubF Uncharacterized	protein	YubG 100.0 2

QnrS1__1836580__Salmonella_sp._plasmid hypothetical	protein transposase-like EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein Uncharacterised	protein hypothetical	protein Ankyrin	repeat	family	protein Protein	of	uncharacterised	function	(DUF2933) Cation	transporting	P-type	ATPase CopG	protein	(Fragment) Putative	cation	efflux	system	protein	SilA CusB hypothetical	protein 100.0 7
QnrS1__433614__Salmonella_enterica YcgL	domain-containing	protein	PBPRA1080 Toxin	RelE2 Aminoglycoside	3-N-acetyltransferase	(Fragment) Aliphatic	sulfonates	import	ATP-binding	protein	SsuB EamA	family	transporter TetA hypothetical	protein Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein hypothetical	protein 100.0 1
QnrS1__1635908__Escherichia_coli Site-specific	recombinase	protein transposase-like EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 Orf5	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Resolvase hypothetical	protein IS91-like hypothetical	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein hypothetical	protein TetA Tetracycline	repressor	protein	tetR 100.0 3
QnrS1__1848354__Escherichia_coli Transposase	InsA Type	IV	secretory	pathway	VirD2	component	protein Lipoprotein-releasing	system	transmembrane	subunit	LolE hypothetical	protein hypothetical	protein TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein hypothetical	protein QnrS1 Uncharacterised	protein hypothetical	protein hypothetical	protein 100.0 3

QnrS1__127740__Salmonella_enterica Isochorismatase	family	protein	YecD EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like QnrS1 hypothetical	protein Uncharacterised	protein hypothetical	protein 100.0 4
QnrS1__1033726__Salmonella_enterica_subsp._enterica_serovar_Telelkebir Dihydropteroate	synthase transposase-like EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like QnrS1 IS26-like Resolvase hypothetical	protein 100.0 8
QnrS1__321133__Salmonella_enterica_subsp._enterica_serovar_Reading hypothetical	protein Phage	integrase	SAM-like	domain	protein TetA hypothetical	protein Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein Cj81-096 Mercuric	reductase QnrS1 hypothetical	protein hypothetical	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA IS91-like hypothetical	protein Folylpolyglutamate	synthase hypothetical	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein DnaJ	domain-containing	protein hypothetical	protein 100.0 25
QnrS1__1199915__Salmonella_enterica_subsp._enterica Resolvase Usher	protein	FimD EamA	family	transporter TetA Putative	glucarate	transporter Integrase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein hypothetical	protein Ankyrin	repeat	family	protein VirB3-4 Conjugal	transfer	protein	TrbC PilX1 Uncharacterised	protein ActX Relaxase/Mobilisation	nuclease	domain TaxA Uncharacterised	protein Uncharacterised	protein hypothetical	protein YajA	protein hypothetical	protein 100.0 21
QnrS1__751215__Escherichia_coli hypothetical	protein EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) hypothetical	protein IS6-like Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like QnrS1 hypothetical	protein hypothetical	protein Transposase transposase-like IS6-like IntI1-like Dihydrofolate	reductase Aminoglycoside	adenylyltransferase Membrane	protein Streptomycin	3''-adenylyltransferase QacF	protein Transposase 100.0 54
QnrS1__1368560__Escherichia_coli Usher	protein	FimD EamA	family	transporter TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like QnrS1 Orf5	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein IntI1-like Dihydrofolate	reductase hypothetical	protein Chloramphenicol	resistance	protein hypothetical	protein 100.0 1
QnrS1__683720__Edwardsiella_tarda hypothetical	protein hypothetical	protein Phage	integrase	SAM-like	domain	protein TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like QnrS1 hypothetical	protein hypothetical	protein Transposase IS6-like hypothetical	protein Transcriptional	repressor	pifC hypothetical	protein ATPase	AAA hypothetical	protein transposase-like Sea7 100.0 6
QnrS1__1636944__Escherichia_coli UPF0060	membrane	protein	HMPREF3182	00368 Insertion	element	IS1	8	protein	InsB transposase-like Transcriptional	regulator,	ArsR	family hypothetical	protein Resolvase Transposase	for	transposon	Tn2501 Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein Signal	peptidase	I Glycine	betaine/choline	ABC	superfamily	ATP	binding	cassette	transporter,	membrane	protein Ankyrin	repeat	family	protein hypothetical	protein Protein	of	uncharacterised	function	(DUF2933) Cation	transporting	P-type	ATPase CopG	protein	(Fragment) Putative	cation	efflux	system	protein	SilA hypothetical	protein 100.0 11
QnrS1__991822__Salmonella_enterica_subsp._enterica_serovar_Saintpaul hypothetical	protein hypothetical	protein Protein	parb Putative	SOS	response-associated	peptidase	YedK Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein IS3-like Fic	family	protein Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1

