
QnrB32__827709__Erwinia_sp._JUb26 hypothetical	protein Lipid	A	biosynthesis	myristoyltransferase Putative	DHA1	family	MFS	transporter Pyruvate	kinase Transcriptional	regulator Glucose-6-phosphate	1-dehydrogenase Keto-deoxy-phosphogluconate	aldolase Glutathione	transferase	GstA DNA-binding	transcriptional	regulator,	LysR	family QnrB32 Acetyltransferase Transcriptional	regulator Alpha/beta	hydrolase	fold	protein Transporter,	small	conductance	mechanosensitive	ion	channel	MscS	family	protein Transcriptional	regulator,	MarR	family Alcohol	dehydrogenase Short-chain	dehydrogenase/reductase	SDR Nitrogen	assimilation	transcriptional	regulator Transcriptional	regulator	Cbl 70.8 1
QnrB7__569183__Klebsiella_pneumoniae Chromosome	partition	protein	MukB Putative	serine/threonine-kinase	pknA	domain	protein FIG001587:	exported	protein Glyoxylase,	beta-lactamase	superfamily	II Aspartate	aminotransferase Mutant	OmpK35	(Fragment) hypothetical	protein QnrB7 Ethidium	bromide	resistance	protein 99.1 2
QnrB19__1872081__Erwinia_rhapontici ABC	transporter	permease Peptide	ABC	transporter	permease ABC	transporter	ATP-binding	protein Monooxygenase Putative	hydrolase Putative	inner	membrane	protein Transcriptional	regulator Regulatory	protein,	LysR-family hypothetical	protein MFS	transporter QnrB19 Integrase hypothetical	protein DNA-binding	protein Pyridoxal-dependent	decarboxylase Membrane	protein HxlR	family	transcriptional	regulator ABC	transporter	substrate-binding	protein Peptide	ABC	transporter	permease ABC	transporter	permease hypothetical	protein 75.2 2
QnrB19__485591__Erwinia_persicina_NBRC_102418 Putative	inner	membrane	protein Transcriptional	regulator Uncharacterized	protein	YhfL Regulatory	protein,	LysR-family MFS	transporter QnrB19 Prophage	CP4-57	integrase DNA-binding	protein Pyridoxal-dependent	decarboxylase Membrane	protein HxlR	family	transcriptional	regulator ABC	transporter	substrate-binding	protein Peptide	ABC	transporter	permease ABC	transporter	permease hypothetical	protein 70.4 3
QnrB33__600721__Erwinia_iniecta Cation/acetate	symporter	ActP Membrane	protein Acetyl-coenzyme	A	synthetase Proton/glutamate-aspartate	symporter N-acetylmuramic	acid	6-phosphate	etherase PTS	system	N-acetylmuramic	acid	transporter	subunits	IIBC hypothetical	protein Aerotaxis	receptor	Aer QnrB33 AraC	family	transcriptional	regulator 2-isopropylmalate	synthase Dihydroxyacetone	kinase Microcin	B17	transporter Gluconate	2-dehydrogenase Gluconate	2-dehydrogenase	(Acceptor) Alcohol	dehydrogenase hypothetical	protein 71.1 1
QnrB65__478873__Erwinia_toletana_DAPP-PG_735 Alcohol	dehydrogenase Gluconate	2-dehydrogenase	(Acceptor) Gluconate	2-dehydrogenase Microcin	B17	transporter Dihydroxyacetone	kinase 2-isopropylmalate	synthase AraC	family	transcriptional	regulator QnrB65 ABC	transporter Ribokinase Sugar	ABC	transporter	permease ABC-type	sugar	transport	system,	permease	component Putative	ABC	transporter-binding	protein Sugar	kinase Aerotaxis	receptor	Aer hypothetical	protein 70.3 1
QnrB33__600726__Erwinia_iniecta Dihydroxyacetone	kinase 2-isopropylmalate	synthase AraC	family	transcriptional	regulator QnrB33 Aerotaxis	receptor	Aer PTS	system	N-acetylmuramic	acid	transporter	subunits	IIBC N-acetylmuramic	acid	6-phosphate	etherase Proton/glutamate-aspartate	symporter Acetyl-coenzyme	A	synthetase Membrane	protein hypothetical	protein 71.1 1
QnrB32__1791248__Serratia_fonticola ABC	transporter	ATP-binding	protein Exoenzymes	regulatory	protein	AepA	in	lipid-linked	oligosaccharide	synthesis	cluster Putrescine	importer	PuuP Arginine-ornithine	antiporter 4-aminobutyrate	aminotransferase	PuuE Succinate-semialdehyde	dehydrogenase	[NADP(+)]	GabD Putative	glutathione	S-transferase,	YfcF QnrB32 Thermostable	hemolysin	delta-VPH Long-chain-fatty-acid--CoA	ligase Biliverdin-producing	heme	oxygenase Oxidoreductase,	short-chain	dehydrogenase/reductase	family TPR	repeats	containing	protein Nodulin	21-like	protein Prophage	Lp2	protein	6 Putative	inner	membrane	protein hypothetical	protein 70.1 1
QnrB32__696133__Serratia_fonticola ABC	transporter	ATP-binding	protein Exoenzymes	regulatory	protein	AepA	in	lipid-linked	oligosaccharide	synthesis	cluster Putrescine	importer	PuuP C4-dicarboxylate	ABC	transporter	permease 4-aminobutyrate	aminotransferase	PuuE Succinate-semialdehyde	dehydrogenase	[NADP(+)]	GabD Putative	glutathione	S-transferase,	YfcF QnrB32 Putative	inner	membrane	protein hypothetical	protein Putative	transmembrane	protein Putative	cytoplasmic	protein G:T/U	mismatch-specific	uracil/thymine	DNA-glycosylase RNA	polymerase	sigma	factor	RpoD hypothetical	protein 70.1 1
QnrB32__1828749__Serratia_fonticola hypothetical	protein Exoenzymes	regulatory	protein	AepA	in	lipid-linked	oligosaccharide	synthesis	cluster Putrescine	importer	PuuP Arginine-ornithine	antiporter 4-aminobutyrate	aminotransferase	PuuE Succinate-semialdehyde	dehydrogenase	[NADP(+)]	GabD Putative	glutathione	S-transferase,	YfcF RelE/StbE	replicon	stabilization	toxinStbD	replicon	stabilization	protein	(Antitoxin	to	StbE) QnrB32 Thermostable	hemolysin	delta-VPH Long-chain-fatty-acid--CoA	ligase Biliverdin-producing	heme	oxygenase Oxidoreductase,	short-chain	dehydrogenase/reductase	family TPR	repeats	containing	protein Nodulin	21-like	protein Putative	inner	membrane	protein hypothetical	protein hypothetical	protein 70.6 1
QnrB32__1855675__Serratia_fonticola ABC	transporter	ATP-binding	protein Exoenzymes	regulatory	protein	AepA	in	lipid-linked	oligosaccharide	synthesis	cluster Putrescine	importer	PuuP Transcriptional	regulator	GabR	of	GABA	utilization	(GntR	family	with	aminotransferase-like	domain) 4-aminobutyrate	aminotransferase	PuuE Succinate-semialdehyde	dehydrogenase	[NADP(+)]	GabD Putative	glutathione	S-transferase,	YfcF QnrB32 Putative	inner	membrane	protein hypothetical	protein Putative	transmembrane	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein G:T/U	mismatch-specific	uracil/thymine	DNA-glycosylase hypothetical	protein 70.1 2
QnrB19__1809851__Erwinia_sp._JH02 hypothetical	protein ABC	transporter	permease Peptide	ABC	transporter	permease ABC	transporter	substrate-binding	protein HxlR	family	transcriptional	regulator Membrane	protein Pyridoxal-dependent	decarboxylase DNA-binding	protein hypothetical	protein Integrase QnrB19 MFS	transporter hypothetical	protein Regulatory	protein,	LysR-family Transcriptional	regulator Putative	inner	membrane	protein Putative	hydrolase Monooxygenase ABC	transporter	ATP-binding	protein Peptide	ABC	transporter	permease ABC	transporter	permease 74.8 2
QnrB19__750784__Erwinia_persicina hypothetical	protein ABC	transporter	permease Peptide	ABC	transporter	permease ABC	transporter	substrate-binding	protein HxlR	family	transcriptional	regulator Membrane	protein Pyridoxal-dependent	decarboxylase DNA-binding	protein hypothetical	protein Integrase QnrB19 MFS	transporter Regulatory	protein,	LysR-family Uncharacterized	protein	YhfL Transcriptional	regulator Putative	inner	membrane	protein Succinate-acetate/proton	symporter	SatP hypothetical	protein Predicted	metal-dependent	RNase,	consists	of	a	metallo-beta-lactamase	domain	and	an	RNA-binding	KH	domain Leucine	transcriptional	activator GntR	family	transcriptional	regulator 70.4 4
QnrB7__1874405__Citrobacter_portucalensis hypothetical	protein Putative	transient	receptor	potential	locus Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Inner	membrane	ABC	transporter	permease	protein	YcjP Inner	membrane	ABC	transporter	permease	protein	YcjO ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Sugar	phosphorylase Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB7 Calcium/calmodulin	dependent	kinase	II	Association	family	protein Peptide	transport	periplasmic	protein	SapA Peptide	transport	system	permease	protein	SapB Peptide	transport	system	permease	protein	SapC Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	ATP-binding	protein	SapF Cyclic	diguanylate	phosphodiesterase	domain	protein Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Oxidoreductase Exoribonuclease	II 99.5 1
QnrB54__485750__Citrobacter_freundii hypothetical	protein Putative	transient	receptor	potential	locus Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Inner	membrane	ABC	transporter	permease	protein	YcjP Inner	membrane	ABC	transporter	permease	protein	YcjO hypothetical	protein ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Sugar	phosphorylase Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB54 Oxidoreductase TIGR00156	family	protein Hypothetical	conserved	protein Peptide	transport	system	permease	protein	SapB IS3-like Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	ATP-binding	protein	SapF Diguanylate	phosphodiesterase Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI hypothetical	protein 91.4 1
QnrB28__569312__Citrobacter_europaeus hypothetical	protein Putative	transient	receptor	potential	locus Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Inner	membrane	ABC	transporter	permease	protein	YcjP Inner	membrane	ABC	transporter	permease	protein	YcjO ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN ATP-dependent	DNA	helicase	RecQ Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A hypothetical	protein QnrB28 Oxidoreductase TIGR00156	family	protein Hypothetical	conserved	protein Peptide	transport	system	permease	protein	SapB IS3-like Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	ATP-binding	protein	SapF Diguanylate	phosphodiesterase hypothetical	protein Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Oxidoreductase 100.0 3
QnrB47__938357__Citrobacter_freundii hypothetical	protein Putative	transient	receptor	potential	locus Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Inner	membrane	ABC	transporter	permease	protein	YcjP Inner	membrane	ABC	transporter	permease	protein	YcjO ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Sugar	phosphorylase Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB47 hypothetical	protein Peptide	transport	periplasmic	protein	SapA Peptide	transport	system	permease	protein	SapB Peptide	transport	system	permease	protein	SapC Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	ATP-binding	protein	SapF Diguanylate	phosphodiesterase Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Oxidoreductase hypothetical	protein 100.0 29
QnrB19__786476__Citrobacter_freundii hypothetical	protein Putative	transient	receptor	potential	locus Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Inner	membrane	ABC	transporter	permease	protein	YcjP Inner	membrane	ABC	transporter	permease	protein	YcjO ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Sugar	phosphorylase Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB19 Peptide	transport	periplasmic	protein	SapA Peptide	transport	system	permease	protein	SapB Peptide	transport	system	permease	protein	SapC Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	ATP-binding	protein	SapF Diguanylate	phosphodiesterase Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Oxidoreductase hypothetical	protein 98.1 1

QnrB19__929715__Citrobacter_freundii hypothetical	protein Putative	transient	receptor	potential	locus Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Inner	membrane	ABC	transporter	permease	protein	YcjP Inner	membrane	ABC	transporter	permease	protein	YcjO ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Sugar	phosphorylase Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A hypothetical	protein QnrB19 Peptide	transport	periplasmic	protein	SapA Peptide	transport	system	permease	protein	SapB Peptide	transport	system	permease	protein	SapC Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	ATP-binding	protein	SapF Cyclic	diguanylate	phosphodiesterase	domain	protein Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Oxidoreductase hypothetical	protein 96.3 24
QnrB12__911510__Citrobacter_werkmanii hypothetical	protein Putative	transient	receptor	potential	locus Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Inner	membrane	ABC	transporter	permease	protein	YcjP Inner	membrane	ABC	transporter	permease	protein	YcjO ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Sugar	phosphorylase Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A hypothetical	protein QnrB12 Oxidoreductase CinA Transmembrane	protein	YcaP hypothetical	protein TIGR00156	family	protein Peptide	transport	periplasmic	protein	sapA Peptide	transport	system	permease	protein	SapB Peptide	transport	system	permease	protein	SapC Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	ATP-binding	protein	SapF Diguanylate	phosphodiesterase 100.0 5
QnrB12__1799252__Citrobacter_werkmanii hypothetical	protein Putative	transient	receptor	potential	locus Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Inner	membrane	ABC	transporter	permease	protein	YcjP Inner	membrane	ABC	transporter	permease	protein	YcjO ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Sugar	phosphorylase Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB12 Oxidoreductase CinA TIGR00156	family	protein Peptide	transport	periplasmic	protein	SapA Peptide	transport	system	permease	protein	SapB Peptide	transport	system	permease	protein	SapC Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	ATP-binding	protein	SapF Diguanylate	phosphodiesterase Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI 99.5 2
QnrB12__929786__Citrobacter_sp._wls710 hypothetical	protein Putative	transient	receptor	potential	locus Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Inner	membrane	ABC	transporter	permease	protein	YcjP Inner	membrane	ABC	transporter	permease	protein	YcjO ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Sugar	phosphorylase Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB12 Oxidoreductase CinA Transmembrane	protein	YcaP hypothetical	protein TIGR00156	family	protein Peptide	transport	periplasmic	protein	SapA Peptide	transport	system	permease	protein	SapB Peptide	transport	system	permease	protein	SapC Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	ATP-binding	protein	SapF hypothetical	protein 98.6 1

QnrB12__1863175__Citrobacter_freundii hypothetical	protein Putative	transient	receptor	potential	locus Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Inner	membrane	ABC	transporter	permease	protein	YcjP Inner	membrane	ABC	transporter	permease	protein	YcjO ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Sugar	phosphorylase Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB12 Oxidoreductase TIGR00156	family	protein Peptide	transport	periplasmic	protein	SapA Peptide	transport	system	permease	protein	SapB Peptide	transport	system	permease	protein	SapC Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	ATP-binding	protein	SapF Cyclic	diguanylate	phosphodiesterase	domain	protein Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Putative	oxidoreductase 99.5 9
QnrB7__1594624__Enterobacter_cloacae hypothetical	protein Putative	transient	receptor	potential	locus Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Inner	membrane	ABC	transporter	permease	protein	YcjP Inner	membrane	ABC	transporter	permease	protein	YcjO ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Sugar	phosphorylase hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB7 Oxidoreductase hypothetical	protein transposase-like Uncharacterised	protein UV	protection	and	repair	protein	MucA Error-prone	repair	protein	UmuC	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein ResA	resolvase Lytic	transglycosylase hypothetical	protein HNH	endonuclease hypothetical	protein 99.1 30
QnrB2__445743__Salmonella_enterica Phage	shock	protein	F	(Fragment) QnrB2 hypothetical	protein transposase-like UV	protection	and	repair	protein	MucA Error-prone	repair	protein	UmuC	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Thiol:disulfide	interchange	protein Lytic	transglycosylase hypothetical	protein HNH	endonuclease Uncharacterised	protein hypothetical	protein 99.5 2
QnrB7__1368920__Escherichia_coli hypothetical	protein hypothetical	protein Putative	sucrose	phosphorylase	(Sucroseglucosyltransferase) Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB NmpC Psp	operon	transcriptional	activator	PspF QnrB7 Oxidoreductase TIGR00156	family	protein 99.1 2
QnrB7__1495793__Escherichia_coli hypothetical	protein hypothetical	protein hypothetical	protein transposase-like Insertion	element	IS1	protein	InsB hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB7 Oxidoreductase TIGR00156	family	protein Uncharacterised	protein 99.1 6