QnrS1__1860475__Escherichia_coli hypothetical	protein hypothetical	protein PerC	family	transcriptional	regulator transposase-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	lipoprotein hypothetical	protein Putative	entry	exclusion	protein	1	(Exc1) IS26-like QnrS1 hypothetical	protein Transposase transposase-like hypothetical	protein IS26-like Aminoglycoside	resistance	protein Dihydrofolate	reductase IntI1-like hypothetical	protein Aerotaxis	receptor 100.0 13
QnrS1__363995__Salmonella_enterica_subsp._enterica_serovar_Enteritidis QnrS1 hypothetical	protein 100.0 1
QnrS1__655189__Enterobacter_asburiae hypothetical	protein QnrS1 hypothetical	protein hypothetical	protein 100.0 1
QnrS1__1831628__Escherichia_coli_plasmid hypothetical	protein hypothetical	protein Beta-lactamase	NDM-1 Bleomycin	resistance	protein N-(5'-phosphoribosyl)anthranilate	isomerase Cytochrome	c-type	biogenesis	protein	DsbD,	protein-disulfide	reductase CutA1 10	kDa	chaperonin ISKpn23-like ISKpn19-like YdaA YdaA	protein Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein hypothetical	protein IS3-like Ankyrin	repeat	family	protein ArsR	family	transcriptional	regulator Ankyrin	repeat	family	protein Endonuclease TraG hypothetical	protein TraO Conjugal	transfer	protein	TraE Conjugal	transfer	protein Eep Minor	pilin	of	type	IV	secretion	VirB5 100.0 12
QnrS1__1838582__Citrobacter_freundii_plasmid TraJ TraI FipA ISKpn19-like Ankyrin	repeat	family	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein Uncharacterised	protein Ankyrin	repeat	family	protein ArsR	family	transcriptional	regulator Endonuclease TraG hypothetical	protein TraO 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]	imidazole-4-carboxamide	isomerase Conjugal	transfer	protein Eep Minor	pilin	of	type	IV	secretion	VirB5 hypothetical	protein 100.0 1
QnrS1__1835820__Escherichia_coli_plasmid TraK TraJ TraI FipA ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein ArsR	family	transcriptional	regulator Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Endonuclease TraG hypothetical	protein TraO 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]	imidazole-4-carboxamide	isomerase 100.0 6
QnrS1__941556__Klebsiella_aerogenes TraK TraJ TraI FipA ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Transposon	DNA-invertase QnrS1 hypothetical	protein Uncharacterised	protein IS6-like ArsR	family	transcriptional	regulator Endonuclease TraG hypothetical	protein TraO Conjugal	transfer	protein	TraE Conjugal	transfer	protein Eep Minor	pilin	of	type	IV	secretion	VirB5 hypothetical	protein 100.0 20
QnrS1__1835839__Escherichia_coli_plasmid TraK TraJ TraI FipA ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein Uncharacterised	protein Ankyrin	repeat	family	protein ArsR	family	transcriptional	regulator Endonuclease TraG hypothetical	protein TraO 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]	imidazole-4-carboxamide	isomerase Conjugal	transfer	protein Eep Minor	pilin	of	type	IV	secretion	VirB5 hypothetical	protein 100.0 3
QnrS1__1838567__Klebsiella_pneumoniae_plasmid FAD-dependent	pyridine	nucleotide-disulfide	oxidoreductase ISCro1-like Transposase	insD	for	insertion	element	IS2 Transposase	InsH	for	insertion	sequence	element	IS5Y hypothetical	protein hypothetical	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Kanamycin	resistance	protein transposase-like Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) Aminoglycoside	adenylyltransferase hypothetical	protein 100.0 2
QnrS1__868796__Escherichia_coli QnrS1 transposase-like 100.0 1
QnrS1__871286__Salmonella_enterica_subsp._enterica_serovar_Brancasterhypothetical	protein Resolvase QnrS1 transposase-like 100.0 3
QnrS1__751058__Escherichia_coli Negative	regulator	of	repA1 hypothetical	protein CobQ/CobB/MinD/ParA	nucleotide	binding	domain	protein transposase-like DNA	(Cytosine-5-)-methyltransferase hypothetical	protein ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 hypothetical	protein IS6-like Alcohol	dehydrogenase IS6-like hypothetical	protein YcdA IPF	100 Stable	plasmid	inheritance	protein	StbB Plasmid	segregation	protein	ParM Methyltransferase	(Fragment) Putative	cytoplasmic	protein Uncharacterized	protein	YubF IPF	24 Putative	antirestriction	protein	KlcA 100.0 1
QnrS1__531041__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein DNA-binding	protein Hyprothetical	protein hypothetical	protein Zinc	metalloproteinase	Mpr	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein mobility Transposon	DNA-invertase QnrS1 DUF1826	domain-containing	protein ArsR	family	transcriptional	regulator Putative	DEOR	transcriptional	regulator	YgbI NinC	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA UV	repair	protein	UmuD DNA	polymerase	V Resolvase Plasmid	partition	protein	A,	putative PemI hypothetical	protein hypothetical	protein DNA	distortion	polypeptide	3	taxd hypothetical	protein Bis	protein Initiator	repB	protein 100.0 11