QnrB19__821605__Citrobacter_sp._MH181794 hypothetical	protein Putative	transient	receptor	potential	locus Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Inner	membrane	ABC	transporter	permease	protein	YcjP Inner	membrane	ABC	transporter	permease	protein	YcjO ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Sugar	phosphorylase Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB19 hypothetical	protein Peptide	transport	periplasmic	protein	SapA Peptide	transport	system	permease	protein	SapB Peptide	transport	system	permease	protein	SapC Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	ATP-binding	protein	SapF Cyclic	diguanylate	phosphodiesterase	domain	protein Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Oxidoreductase hypothetical	protein 100.0 21
QnrB7__321932__Salmonella_enterica_subsp._enterica_serovar_Typhimurium IS3000-like Uncharacterized	protein	YcjX Phage	shock	protein	E Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A DUF4917	domain-containing	protein QnrB7 hypothetical	protein 99.5 13
QnrB7__567986__Klebsiella_pneumoniae hypothetical	protein Chloramphenicol	acetyltransferase IS6-like hypothetical	protein Phage	shock	protein	E Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A DUF4917	domain-containing	protein QnrB7 Calcium/calmodulin	dependent	kinase	II	Association	family	protein IS3000-like Alcohol	dehydrogenase Transposase-like	protein 99.5 5
QnrB1__1182509__Salmonella_enterica_subsp._enterica_serovar_Typhimurium Psp	operon	transcriptional	activator	PspF QnrB1 IS3000-like Phosphoporin	PhoE DUF4440	domain-containing	protein UPF0187	protein	YneE DUF4186	domain-containing	protein Glutaminase hypothetical	protein 100.0 2

QnrB7__592756__Citrobacter_portucalensis Protein	MpaA Mandelate	racemase/muconate	lactonizing	enzyme,	N-terminal	domain	protein Probable	thiol	peroxidase Transcriptional	regulatory	protein	TyrR UPF0283	membrane	protein	CKO	01392 Putative	enzyme Phage	shock	protein	E Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A DUF4917	domain-containing	protein QnrB7 hypothetical	protein Hypothetical	conserved	protein Peptide	transport	system	permease	protein	SapB IS3-like Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	ATP-binding	protein	SapF Cyclic	diguanylate	phosphodiesterase	domain	protein Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Oxidoreductase Exoribonuclease	II 99.5 198
QnrB12__851559__Klebsiella_pneumoniae Serine	racemase DNA-binding	protein QnrB12 Peptide	transport	periplasmic	protein	sapA IS6-like Macrolide	2'-phosphotransferase MFS	transporter Macrolide	phosphotransferase 93.0 6
QnrB12__1602674__Enterobacteriaceae_bacterium Alcohol	dehydrogenase hypothetical	protein Putative	enzyme Thiosulfate	sulfurtransferase	PspE Phage	shock	PspD	family	protein Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF TetR	family	transcriptional	regulator Endoribonuclease	L-PSP	family	protein Serine	racemase DNA-binding	protein QnrB12 Calcium/calmodulin	dependent	kinase	II	Association	family	protein hypothetical	protein Peptide	transport	periplasmic	protein	SapA Peptide	transport	system	permease	protein	SapB DNA-invertase	from	lambdoid	prophage	e14 hypothetical	protein Tail	assembly	chaperone	gp38 Phage	tail	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 93.0 1
QnrB12__1842241__Citrobacter_pasteurii Transcriptional	regulatory	protein	TyrR hypothetical	protein Putative	enzyme Thiosulfate	sulfurtransferase	PspE Phage	shock	PspD	family	protein Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF TetR	family	transcriptional	regulator Endoribonuclease	L-PSP	family	protein Serine	racemase DNA-binding	protein QnrB12 Calcium/calmodulin	dependent	kinase	II	Association	family	protein hypothetical	protein Peptide	transport	periplasmic	protein	SapA Peptide	transport	system	permease	protein	SapB Peptide	transport	system	permease	protein	SapC Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	ATP-binding	protein	SapF EAL	domain	protein Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Oxidoreductase hypothetical	protein 94.0 1
QnrB19__1034046__Salmonella_enterica_subsp._enterica_serovar_Litchfield Putative	mobilization	protein	MobA Mobilization	protein Regulatory	protein	rop	(Fragment) hypothetical	protein QnrB19 100.0 4