QnrS1__872103__Enterobacter_cloacae_complex_sp._4DZ3-17B2 Resolvase QnrS1 100.0 1
QnrS1__905858__Klebsiella_pneumoniae IS6-like QnrS1 IS6-like 100.0 1
QnrS1__905985__Klebsiella_pneumoniae hypothetical	protein QnrS1 Insertion	sequence	domain	protein 100.0 1
QnrS1__906008__Klebsiella_pneumoniae hypothetical	protein QnrS1 Insertion	sequence	domain	protein 100.0 1
QnrS1__929193__Escherichia_coli hypothetical	protein QnrS1 100.0 1
QnrS1__642857__Klebsiella_pneumoniae_CHS_66 hypothetical	protein hypothetical	protein QnrS1 100.0 1

QnrS1__1873585__Escherichia_coli hypothetical	protein QnrS1 hypothetical	protein 100.0 1
QnrS1__1795887__Citrobacter_freundii Spore	coat	protein QnrS1 hypothetical	protein 100.0 1
QnrS1__834667__Escherichia_coli Insertion	sequence	domain	protein Resolvase QnrS1 100.0 1
QnrS1__1803291__Escherichia_coli QnrS1 hypothetical	protein 100.0 1
QnrS1__733203__Enterobacter_asburiae QnrS1 hypothetical	protein Peptidase	M15 hypothetical	protein 100.0 1
QnrS1__1877997__Escherichia_coli QnrS1 hypothetical	protein 100.0 1
QnrS1__1056192__Salmonella_enterica_subsp._enterica Beta-lactamase	(Fragment) IS1-like QnrS1 hypothetical	protein 100.0 1
QnrS1__1386668__Salmonella_enterica Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein hypothetical	protein Ankyrin	repeat	family	protein Sodium/glutamate	symporter Membrane	protein Resolvase Plasmid	partitioning	protein	ParF Plasmid	partitioning	protein	ParG hypothetical	protein ATPase	involved	in	chromosome	partitioning hypothetical	protein Auxiliary	protein	Bis hypothetical	protein 100.0 1
QnrS1__911330__Klebsiella_pneumoniae hypothetical	protein Methionine	repressor-like	protein DNA-binding	PIN	domain	protein transposase-like Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein Insertion	element	IS2A	uncharacterized	48.2	kDa	protein 100.0 1
QnrS1__1597781__Enterobacter_hormaechei_subsp._xiangfangensis hypothetical	protein hypothetical	protein Protein	parb Putative	SOS	response-associated	peptidase	YedK Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 Orf5	protein Uncharacterised	protein IS2	ORF2 transposase-like Putative	replicase 100.0 1
QnrS1__532928__Escherichia_coli hypothetical	protein IS91-like transposase-like hypothetical	protein Putative	cytoplasmic	protein CAAX	protease hypothetical	protein hypothetical	protein Putative	transposase hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 IS6-like DNA	invertase Putative	cytosolic	protein Nucleoside	triphosphate	hydrolase YdfA Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein 100.0 25
QnrS1__279329__Salmonella_enterica ISKra4	family	transposase QnrS1 Thioredoxin 100.0 1
QnrS1__1795549__Escherichia_coli Putative	transposase hypothetical	protein hypothetical	protein hypothetical	protein Antitoxin	RelB Addiction	module	toxin	RelE Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 100.0 1
QnrS1__795940__Klebsiella_pneumoniae ISKra4	family	transposase Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein IS3-like ABC	transporter,	periplasmmic	iron	binding	protein Ferric	iron	ABC	transporter Iron(III)	transport	system	ATP-binding	protein Lactoylglutathione	lyase Gluconate	2-dehydrogenase	gamma	chain Gluconate	2-dehydrogenase	alpha	chain hypothetical	protein 100.0 2
QnrS1__1853232__Escherichia_coli Abortive	infection	protein hypothetical	protein Transposase,	IS6	family Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Resolvase QnrS1 hypothetical	protein Uncharacterised	protein Transposase hypothetical	protein 100.0 5