QnrB19__700893__Citrobacter_sp._A316 hypothetical	protein Probable	thiol	peroxidase Transcriptional	regulatory	protein	TyrR UPF0283	membrane	protein	CKO	01392 Putative	enzyme Phage	shock	protein	E Transcriptional	regulator	YcjW,	LacI	family,	possibly	involved	in	maltodextrin	utilization	pathway Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB19 hypothetical	protein Hypothetical	conserved	protein Peptide	transport	system	permease	protein	SapB Peptide	transport	system	permease	protein	SapC Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	ATP-binding	protein	SapF Cyclic	diguanylate	phosphodiesterase	domain	protein Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Oxidoreductase hypothetical	protein 99.5 1
QnrB4__708182__Klebsiella_pneumoniae hypothetical	protein Peptide	transport	system	permease	protein	SapB hypothetical	protein IS91-like Dihydropteroate	synthase hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A hypothetical	protein QnrB4 Oxidoreductase CinA Transmembrane	protein	YcaP hypothetical	protein TIGR00156	family	protein hypothetical	protein Peptide	transport	system	permease	protein	SapB hypothetical	protein IS91-like 100.0 1
QnrB4__906329__Klebsiella_pneumoniae hypothetical	protein IS6-like Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase Probable	hydrogenase	nickel	incorporation	protein	HypA Glycine	cleavage	system	transcriptional	activator Beta-lactamase hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A hypothetical	protein QnrB4 Oxidoreductase CinA Transmembrane	protein	YcaP hypothetical	protein TIGR00156	family	protein Peptide	transport	periplasmic	protein	sapA Peptide	transport	system	permease	protein	SapB 100.0 2
QnrB4__1641058__Klebsiella_pneumoniae IS6-like Exonuclease	superfamily Dihydropteroate	synthase Probable	hydrogenase	nickel	incorporation	protein	HypA Glycine	cleavage	system	transcriptional	activator Beta-lactamase hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB4 Putative	transposase IS1-like ResA	resolvase hypothetical	protein hypothetical	protein Replication	protein hypothetical	protein ParA	family	chromosome	partitioning	protein Chromosome	partitioning	protein	ParB DNA	polymerase	V	subunit	UmuC Protein	impA Mediator	of	plasmid	stability 100.0 28
QnrB4__1838785__Escherichia_coli_plasmid hypothetical	protein PadR	family	transcriptional	regulator chromate	transport	protein-like Orf5	protein Dihydropteroate	synthase Probable	hydrogenase	nickel	incorporation	protein	HypA Glycine	cleavage	system	transcriptional	activator Beta-lactamase hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB4 Ankyrin	repeat	family	protein hypothetical	protein Dihydrofolate	reductase	type	A7 Integrase/recombinase Ankyrin	repeat	family	protein hypothetical	protein transposase-like Programmed	cell	death	toxin	PemK transposase-like Tir Thiol:disulfide	interchange	protein Negative	regulator	of	repA1 Protein	of	uncharacterised	function	(DUF2726) Hemolysin	expression	modulating	protein 100.0 9
QnrB4__1851807__Escherichia_coli hypothetical	protein Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase Probable	hydrogenase	nickel	incorporation	protein	HypA Glycine	cleavage	system	transcriptional	activator Beta-lactamase hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB4 Truncated	IS26	transposase Transposase IS5-like Uncharacterised	protein Uncharacterised	protein hypothetical	protein Resolvase Replication	protein	RepB ParA	protein hypothetical	protein Plasmid	partitioning	and	stability	protein	StbA Plasmid	stability	protein DNA	polymerase	V 100.0 5
QnrB4__485857__Klebsiella_pneumoniae Uncharacterised	protein Glycine	cleavage	system	transcriptional	activator Beta-lactamase hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A hypothetical	protein QnrB4 Oxidoreductase CinA Transmembrane	protein	YcaP hypothetical	protein TIGR00156	family	protein IS1	transposase transposase-like Branched-chain	amino	acid	ABC	transporter	permease Shufflon	protein	A 100.0 2
QnrB4__1641595__Klebsiella_pneumoniae Restriction	endonuclease hypothetical	protein Putative	ATPase Ankyrin	repeat	family	protein hypothetical	protein Beta-lactamase hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB4 Oxidoreductase CinA Transmembrane	protein	YcaP hypothetical	protein TIGR00156	family	protein Peptide	transport	periplasmic	protein Ankyrin	repeat	family	protein DNA	helicase Urf2	protein Mercuric	ion	transport	protein Mercuric	resistance	regulator	protein	MerD Mercury(II)	reductase Putative	transposase IS1-like hypothetical	protein tRNA(fMet)-specific	endonuclease	VapC Virulence	factor 100.0 1
QnrB4__1835651__Klebsiella_pneumoniae_plasmid IS91-like Dihydropteroate	synthase Probable	hydrogenase	nickel	incorporation	protein	HypA Glycine	cleavage	system	transcriptional	activator Beta-lactamase hypothetical	protein hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB4 Oxidoreductase CinA Transmembrane	protein	YcaP transposase-like Transposase hypothetical	protein Sch	064 Aminoglycoside	3'-phosphotransferase 3'-kinase IS5-like ATP-dependent	Lon	protease	(Fragment) IS3-like transposase-like 100.0 65
QnrB4__940138__Klebsiella_pneumoniae IS91-like Dihydropteroate	synthase Probable	hydrogenase	nickel	incorporation	protein	HypA Glycine	cleavage	system	transcriptional	activator Beta-lactamase hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB4 Oxidoreductase CinA Transmembrane	protein	YcaP hypothetical	protein TIGR00156	family	protein Peptide	transport	periplasmic	protein	sapA Peptide	transport	system	permease	protein	SapB 100.0 10
QnrB4__662584__Klebsiella_quasipneumoniae hypothetical	protein QnrB4 100.0 1
QnrB4__1833627__Klebsiella_pneumoniae_plasmid Thermophilic	glucose-6-phosphate	isomerase	and	related	metalloenzymesUncharacterized	conserved	protein Ankyrin	repeat	family	protein Putative	nucleotidyltransferase Ankyrin	repeat	family	protein hypothetical	protein Probable	hydrogenase	nickel	incorporation	protein	HypA Glycine	cleavage	system	transcriptional	activator Beta-lactamase hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB4 Oxidoreductase CinA Transmembrane	protein	YcaP hypothetical	protein TIGR00156	family	protein Peptide	transport	periplasmic	protein	SapA Peptide	transport	system	permease	protein	SapB Ankyrin	repeat	family	protein Chloramphenicol	acetyltransferase Ankyrin	repeat	family	protein hypothetical	protein 100.0 144
QnrB4__1833634__Klebsiella_pneumoniae_plasmid Thermophilic	glucose-6-phosphate	isomerase	and	related	metalloenzymesUncharacterized	conserved	protein Ankyrin	repeat	family	protein Putative	nucleotidyltransferase Ankyrin	repeat	family	protein hypothetical	protein Probable	hydrogenase	nickel	incorporation	protein	HypA Glycine	cleavage	system	transcriptional	activator Beta-lactamase hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A Psp	operon	transcriptional	activator	PspF QnrB4 Oxidoreductase CinA Transmembrane	protein	YcaP hypothetical	protein TIGR00156	family	protein Peptide	transport	periplasmic	protein	SapA Peptide	transport	system	permease	protein	SapB Ankyrin	repeat	family	protein Replication	initiation	protein	belongs	to	the	incFII	repa	family Replication	regulatory	protein	repA2 Endonuclease 100.0 4
QnrB4__906236__Klebsiella_pneumoniae hypothetical	protein transposase-like hypothetical	protein Dihydropteroate	synthase Probable	hydrogenase	nickel	incorporation	protein	HypA Glycine	cleavage	system	transcriptional	activator Beta-lactamase hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A hypothetical	protein QnrB4 Oxidoreductase CinA Transmembrane	protein	YcaP hypothetical	protein TIGR00156	family	protein Peptide	transport	periplasmic	protein	sapA Peptide	transport	system	permease	protein	SapB hypothetical	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) 100.0 4
QnrB4__645306__Klebsiella_pneumoniae Ribokinase-like	domain-containing	protein Fructokinase Ribonuclease	VapC Virulence-associated	protein	vagC DNA	helicase IS6-like IS6-like hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A hypothetical	protein QnrB4 Oxidoreductase CinA Transmembrane	protein	YcaP hypothetical	protein TIGR00156	family	protein Peptide	transport	periplasmic	protein	sapA IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) EreC hypothetical	protein100.0 2
QnrB4__708202__Klebsiella_pneumoniae hypothetical	protein chromate	transport	protein-like hypothetical	protein Dihydropteroate	synthase hypothetical	protein Glycine	cleavage	system	transcriptional	activator Beta-lactamase hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A hypothetical	protein QnrB4 Oxidoreductase CinA Transmembrane	protein	YcaP hypothetical	protein TIGR00156	family	protein hypothetical	protein Peptide	transport	system	permease	protein	SapB hypothetical	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) 100.0 74
QnrB4__854045__Klebsiella_pneumoniae hypothetical	protein Putative	transcriptional	activator QnrB4 99.4 1
QnrB7__893220__Salmonella_enterica_subsp._enterica_serovar_Braenderup Yaja	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DnaJ	domain-containing	protein Initiator	repB	protein Bis	protein DNA	distortion	polypeptide	3	taxd hypothetical	protein hypothetical	protein PemI Plasmid	partition	protein	A,	putative Resolvase DNA	polymerase	V UV	repair	protein	UmuD IS6-like QnrB7 IS3000-like transposase-like hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Zinc	metalloproteinase	Mpr	protein hypothetical	protein Hyprothetical	protein DNA-binding	protein DNA	topoisomerase	III 100.0 99
QnrB7__409978__Salmonella_enterica_subsp._enterica_serovar_Typhimurium DNA	distortion	polypeptide	3	taxd hypothetical	protein hypothetical	protein PemI ParB	family	chromosome	partitioning	protein Resolvase DNA	polymerase	V Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA QnrB7 Transposase 100.0 1
QnrB7__828671__Morganella_morganii_subsp._morganii Putative	transcriptional	activator QnrB7 99.5 1