QnrS1__754248__Enterobacter_hormaechei hypothetical	protein hypothetical	protein Protein	parb Putative	SOS	response-associated	peptidase	YedK Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein IS3-like hypothetical	protein Peptidoglycan	synthetase	FtsI D-alanyl-D-alanine-carboxypeptidase/endopeptidase	AmpH LysR	family	transcriptional	regulator hypothetical	protein Transcriptional	regulator,	XRE	family	protein MBL	fold	metallo-hydrolase hypothetical	protein hypothetical	protein 100.0 111
QnrS1__755524__Klebsiella_pneumoniae ResD Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein IS3-like hypothetical	protein hypothetical	protein transposase-like EamA	family	transporter TetA Tetracycline	repressor	protein	tetR IS6-like hypothetical	protein 100.0 587
QnrS1__690425__Klebsiella_quasipneumoniae IS6-like hypothetical	protein hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein IS3-like hypothetical	protein hypothetical	protein hypothetical	protein Phage	integrase	SAM-like	domain	protein TetA Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Transposase hypothetical	protein 100.0 1
QnrS1__531699__Klebsiella_quasipneumoniae hypothetical	protein Tetracycline	resistance	protein NAD-dependent	epimerase hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein hypothetical	protein IS110-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein IS3-like hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Chloramphenicol	acetyltransferase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Resolvase Beta-carotene	15,15'-monooxygenase DfrA14 hypothetical	protein Methionine	aminopeptidase hypothetical	protein 100.0 2
QnrS1__1517291__Escherichia_coli hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein 99.5 1
QnrS1__939396__Klebsiella_pneumoniae ResD Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein Uncharacterised	protein IS3-like Beta-lactamase hypothetical	protein transposase-like IS6-like Aminoglycoside	N(6	)-acetyltransferase Beta-lactamase CatB4 IS6-like hypothetical	protein 100.0 12

QnrS1__1267004__Salmonella_enterica hypothetical	protein QnrS1 hypothetical	protein 100.0 1
QnrS1__510999__Klebsiella_pneumoniae hypothetical	protein QnrS1 100.0 1
QnrS1__845759__Klebsiella_pneumoniae IS91-like Oxidoreductase hypothetical	protein hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein Uncharacterised	protein IS3-like IS3-like ISCro1-like Bcr/CflA	family	drug	resistance	efflux	transporter AraC	family	transcriptional	regulator RepA IncFII	family	plasmid	replication	regulatory	initiator RepA2 Endonuclease Uncharacterised	protein PF10881	family	protein hypothetical	protein 100.0 2
QnrS1__5425__Shigella_sonnei hypothetical	protein Aminoglycoside	3-N-acetyltransferase	(Fragment) Putative	cytoplasmic	protein YaeA hypothetical	protein YafA ProQ/FINO	family	protein Putative	YagA/OmpC	fusion	protein Colicin	Ib Colicin	Ib	immunity	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Transposon	Tn10	TetD	protein Alpha-galactosidase 100.0 1
QnrS1__734960__Escherichia_coli Beta-lactamase hypothetical	protein QnrS1 hypothetical	protein Uncharacterised	protein Transposase 100.0 1

QnrS1__1807995__Escherichia_coli Probable	hydrolase	YcaC Uncharacterized	MFS-type	transporter	YcaD hypothetical	protein ISKpn19-like Spore	coat	protein QnrS1 hypothetical	protein Signal	peptidase	I Transposase	for	transposon	Tn3 100.0 3
QnrS1__1861250__Klebsiella_pneumoniae Transposase hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator Probable	hydrogenase	nickel	incorporation	protein	HypA Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase QnrS1 hypothetical	protein Uncharacterised	protein IS3-like IS3-like ISCro1-like Bcr/CflA	family	drug	resistance	efflux	transporter AraC	family	transcriptional	regulator RepA IncFII	family	plasmid	replication	regulatory	initiator RepA2 Endonuclease Uncharacterised	protein PF10881	family	protein hypothetical	protein 100.0 3

QnrS1__719391__Klebsiella_pneumoniae Molecular	chaperone	(Small	heat	shock	protein) Putative	Chaperone-associated	ATPase Uncharacterised	protein Diguanylate	cyclase Putative	Zn-dependent	protease	with	chaperone	function hypothetical	protein IS3-like Transposase IS6-like Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein IS3-like hypothetical	protein hypothetical	protein Peptidoglycan	synthetase	FtsI hypothetical	protein Ferrichrome-iron	receptor 100.0 1
QnrS1__719254__Klebsiella_pneumoniae ATPase	(Fragment) Uncharacterised	protein Diguanylate	cyclase Putative	Zn-dependent	protease	with	chaperone	function hypothetical	protein IS3-like Transposase QnrS1 hypothetical	protein IS3-like hypothetical	protein Peptidoglycan	synthetase	FtsI IS6-like Polyamine-transporting	ATPase hypothetical	protein Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) hypothetical	protein 100.0 3
QnrS1__719301__Klebsiella_pneumoniae DNA-binding	protein Molecular	chaperone	(Small	heat	shock	protein) Putative	Chaperone-associated	ATPase Uncharacterised	protein Diguanylate	cyclase Putative	Zn-dependent	protease	with	chaperone	function hypothetical	protein IS3-like Transposase hypothetical	protein Transposase Redox-sensitive	transcriptional	activator	SoxR QnrS1 hypothetical	protein Uncharacterised	protein IS3-like hypothetical	protein Putative	transport	system	outer	membrane	protein	EtsC IS6-like Polyamine-transporting	ATPase hypothetical	protein Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) hypothetical	protein 100.0 2