QnrB1__924679__Escherichia_coli hypothetical	protein hypothetical	protein QacF	protein QnrB1 Calcium/calmodulin	dependent	kinase	II	Association	family	protein transposase-like 60	kDa	chaperonin	2 10	kDa	chaperonin AacC Streptomycin	3''-adenylyltransferase 99.1 20
QnrB1__194365__Salmonella_enterica QnrB1 hypothetical	protein hypothetical	protein 99.1 1
QnrB2__563179__Enterobacter_cloacae ISCfr8-like IstB	domain	protein	ATP-binding	protein Aminoglycoside	6-N-acetyltransferase Beta-carotene	15,15'-monooxygenase hypothetical	protein DfrA19 BRCA1	C	Terminus	domain	protein hypothetical	protein Dihydropteroate	synthase hypothetical	protein QnrB2 hypothetical	protein Peptide	ABC	transporter	substrate-binding	protein 99.5 8
QnrB2__1641282__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Mrr Putative	transposase	TnpP IS3-like hypothetical	protein Cytosine-specific	methyltransferase Restriction	endonuclease IS6-like Nucleotidyltransferase	domain-containing	protein Exonuclease	superfamily Dihydropteroate	synthase Phage	shock	protein	F	(Fragment) QnrB2 Calcium/calmodulin	dependent	kinase	II	Association	family	protein Peptide	ABC	transporter	substrate-binding	protein Ankyrin	repeat	family	protein Uncharacterised	protein hypothetical	protein NYN	domain	protein hypothetical	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein transposase-like hypothetical	protein 99.5 36
QnrB1__651226__Enterobacter_hormaechei_subsp._steigerwaltii Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase QACEdelta1	(Fragment) Streptomycin	3''-adenylyltransferase hypothetical	protein Phage	shock	protein	A DUF4917	domain-containing	protein QnrB1 Oxidoreductase hypothetical	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) EreC Putative	ABC-type	transport	system 99.1 1
QnrB2__747733__Enterobacter_hormaechei_subsp._hormaechei Mercuric	resistance	transcriptional	regulator	MerR MerT Mercuric	transport	protein	periplasmic	component MerC Mercuric	reductase HTH-type	transcriptional	regulator	MerD MerE Urf2Y	protein Methionine	aminopeptidase Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase hypothetical	protein QnrB2 hypothetical	protein hypothetical	protein hypothetical	protein transposase-like UPF0126	inner	membrane	protein	YadS Transposase hypothetical	protein Dihydropteroate	synthase QACEdelta1	(Fragment) Dihydrofolate	reductase DNA	integrase	protein	IntI1 99.5 1
QnrB68__830618__Klebsiella_pneumoniae_subsp._pneumoniae Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase QACEdelta1	(Fragment) QnrB68 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) Beta-lactamase 99.5 1
QnrB2__841234__Klebsiella_pneumoniae transposase-like EamA	family	transporter TetA Tetracycline	repressor	protein	tetR transposase-like Transposon	Tn1721	resolvase hypothetical	protein chromate	transport	protein-like hypothetical	protein Dihydropteroate	synthase hypothetical	protein QnrB2 hypothetical	protein hypothetical	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) Aminoglycoside	adenylyltransferase Dihydrofolate	reductase DNA	integrase	protein	IntI1 Integrase/recombinase Transposase 100.0 3
QnrB4__525115__Escherichia_coli hypothetical	protein hypothetical	protein chromate	transport	protein-like hypothetical	protein Dihydropteroate	synthase hypothetical	protein Glycine	cleavage	system	transcriptional	activator Beta-lactamase hypothetical	protein Phage	shock	protein	PspD Phage	shock	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein	A hypothetical	protein QnrB4 Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA transposase-like transposase-like Branched-chain	amino	acid	ABC	transporter	permease Protein-N(Pi)-phosphohistidine--sugar	phosphotransferase Putative	endopeptidase Putative	transcriptional	regulator 100.0 36
QnrB2__694754__Klebsiella_pneumoniae hypothetical	protein ParB-like	nuclease hypothetical	protein chromate	transport	protein-like IS110-like Orf5	protein Dihydropteroate	synthase hypothetical	protein QnrB2 hypothetical	protein hypothetical	protein hypothetical	protein 99.5 1
QnrB64__663898__Escherichia_coli hypothetical	protein QnrB64 hypothetical	protein hypothetical	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) Rifampicin	ADP-ribosylatin	transferase Chloramphenicol	acetyltransferase Beta-lactamase Aminoglycoside	N(6	)-acetyltransferase 96.8 1
QnrB2__708862__Klebsiella_pneumoniae Transposase,	IS6	family Macrolide	phosphotransferase MFS	transporter hypothetical	protein IS6100-like Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase hypothetical	protein QnrB2 hypothetical	protein hypothetical	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) Biotin-dependent	carboxylase	uncharacterized	domain-containing	protein Diguanylate	cyclase Rifampicin	ADP-ribosylatin	transferase Aminoglycoside	N(6	)-acetyltransferase IntI1-like Mobile	element	protein 99.5 2
QnrB2__1834167__Klebsiella_pneumoniae_plasmid hypothetical	protein Tetracycline	repressor	protein	tetR Relaxase	/helicase	(Fragment) Transposase Ankyrin	repeat	family	protein Macrolide	phosphotransferase MFS	transporter Macrolide	2'-phosphotransferase hypothetical	protein IS6-like PadR	family	transcriptional	regulator chromate	transport	protein-like Orf5	protein Dihydropteroate	synthase Phage	shock	protein	F	(Fragment) QnrB2 Calcium/calmodulin	dependent	kinase	II	Association	family	protein Peptide	ABC	transporter	substrate-binding	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) TrhK Dihydrofolate	reductase	type	V	(Fragment) hypothetical	protein Aminoglycoside	6-N-acetyltransferase hypothetical	protein Ankyrin	repeat	family	protein 100.0 262
QnrB2__906592__Klebsiella_pneumoniae Macrolide	phosphotransferase MFS	transporter Macrolide	2'-phosphotransferase IS6-like hypothetical	protein Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase Phage	shock	protein	F	(Fragment) QnrB2 hypothetical	protein Peptide	ABC	transporter	substrate-binding	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) Dihydrofolate	reductase IntI1-like 100.0 1
QnrB2__767481__Klebsiella_pneumoniae Macrolide	phosphotransferase MFS	transporter hypothetical	protein IS6100-like Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase hypothetical	protein QnrB2 hypothetical	protein hypothetical	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) Biotin-dependent	carboxylase	uncharacterized	domain-containing	protein Diguanylate	cyclase Rifampicin	ADP-ribosylatin	transferase Aminoglycoside	N(6	)-acetyltransferase IntI1-like 100.0 2
QnrB2__1795915__Klebsiella_pneumoniae Macrolide	phosphotransferase MFS	transporter Macrolide	2'-phosphotransferase IS6-like Exonuclease	superfamily Dihydropteroate	synthase Phage	shock	protein	F	(Fragment) QnrB2 Calcium/calmodulin	dependent	kinase	II	Association	family	protein Peptide	ABC	transporter	substrate-binding	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) TrhK Dihydrofolate	reductase	type	V	(Fragment) hypothetical	protein Guanylate	kinase hypothetical	protein Aminoglycoside	6-N-acetyltransferase IntI1 100.0 1
QnrB7__1623544__Escherichia_coli Macrolide	phosphotransferase Amidohydrolase CadC	family	transcriptional	regulator IS6-like PadR	family	transcriptional	regulator chromate	transport	protein-like hypothetical	protein 3-methyl-2-oxobutanoate	hydroxymethyltransferase QACEdelta1	(Fragment) hypothetical	protein QnrB7 Oxidoreductase IS91-like 3-methyl-2-oxobutanoate	hydroxymethyltransferase QACEdelta1	(Fragment) TrhK Dihydrofolate	reductase	type	V	(Fragment) hypothetical	protein 99.1 1
QnrB7__840232__Klebsiella_pneumoniae IS6-like Macrolide	phosphotransferase MFS	transporter Macrolide	2'-phosphotransferase IS6-like hypothetical	protein chromate	transport	protein-like IS110-like Orf5	protein Dihydropteroate	synthase QACEdelta1	(Fragment) hypothetical	protein QnrB7 Oxidoreductase IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) Ethidium	bromide	resistance	protein Putative	aminoglycoside	adenyltransferase Dihydrofolate	reductase	type	V	(Fragment) Aminoglycoside	N(6	)-acetyltransferase IntI1-like hypothetical	protein 99.1 2
QnrB7__840165__Klebsiella_pneumoniae hypothetical	protein Macrolide	phosphotransferase MFS	transporter Macrolide	2'-phosphotransferase IS6100-like hypothetical	protein chromate	transport	protein-like hypothetical	protein Dihydropteroate	synthase QACEdelta1	(Fragment) hypothetical	protein QnrB7 Oxidoreductase IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) Ethidium	bromide-methyl	viologen	resistance	protein	EmrE Putative	aminoglycoside	adenyltransferase Dihydrofolate	reductase	type	V	(Fragment) Rifampicin	ADP-ribosylatin	transferase Aminoglycoside	N(6	)-acetyltransferase IntI1-like TnpA 99.1 12
QnrB7__1861817__Escherichia_coli transposase-like transposase-like hypothetical	protein Dihydropteroate	synthase QACEdelta1	(Fragment) hypothetical	protein QnrB7 Oxidoreductase IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) TrhK Dihydrofolate	reductase	type	V	(Fragment) hypothetical	protein Aminoglycoside	6-N-acetyltransferase IntI1-like 99.1 2
QnrB7__670023__Enterobacter_asburiae DNA-binding	protein	KorA TraL KorB hypothetical	protein KikA hypothetical	protein Mrr Putative	hemolysin	expression	modulating	protein Uncharacterised	protein Cytosine-specific	methyltransferase Restriction	endonuclease N-acetylmuramoyl-L-alanine	amidase Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase QACEdelta1	(Fragment) hypothetical	protein QnrB7 Oxidoreductase IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) Biotin-dependent	carboxylase	uncharacterized	domain-containing	protein Diguanylate	cyclase Rifampicin	ADP-ribosylatin	transferase Aminoglycoside	N(6	)-acetyltransferase IntI1-like Resolvase 99.1 3
QnrB2__841840__Klebsiella_pneumoniae Mrr Putative	hemolysin	expression	modulating	protein Transposase Cytosine-specific	methyltransferase Restriction	endonuclease IS6-like Resolvase Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase hypothetical	protein QnrB2 hypothetical	protein hypothetical	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) Putative	aminoglycoside	adenyltransferase Dihydrofolate	reductase	type	V	(Fragment) Rifampicin	ADP-ribosylatin	transferase Aminoglycoside	N(6	)-acetyltransferase IntI1-like Protein	uvp1	(Fragment) Transposase	(Fragment) 100.0 4
QnrB2__1861581__Klebsiella_pneumoniae Mrr Putative	hemolysin	expression	modulating	protein Insertion	element	IS1	protein	InsB Cytosine-specific	methyltransferase Restriction	endonuclease IS6-like Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase Phage	shock	protein	F	(Fragment) QnrB2 Calcium/calmodulin	dependent	kinase	II	Association	family	protein Peptide	ABC	transporter	substrate-binding	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) TrhK Dihydrofolate	reductase	type	V	(Fragment) hypothetical	protein Aminoglycoside	6-N-acetyltransferase IntI1-like Putative	lipoprotein 100.0 1
QnrB2__848882__Klebsiella_pneumoniae Cytosine-specific	methyltransferase Restriction	endonuclease IS6100-like transposase-like transposase-like Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase hypothetical	protein QnrB2 hypothetical	protein hypothetical	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) Dihydrofolate	reductase IntI1-like Resolvase Putative	minor	silk	ampullate	protein 99.5 5
QnrB2__1808499__Enterobacter_asburiae hypothetical	protein DNA-binding	protein	KorA TraL KorB hypothetical	protein KikA Nitroreductase hypothetical	protein Putative	hemolysin	expression	modulating	protein hypothetical	protein Cytosine-specific	methyltransferase Restriction	endonuclease IS6-like Exonuclease	superfamily Dihydropteroate	synthase Phage	shock	protein	F	(Fragment) QnrB2 Calcium/calmodulin	dependent	kinase	II	Association	family	protein Peptide	ABC	transporter	substrate-binding	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) Dihydrofolate	reductase 99.5 2
QnrB7__1637229__Raoultella_planticola IS1	transposase	orfB hypothetical	protein hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein Putative	hemolysin	expression	modulating	protein hypothetical	protein Cytosine-specific	methyltransferase Restriction	endonuclease IS6-like Exonuclease	superfamily Dihydropteroate	synthase QACEdelta1	(Fragment) hypothetical	protein QnrB7 Oxidoreductase IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) TrhK Dihydrofolate	reductase	type	V	(Fragment) hypothetical	protein Aminoglycoside	6-N-acetyltransferase hypothetical	protein Hydrolase hypothetical	protein 99.1 246
QnrB7__1861608__Klebsiella_pneumoniae Mrr Putative	hemolysin	expression	modulating	protein Insertion	element	IS1	protein	InsB Cytosine-specific	methyltransferase Restriction	endonuclease IS6-like Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase QACEdelta1	(Fragment) hypothetical	protein QnrB7 Oxidoreductase IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) TrhK Dihydrofolate	reductase	type	V	(Fragment) hypothetical	protein Aminoglycoside	6-N-acetyltransferase IntI1-like 99.1 2
QnrB7__840218__Klebsiella_pneumoniae Mrr Putative	hemolysin	expression	modulating	protein Insertion	element	IS1	protein	InsB Cytosine-specific	methyltransferase Restriction	endonuclease IS6-like Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase QACEdelta1	(Fragment) hypothetical	protein QnrB7 Oxidoreductase IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) Ethidium	bromide-methyl	viologen	resistance	protein	EmrE Putative	aminoglycoside	adenyltransferase Dihydrofolate	reductase	type	V	(Fragment) Rifampicin	ADP-ribosylatin	transferase Aminoglycoside	N(6	)-acetyltransferase IntI1-like hypothetical	protein 99.1 1