QnrS1__1466033__Escherichia_coli QACEdelta1	(Fragment) 3-methyl-2-oxobutanoate	hydroxymethyltransferase Resolvase hypothetical	protein QnrS1 Orf5	protein Uncharacterised	protein Signal	peptidase	I transposase-like 100.0 1
QnrS1__1730177__Escherichia_coli 2-keto-4-pentenoate	hydratase 2-hydroxy-6-oxononadienedioate/2-hydroxy-6-oxononatrienedioate	hydrolase 2,3-dihydroxyphenylpropionate/2,3-dihydroxicinnamic	acid	1,2-dioxygenase 3-(3-hydroxy-phenyl)propionate/3-hydroxycinnamic	acid	hydroxylase DNA-binding	transcriptional	activator	MhpR Lactose	operon	repressor Beta-galactosidase Inner	membrane	protein	YjeO QnrS1 Orf5	protein Uncharacterised	protein Signal	peptidase	I hypothetical	protein 100.0 16
QnrS1__1236184__Salmonella_enterica_subsp._enterica_serovar_Bareilly Mobile	element	protein Transposon	DNA-invertase QnrS1 Orf5	protein Transposase Ankyrin	repeat	family	protein hypothetical	protein Virulence	protein	MsgA	(Fragment) Lipid	A	3-O-deacylase-related,	PagL 100.0 7
QnrS6__484811__Enterovibrio_sp._JCM_19048 hypothetical	protein hypothetical	protein hypothetical	protein Heavy	metal	transporter hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein ABC	transporter	ATP-binding	protein Poly	(3-hydroxybutyrate)	depolymerase QnrS6 hypothetical	protein hypothetical	protein Zinc	carboxypeptidase	domain	protein 95.4 1
QnrS6__650778__Photobacterium_ganghwense hypothetical	protein Histidine	kinase XRE	family	transcriptional	regulator TPR	repeats	containing	protein Short-chain	dehydrogenase hypothetical	protein Delta-VPH Uncharacterized	conserved	protein	YehS,	DUF1456	family QnrS6 hypothetical	protein Tyrosine--tRNA	ligase Membrane	protein LysR	family	transcriptional	regulator Phenylalanine--tRNA	ligase Omega	amino	acid--pyruvate	aminotransferase LysR	family	transcriptional	regulator Protein	CsiD Hydroxyglutarate	oxidase 94.0 1
QnrS6__1637340__Nitrincola_sp._KXZD1103 hypothetical	protein TraM-like	protein TraN-like	protein Conjugal	transfer	protein	TraO KfrA	protein hypothetical	protein ParB-like	partition	protein Cobyrinic	acid	a,c-diamide	synthase KleE	protein KleC-like	protein KorC KlcB-like	protein Antirestriction	protein hypothetical	protein hypothetical	protein hypothetical	protein QnrS6 hypothetical	protein TrfA	protein Single-stranded	DNA-binding	protein Conjugal	transfer	protein	TrbA Type	II	secretion	system	protein	E Prepilin Conjugative	transfer	protein Type	IV	secretion/conjugal	transfer	ATPase,	VirB4	family Conjugal	transfer,	TrbF Conjugal	transfer	protein	TrbG/VirB9/CagX hypothetical	protein99.5 1
QnrS6__873555__Enterobacter_cloacae Replication	protein	C RepA	protein MobA Auxiliary	mobilization	protein	C hypothetical	protein QnrS6 99.5 11
QnrS6__1838550__Aeromonas_taiwanensis_plasmid MobE hypothetical	protein Putative	transposase hypothetical	protein KfrA-like	DNA	binding	protein hypothetical	protein MerR	family	transcriptional	regulator Putative	mercuric	transport	protein hypothetical	protein MobA Auxiliary	mobilization	protein	C hypothetical	protein QnrS6 hypothetical	protein Replication	protein	C Replication	protein	A hypothetical	protein Putative	RelE	protein Bifunctional	antitoxin/transcriptional	repressor	RelB Uncharacterised	protein hypothetical	protein hypothetical	protein Phage	integrase	family	protein p017 Putative	plasmid	replication	protein	RepB hypothetical	protein Mercury	transporter	MerT Periplasmic	mercury	ion-binding	protein C4-type	Zn-finger	protein hypothetical	protein 99.5 10
QnrS6__1835777__Klebsiella_pneumoniae_plasmid QnrS6 hypothetical	protein hypothetical	protein Replication	protein	C RepA	protein hypothetical	protein Contig	10,	whole	genome	shotgun	sequence Contig	11,	whole	genome	shotgun	sequence Auxiliary	mobilization	protein	C hypothetical	protein 99.5 1
QnrS6__521574__Aeromonas_caviae hypothetical	protein Putative	mutlidrug	resistance	protein Alpha/beta	hydrolase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Replication	initiation	and	membrane	attachment	protein	DnaB QnrS6 hypothetical	protein Replication	protein	C RepA	protein MobA Auxiliary	mobilization	protein	C hypothetical	protein hypothetical	protein 99.5 60
QnrS6__390246__Salmonella_enterica QnrS6 hypothetical	protein Replication	protein	C RepA	protein MobA Auxiliary	mobilization	protein	C hypothetical	protein 99.5 5
QnrS6__856458__Klebsiella_pneumoniae hypothetical	protein Aerotaxis	receptor QnrS6 hypothetical	protein Replication	protein	C RepA	protein MobA Auxiliary	mobilization	protein	C hypothetical	protein 99.5 2
QnrS6__1212952__Salmonella_enterica_subsp._enterica_serovar_Baildon hypothetical	protein QnrS6 hypothetical	protein Replication	protein	C hypothetical	protein hypothetical	protein 99.5 1

QnrS6__1776702__Escherichia_coli IS30-like-like hypothetical	protein IS1182-like Transcriptional	repressor	protein	KorC hypothetical	protein Antirestriction	protein QnrS6 hypothetical	protein Replication	protein	C hypothetical	protein MobA Auxiliary	mobilization	protein	C hypothetical	protein 99.5 1
QnrS6__326506__Salmonella_enterica_subsp._enterica_serovar_Litchfield QnrS6 hypothetical	protein Cytotoxin Antitoxin hypothetical	protein hypothetical	protein Mobilization	protein	A Mobilization	protein	C hypothetical	protein DNA	primase hypothetical	protein 99.5 3
QnrS6__462716__Salmonella_enterica_subsp._enterica_serovar_Enteritidis QnrS6 Replication	protein	RepC RepA Replication	protein	F Putative	mobilization	protein hypothetical	protein hypothetical	protein 99.5 7
QnrS6__245865__Salmonella_enterica Replication	protein	RepC RepA Replication	protein	F Putative	mobilization	protein MobC QnrS6 99.5 4

QnrS6__896253__Salmonella_enterica_subsp._enterica_serovar_Heidelberg hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Peptidase DSBA-like	thioredoxin	domain	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Putative	micrococcal	nuclease	protein QnrS6 Transcriptional	regulator Putative	plasmid-like	protein Helix-turn-helix	motif Diaminopimelate	decarboxylase Transcriptional	regulator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.5 1
QnrS6__482026__Aliagarivorans_marinus_DSM_23064 hypothetical	protein hypothetical	protein Probable	transcription	regulator Dienelactone	hydrolase hypothetical	protein hypothetical	protein hypothetical	protein AcrB/AcrD/AcrF	family	protein hypothetical	protein Glyoxalase	family	protein QnrS6 Putative	kinase	inhibitor hypothetical	protein Antibiotic	biosynthesis	monooxygenase Major	royal	jelly	protein Glycine/betaine	ABC	transporter hypothetical	protein NAD(P)H-dependent	oxidoreductase LysR	family	transcriptional	regulator Coproporphyrinogen	III	oxidase hypothetical	protein hypothetical	protein 82.6 1
QnrS6__1803560__Aeromonas_veronii hypothetical	protein hypothetical	protein hypothetical	protein QnrS6 hypothetical	protein hypothetical	protein Plasmid	replication	protein	RepB DNA	primase DNA	methyltransferase Type-2	restriction	enzyme	PstI hypothetical	protein 99.5 1

QnrS1__674281__Escherichia_coli hypothetical	protein hypothetical	protein Phage	capsid	protein Uncharacterised	protein hypothetical	protein Putative	terminase	large	subunit Putative	DNA-binding	protein TnpA Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like QnrS1 Resolvase 100.0 1
QnrS1__1834932__Escherichia_coli_plasmid hypothetical	protein DNA	topoisomerase	III DNA-binding	protein Hyprothetical	protein hypothetical	protein Zinc	metalloproteinase	Mpr	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein ArsR	family	transcriptional	regulator Ankyrin	repeat	family	protein hypothetical	protein QnrS1 Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Uncharacterised	protein 100.0 2

QnrS1__1875245__Klebsiella_pneumoniae QnrS1 ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Uncharacterised	protein YdeA	family	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 100.0 1
QnrS1__1643851__Salmonella_enterica hypothetical	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein TraH hypothetical	protein Conjugative	transfer	protein	TraI,	relaxase TraG 99.5 1
QnrS1__1873062__Klebsiella_pneumoniae hypothetical	protein transposase-like Transposon	Tn552	DNA-invertase	binR Probable	membrane	transporter	protein ModE	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Aminoglycoside	6-N-acetyltransferase hypothetical	protein 100.0 1
QnrS1__1483882__Escherichia_coli Orf5	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein transposase-like hypothetical	protein Mercuric	resistance	regulator	protein	MerD hypothetical	protein 100.0 1
QnrS1__1860267__Escherichia_coli QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Thiol:disulfide	interchange	protein Negative	regulator	of	repA1 Protein	of	uncharacterised	function	(DUF2726) Hemolysin	expression	modulating	protein Uncharacterized	endonuclease YigA Fertility	inhibition	protein 100.0 1
QnrS1__430235__Salmonella_enterica_subsp._enterica Histidine	kinase TnpR	protein ABC	transporter	ATP-binding	protein hypothetical	protein QnrS1 hypothetical	protein Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein UPF0126	inner	membrane	protein	YadS transposase-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 8
QnrS1__890862__Salmonella_enterica_subsp._enterica transposase-like TnpR	protein ABC	transporter	ATP-binding	protein IS6-like QnrS1 hypothetical	protein 100.0 2
QnrS1__1098540__Salmonella_enterica_subsp._enterica_serovar_Rissen IS2	orf1 Uncharacterised	protein hypothetical	protein QnrS1 Transposon	DNA-invertase transposase-like TnpR	protein ABC	transporter	ATP-binding	protein hypothetical	protein MFS	transporter Macrolide	phosphotransferase 100.0 1
QnrS1__364393__Salmonella_enterica_subsp._enterica_serovar_Typhimurium hypothetical	protein transposase-like TnpR	protein ABC	transporter	ATP-binding	protein Spermidine	dehydrogenase Transposon	Tn10	TetD	protein hypothetical	protein hypothetical	protein QnrS1 ISKpn19-like Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein 100.0 8
QnrS1__1130439__Salmonella_enterica_subsp._enterica_serovar_Typhimurium hypothetical	protein transposase-like TnpR	protein ABC	transporter	ATP-binding	protein Signal	peptidase	I hypothetical	protein Orf5	protein QnrS1 Uncharacterised	protein hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein 100.0 1
QnrS1__843274__Klebsiella_pneumoniae hypothetical	protein Ribosomal	RNA	large	subunit	methyltransferase	Cfr Tn4662	transposase TnpR	protein ABC	transporter	ATP-binding	protein hypothetical	protein Uncharacterised	protein hypothetical	protein QnrS1 hypothetical	protein Resolvase ISKpn19-like hypothetical	protein Transposase 100.0 1