QnrB2__880741__Salmonella_enterica Phage	shock	protein	F	(Fragment) QnrB2 hypothetical	protein hypothetical	protein 99.5 3
QnrB2__508143__Klebsiella_pneumoniae Beta-lactamase	regulatory	protein	(Fragment) Ribosomal	RNA	large	subunit	methyltransferase	Cfr transposase-like TnpR Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA transposase-like transposase-like Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase hypothetical	protein QnrB2 hypothetical	protein hypothetical	protein hypothetical	protein Dihydropteroate	synthase QACEdelta1	(Fragment) Aminoglycoside	adenylyltransferase Dihydrofolate	reductase Beta-carotene	15,15'-monooxygenase hypothetical	protein Branched-chain	amino	acid	ABC	transporter	permease hypothetical	protein 99.5 9
QnrB2__321947__Salmonella_enterica_subsp._enterica_serovar_Typhimurium Phage	shock	protein	F	(Fragment) QnrB2 hypothetical	protein hypothetical	protein hypothetical	protein Vibriobactin-specific	isochorismatase QACEdelta1	(Fragment) Streptomycin	3''-adenylyltransferase DfrA1 Beta-carotene	15,15'-monooxygenase Imidazole	glycerol	phosphate	synthase	subunit	HisH hypothetical	protein transposase-like 99.5 2
QnrB2__786278__Enterobacter_cloacae_complex_sp._ECNIH12 hypothetical	protein Acetyltransferase,	GNAT	family	(Fragment) Dihydropteroate	synthase hypothetical	protein QnrB2 hypothetical	protein hypothetical	protein IS91-like Dihydropteroate	synthase QACEdelta1	(Fragment) EreC Cag	pathogenicity	island	protein	Cag4 Rifampin	ADP-ribosyltransferase Aminoglycoside	N3'-acetyltransferase IS1247-like 99.5 1

QnrB32__715000__Citrobacter_freundii Dihydropteroate	synthase	type	1	(Fragment) Psp	operon	transcriptional	activator	PspF QnrB32 hypothetical	protein Peptide	transport	periplasmic	protein 100.0 1
QnrB1__939260__Providencia_stuartii hypothetical	protein transposase-like hypothetical	protein IS3000-like Putative	transcriptional	activator QnrB1 Putative	oxidoreductase	YghA 100.0 1
QnrB1__740172__Klebsiella_pneumoniae Tetracycline	repressor	protein	tetR TetA EamA	family	transporter Cation-efflux	system	membrane	protein UPF0126	inner	membrane	protein	YadS transposase-like Antimicrobial	peptide	ABC	transporter	permease Putative	transcriptional	activator QnrB1 Putative	oxidoreductase	YghA IS6-like IntI1-like DfrA14 hypothetical	protein Methionine	aminopeptidase Restriction	endonuclease Cytosine-specific	methyltransferase Insertion	element	IS1	protein	InsB Mrr hypothetical	protein IS6-like 100.0 7
QnrB1__757676__Klebsiella_pneumoniae hypothetical	protein Putative	nucleotidyltransferase Endonuclease	DDE Thermophilic	glucose-6-phosphate	isomerase	and	related	metalloenzymes hypothetical	protein Na(+)/H(+)	antiporter	NhaA UPF0126	inner	membrane	protein	YadS transposase-like Transposase	Tn3	family	protein Putative	transcriptional	activator QnrB1 Oxidoreductase IS6-like IntI1-like DfrA14 Maturase-related	protein hypothetical	protein Methionine	aminopeptidase Restriction	endonuclease Cytosine-specific	methyltransferase 100.0 1
QnrB1__578942__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein Putative	transcriptional	activator QnrB1 hypothetical	protein 100.0 1
QnrB1__747612__Klebsiella_pneumoniae_subsp._pneumoniae Tetracycline	repressor	protein	tetR TetA EamA	family	transporter Cation-efflux	system	membrane	protein UPF0126	inner	membrane	protein	YadS transposase-like Transposase	Tn3	family	protein Putative	transcriptional	activator QnrB1 Oxidoreductase IS6-like IntI1-like DfrA14 hypothetical	protein Methionine	aminopeptidase Restriction	endonuclease Cytosine-specific	methyltransferase IS6-like Transposase	and	inactivated	derivatives,	TnpA	family 100.0 1
QnrB1__1836504__Klebsiella_pneumoniae_plasmid Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like hypothetical	protein transposase-like Protein	TnpA Putative	transcriptional	activator QnrB1 Oxidoreductase Ankyrin	repeat	family	protein hypothetical	protein DfrA14 IS6-like Restriction	endonuclease Cytosine-specific	methyltransferase Ankyrin	repeat	family	protein RepA 100.0 375
QnrB1__578852__Klebsiella_pneumoniae DNA-directed	RNA	polymerase	subunit	omega hypothetical	protein hypothetical	protein Putative	L-ribulose-5-phosphate	3-epimerase	SgbU Putative	transcriptional	activator QnrB1 hypothetical	protein 100.0 1
QnrB1__1898105__Escherichia_coli hypothetical	protein TnpA Protein	TnpA Putative	transcriptional	activator QnrB1 hypothetical	protein 100.0 2
QnrB1__583292__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein UPF0126	inner	membrane	protein	YadS transposase-like Antimicrobial	peptide	ABC	transporter	permease Putative	transcriptional	activator QnrB1 Oxidoreductase IS6-like hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein PF12957	domain	protein hypothetical	protein Restriction	endonuclease Cytosine-specific	methyltransferase DNA	replication	protein	DnaC hypothetical	protein 100.0 21
QnrB1__583070__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein Putative	nucleotidyltransferase Endonuclease	DDE Thermophilic	glucose-6-phosphate	isomerase	and	related	metalloenzymes hypothetical	protein Na(+)/H(+)	antiporter	NhaA UPF0126	inner	membrane	protein	YadS transposase-like Antimicrobial	peptide	ABC	transporter	permease Putative	transcriptional	activator QnrB1 Oxidoreductase IS6-like L-lysine	2,3-aminomutase IncFII	family	plasmid	replication	regulatory	initiator Replcation	regulatory	protein Endonuclease Uncharacterised	protein PF10881	family	protein Uncharacterised	protein Uncharacterised	protein Fertility	inhibition	protein TraX	protein hypothetical	protein 100.0 12
QnrB1__919457__Enterobacter_hormaechei hypothetical	protein transposase-like transposase-like hypothetical	protein Putative	transcriptional	activator QnrB1 Oxidoreductase hypothetical	protein 100.0 4
QnrB1__386729__Salmonella_enterica_subsp._enterica_serovar_Agona UPF0126	inner	membrane	protein	YadS hypothetical	protein IS3000-like Putative	transcriptional	activator QnrB1 hypothetical	protein 100.0 6
QnrB1__708216__Klebsiella_pneumoniae hypothetical	protein Phage	integrase	SAM-like	domain	protein Cation-efflux	system	membrane	protein UPF0126	inner	membrane	protein	YadS transposase-like IS3000-like Putative	transcriptional	activator QnrB1 Oxidoreductase hypothetical	protein 100.0 1
QnrB1__1859528__Klebsiella_pneumoniae Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like hypothetical	protein transposase-like Protein	TnpA Putative	transcriptional	activator QnrB1 Oxidoreductase Ankyrin	repeat	family	protein Phage	DNA	invertase DUF159	family	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Hemolysin	expression-modulating	protein hypothetical	protein Uncharacterised	protein Putative	plasmid-like	protein Uncharacterised	protein Arsenical	resistance	operon	repressor Arsenical	resistance	operon	trans-acting	repressor	arsD Arsenical	pump-driving	ATPase 100.0 2
QnrB1__1867896__Klebsiella_pneumoniae Tetracycline	repressor	protein	tetR TetA EamA	family	transporter transposase-like transposase-like transposase-like Protein	TnpA Putative	transcriptional	activator QnrB1 Oxidoreductase IS26-like IS26-like Phage	DNA	invertase DUF159	family	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Hemolysin	expression-modulating	protein hypothetical	protein Uncharacterised	protein Putative	plasmid-like	protein hypothetical	protein Protein	ccda Toxin	CcdB Uncharacterised	protein hypothetical	protein 100.0 13

QnrB1__494488__Klebsiella_pneumoniae SWIM	zinc	finger	domain	protein Putative	transcriptional	activator Putative	transcriptional	activator QnrB1 Oxidoreductase 100.0 1
QnrB1__940169__Klebsiella_pneumoniae Transposase Site-specific	DNA	recombinase IS6-like Aminoglycoside	N(6	)-acetyltransferase Beta-lactamase CatB4 IS6-like Uncharacterized	oxidoreductase	yghA Periplasmic	protein IS3000-like Putative	transcriptional	activator QnrB1 Oxidoreductase IS6-like Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance IS3-like Putative	insertion	sequence	IS986/IS6110	transposase IS6-like FipA TraI TraJ 100.0 2
QnrB1__711864__Klebsiella_pneumoniae Putative	transcriptional	activator QnrB1 hypothetical	protein 100.0 1
QnrB1__578961__Klebsiella_pneumoniae hypothetical	protein Putative	transcriptional	activator QnrB1 hypothetical	protein 100.0 1
QnrB1__1850173__Klebsiella_pneumoniae TnpA Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Alcohol	dehydrogenase Ankyrin	repeat	family	protein Uncharacterized	oxidoreductase	yghA Periplasmic	protein IS3000-like Putative	transcriptional	activator QnrB1 Oxidoreductase Ankyrin	repeat	family	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Spermidine	synthase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein 100.0 382
QnrB1__811066__Klebsiella_pneumoniae hypothetical	protein Uncharacterized	oxidoreductase	yghA Periplasmic	protein IS3000-like Putative	transcriptional	activator QnrB1 hypothetical	protein 100.0 2
QnrB1__1598926__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein CatB4 hypothetical	protein Aminoglycoside	6-N-acetyltransferase Ankyrin	repeat	family	protein Uncharacterized	oxidoreductase	yghA Periplasmic	protein IS3000-like Protein	singed QnrB1 Oxidoreductase Ankyrin	repeat	family	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Spermidine	synthase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein 100.0 5

QnrB1__1895056__Enterobacter_hormaechei hypothetical	proteinUncharacterized	oxidoreductase	yghA Periplasmic	protein IS3000-like Putative	transcriptional	activator QnrB1 Oxidoreductase IS26-like hypothetical	protein hypothetical	protein IS5-like hypothetical	protein hypothetical	protein Membrane	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 4
QnrB1__396052__Salmonella_enterica_subsp._enterica_serovar_Typhimurium Glutathione	S-transferase Insertion	sequence Aminoglycoside	phosphotransferase hypothetical	protein IS3000-like Putative	transcriptional	activator QnrB1 hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA 100.0 3

QnrB1__234043__Salmonella_enterica_subsp._enterica hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein HipA HipB hypothetical	protein IS3000-like Putative	transcriptional	activator QnrB1 Dihydropteroate	synthase Serine	protease 100.0 2
QnrB1__651000__Klebsiella_pneumoniae Isocitrate	lyase transposase-like Plasmid	stabilization	proteinCopG	family	transcriptional	regulator YdfA Putative	plasmid-like	protein Uncharacterised	protein hypothetical	protein Hemolysin	expression-modulating	protein hypothetical	proteinhypothetical	protein UPF0126	inner	membrane	protein	YadS transposase-like Antimicrobial	peptide	ABC	transporter	permease Putative	transcriptional	activator QnrB1 Uncharacterized	oxidoreductase	yghA Truncated	IS26	transposase Leukotriene	A-4	hydrolase/aminopeptidase 100.0 1
QnrB1__864904__Klebsiella_pneumoniae Transporter Transposase	Tn3	family	protein Putative	transcriptional	activator QnrB1 Oxidoreductase IS6-like Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance IS3-like Metallo	beta-lactamases IS6-like hypothetical	protein hypothetical	protein Putative	cytoplasmic	protein	(Fragment) Protein	of	uncharacterised	function	(DUF2913) Putative	cytoplasmic	protein 100.0 4
QnrB1__562978__Enterobacter_cloacae hypothetical	protein DSBA	oxidoreductase Replication	initiation	protein Enoyl-CoA	hydratase IS3000-like Putative	transcriptional	activator QnrB1 Bacteriophage	lambda	tail	assembly	I 100.0 4
QnrB1__582624__Klebsiella_pneumoniae_subsp._pneumoniae Antimicrobial	peptide	ABC	transporter	permease Putative	transcriptional	activator QnrB1 Oxidoreductase IS6-like Osmotically	inducible	protein	C TetR	family	transcriptional	regulator Alkylhydroperoxidase Thioredoxin N-ethylmaleimide	reductase DSBA	Oxidoreductase 3-oxoacyl-[acyl-carrier-protein]	reductase Aminotransferase Glucose-1-phosphate	thymidylyltransferase hypothetical	protein 100.0 6
QnrB1__582309__Klebsiella_pneumoniae_subsp._pneumoniae HipB HipA Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein Type	II	secretion	protein hypothetical	protein hypothetical	protein IS3000-like Putative	transcriptional	activator QnrB1 Oxidoreductase 100.0 1
QnrB1__740146__Klebsiella_pneumoniae Putative	transcriptional	activator QnrB1 Putative	oxidoreductase	YghA IS6-like TniA	transposase Urf2	protein Mercuric	ion	transport	protein Mercuric	resistance	regulator	protein	MerD Mercuric	reductase Mercury	transport	protein	MerC Periplasmic	mercury	ion-binding	protein MerT	mercuric	transport	protein Phosphotransferase	of	PTS	system	(Fragment) Uncharacterised	protein hypothetical	protein Addiction	module	toxin	RelE XRE-like	antitoxin	protein Antitoxin	HigA 100.0 12