QnrS1__1803960__Klebsiella_pneumoniae Signal	peptidase	I hypothetical	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein Putative	sensor	for	regulator	EvgA DNA-binding	transcriptional	activator	EvgA Insertion	element	IS1	protein	InsB hypothetical	protein 100.0 2
QnrS1__1838918__Escherichia_coli_plasmid hypothetical	protein hypothetical	protein Resolvase Ankyrin	repeat	family	protein Sea15 Diguanylate	cyclase MobA MobC	family	mobilization	protein IS3-like hypothetical	protein QnrS1 Transposon	DNA-invertase mobility Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein ISKpn19-like Uncharacterised	protein hypothetical	protein Putative	hemolysin	expression	modulating	protein hypothetical	protein Nitroreductase KikA hypothetical	protein Ankyrin	repeat	family	protein IS26-like Plasmid	pRiA4b	ORF-3-like	protein EamA	family	transporter 100.0 37
QnrS1__4066__Shigella_flexneri Protein	N-acetyltransferase,	RimJ/RimL	family hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like Cj81-096 Plasmid	pRiA4b	ORF-3-like	protein Addiction	module	toxin	RelE Antitoxin	RelB Protein	FlxA 100.0 1
QnrS1__735287__Shigella_sonnei hypothetical	protein Plasmid	partitioning	protein	ParG Plasmid	partitioning	protein	ParF Resolvase hypothetical	protein hypothetical	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like YdaA Plasmid	pRiA4b	ORF-3-like	protein MFS	transporter Macrolide	phosphotransferase 100.0 1
QnrS1__878491__Escherichia_coli Transposase hypothetical	protein hypothetical	protein QnrS1 hypothetical	protein ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Starvation-sensing	protein	RspB Starvation-sensing	protein	RspA UPF0060	membrane	protein	YnfA UPF0482	protein	YnfB Spermidine	N(1)-acetyltransferase UPF0257	lipoprotein	YnfC Uncharacterized	protein	YnfD Anaerobic	dimethyl	sulfoxide	reductase	chain	a 100.0 1
QnrS1__812253__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein QnrS1 hypothetical	protein Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Aerotaxis	receptor IS6-like Invertase/recombinase Methionine	aminopeptidase Resolvase Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase QACEdelta1	(Fragment) 100.0 1

QnrS1__434477__Salmonella_enterica_subsp._enterica Uncharacterised	protein Micrococcal	nuclease hypothetical	protein hypothetical	protein DNA	topoisomerase	III DNA-binding	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Cyanophycin	synthetase Transposon	Tn10	TetD	protein hypothetical	protein hypothetical	protein QnrS1 Redox-sensitive	transcriptional	activator	SoxR ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein Relaxase	/helicase	(Fragment) hypothetical	protein TetA Phage	integrase	SAM-like	domain	protein hypothetical	protein Resolvase 100.0 69
QnrS1__1395758__Escherichia_coli DNA	polymerase	V	subunit	UmuC ExcA ArdB ArdR CcgEIII Conserved	domain	protein CcgAII	protein OrfD StbC StdB Prevention	of	the	induction	of	SOS	response,with	a	inserted	of	17	bp	at	position	99 Transposase Signal	peptidase	I Orf5	protein QnrS1 Spore	coat	protein ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein 100.0 11
QnrS1__1783177__Escherichia_coli Transposase	and	inactivated	derivatives,	TnpA	family Signal	peptidase	I hypothetical	protein QnrS1 ISKpn19-like hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 99.5 2
QnrS1__827986__Escherichia_coli QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein Ribosomal	RNA	large	subunit	methyltransferase	Cfr hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
QnrS1__827911__Escherichia_coli Membrane	protein QnrS1 Resolvase ISKpn19-like IS26-like Plasmid	pRiA4b	ORF-3-like	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein IS1-like 100.0 3
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