QnrB1__1050021__Salmonella_enterica hypothetical	protein HipB HipA Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein IS3000-like Putative	transcriptional	activator QnrB1 Oxidoreductase 100.0 2
QnrB1__665694__Enterobacter_hormaechei_subsp._xiangfangensis hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein DNA-binding	protein Membrane	protein hypothetical	protein hypothetical	protein IS3000-like Putative	transcriptional	activator QnrB1 Oxidoreductase 100.0 1
QnrB1__853052__Klebsiella_pneumoniae Modification	methylase	EcoRII Transposase Protein	SamB transposase-like hypothetical	protein hypothetical	protein Chlorite	dismutase Mobile	element	protein transposase-like hypothetical	protein Glutamine	ABC	transporter	ATP-binding	protein Psp	operon	transcriptional	activator	PspF QnrB1 hypothetical	protein Glutamine	ABC	transporter	ATP-binding	protein hypothetical	protein Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) DNA	replication	protein	DnaC IS21-like Transposase	DDE	domain	protein hypothetical	protein 100.0 40
QnrB1__583538__Klebsiella_quasipneumoniae_subsp._similipneumoniae hypothetical	protein Transposase	and	inactivated	derivatives,	TnpA	family IS3000-like Putative	transcriptional	activator QnrB1 Oxidoreductase IS6-like L-lysine	2,3-aminomutase IncFII	family	plasmid	replication	regulatory	initiator Replcation	regulatory	protein Endonuclease Uncharacterised	protein PF10881	family	protein Uncharacterised	protein Uncharacterised	protein Fertility	inhibition	protein TraX	protein hypothetical	protein 100.0 1
QnrB7__796893__Escherichia_coli DNA	topoisomerase	III DNA-binding	protein Hyprothetical	protein hypothetical	protein Zinc	metalloproteinase	Mpr	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein transposase-like IS3000-like QnrB7 100.0 9
QnrB1__1679443__Salmonella_enterica_subsp._enterica_serovar_Infantis Zinc	metalloproteinase	Mpr	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein IS3000-like Protein	singed QnrB1 Probable	transcriptional	regulatory	protein	YE2395 100.0 2
QnrB1__1886586__Klebsiella_pneumoniae FMN-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein IS3000-like hypothetical	protein QnrB1 Oxidoreductase 98.9 1

QnrB1__567785__Klebsiella_pneumoniae MFS	transporter MgtC	protein Putative	ATPase Catalase-peroxidase LysR	family	transcriptional	regulator IS3000-like QnrB1 Oxidoreductase 100.0 1
QnrB1__776120__Enterobacter_sp._HN503E2II GNAT	family	acetyltransferase Haloalkane	dehalogenase	1 Two-component	system	response	regulator ATPase Cytochrome	C	biogenesis	protein Trans-aconitate	2-methyltransferase GDP-mannose	pyrophosphatase IS3000-like Putative	transcriptional	activator QnrB1 Putative	oxidoreductase	YghA 100.0 3
QnrB37__758777__Enterobacteriaceae_bacterium_CCUG_66741 DNA	topoisomerase	4	subunit	A TIGR00156	family	protein Two	component	transcriptional	regulator,	winged	helix	family Integral	membrane	sensor	signal	transduction	histidine	kinase NADPH	quinone	reductase	MdaB Quinol	monooxygenase	YgiN Oxidoreductase Diguanylate	cyclase/phosphodiesterase Chloramphenicol	acetyltransferase hypothetical	protein QnrB37 DNA	topoisomerase	4	subunit	B Esterase 3',5'-cyclic	adenosine	monophosphate	phosphodiesterase	CpdA YqiB ADP-ribose	diphosphatase Outer	membrane	channel	protein UPF0441	protein	YgiB Glutathionylspermidine	synthase Dioxygenase Zinc	transporter	ZupT 91.6 1
QnrB1__1809077__Enterobacter_hormaechei Aldehyde	dehydrogenase	family	protein Antibiotic	biosynthesis	monooxygenase Amino	acid-binding	protein Regulatory	protein	ArsR MarR	family	transcriptional	regulator Hemolysin	secretion	protein	D Major	facilitator	superfamily	permease Uncharacterized	membrane-anchored	protein	YjiN,	DUF445	family Uncharacterised	protein Succinate-semialdehyde	dehydrogenase	[NADP+] Putative	porin QnrB1 Oxidoreductase 100.0 2

QnrB7__480593__Salmonella_enterica_subsp._enterica_serovar_Newport_str._SHSN013 hypothetical	protein QnrB7 99.5 1
QnrB7__782349__Klebsiella_pneumoniae hypothetical	protein QnrB7 99.1 1
QnrB1__612937__Klebsiella_pneumoniae UPF0126	inner	membrane	protein	YadS transposase-like Putative	transcriptional	activator QnrB1 hypothetical	protein hypothetical	protein hypothetical	protein Lipoprotein Arginine	transport	ATP-binding	protein	ArtP ABC	superfamily	(Bind	prot),	arginine	transport	system L-arginine	ABC	transporter	membrane	protein Arginine	transport	system	permease	protein	ArtM Arginine	ABC	transporter Sensor	histidine	kinase Response	regulator 23S	rRNA	(uracil(747)-C(5))-methyltransferase	RlmC 100.0 1
QnrB1__878120__Klebsiella_pneumoniae hypothetical	protein transposase-like IS66-like Transposase	ORF	1,	IS66	family hypothetical	protein Transposase Endonuclease Replication	regulatory	protein	repA2 Replication	initiation	protein	belongs	to	the	incFII	repa	family Putative	cytoplasmic	protein Protein	of	uncharacterised	function	(DUF2913) Truncated	IS26	transposase IS6-like Psp	operon	transcriptional	activator	PspF QnrB1 hypothetical	protein Putative	resolvase Invertase/recombinase	like	protein Putative	addiction	module	toxin TnpA	transposase IntI1-like Rifampicin	ADP-ribosylatin	transferase hypothetical	protein Aminoglycoside	6-N-acetyltransferase 16S	rRNA	methylase	RmtF hypothetical	protein 100.0 7
QnrB1__398545__Salmonella_enterica_subsp._enterica_serovar_Typhimurium hypothetical	protein QnrB1 IS3000-like Linear	amide	C-N	hydrolase hypothetical	protein Uptake	hydrogenase	small	subunit Hydrogenase Ni/Fe-hydrogenase,	b-type	cytochrome	subunit Hydrogenase	expression/formation	protein Hydrogenase	formation	protein Hydrogenase 100.0 1
QnrB1__848133__Klebsiella_pneumoniae hypothetical	protein Conjugal	transfer	protein	TraE TraO hypothetical	protein TraG Endonuclease hypothetical	protein IS3000-like Psp	operon	transcriptional	activator	PspF QnrB1 IS3000-like TnpA hypothetical	protein transposase-like hypothetical	protein 100.0 2
QnrB1__740157__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein IS1-like Transposase Endonuclease Replication	regulatory	protein	repA2 Replication	initiation	protein	belongs	to	the	incFII	repa	family Putative	cytoplasmic	protein Protein	of	uncharacterised	function	(DUF2913) IS6-like Psp	operon	transcriptional	activator	PspF QnrB1 IS3000-like transposase-like UPF0126	inner	membrane	protein	YadS Cation-efflux	system	membrane	protein EamA	family	transporter hypothetical	protein 100.0 1
QnrB1__1816800__Klebsiella_pneumoniae hypothetical	protein IS3000-like Putative	transcriptional	activator QnrB1 Oxidoreductase transposase-like hypothetical	protein 100.0 1

QnrB64__1832382__Klebsiella_pneumoniae_plasmid QnrB64 99.1 2
QnrB19__762988__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Conjugal	transfer	protein Phospholipase	D	family	protein hypothetical	protein Putative	RepA	protein Protein	of	uncharacterised	function	(DUF2913) Phage	shock	protein	F	(Fragment) QnrB19 Glutathione	synthetase IS110-like Integrase	core	domain	protein IS3-like hypothetical	protein 100.0 3
QnrB19__764263__Klebsiella_quasipneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Conjugal	transfer	protein Phospholipase	D	family	protein Putative	RepA	protein Protein	of	uncharacterised	function	(DUF2913) Phage	shock	protein	F	(Fragment) QnrB19 Insertion	element	IS1	protein	InsB transposase-like Transposon	Tn1721	resolvase Aerotaxis	receptor 100.0 1
QnrB19__1856368__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Conjugal	transfer	protein Phospholipase	D	family	protein Putative	RepA	protein Protein	of	uncharacterised	function	(DUF2913) Phage	shock	protein	F	(Fragment) QnrB19 IS110-like transposase-like 100.0 1

QnrB19__299531__Salmonella_enterica_subsp._enterica_serovar_Enteritidis hypothetical	protein QnrB19 hypothetical	protein MobA Mobilization	protein	mbeC 100.0 13
QnrB19__777141__Escherichia_coli Phosphonomutase transposase-like Beta-lactamase IS1182-like hypothetical	protein Replication	initiation	protein MobD MobB MobC	family	mobilization	protein hypothetical	protein QnrB19 100.0 751
QnrB19__153511__Salmonella_enterica hypothetical	protein MobA MobC	family	mobilization	protein hypothetical	protein QnrB19 hypothetical	protein 100.0 340
QnrB19__764218__Klebsiella_pneumoniae hypothetical	protein QnrB19 hypothetical	protein Uncharacterised	protein Mobilization	protein	A Mobilization	protein 100.0 16
QnrB19__1036294__Salmonella_enterica hypothetical	protein MobA MobC	family	mobilization	protein hypothetical	protein QnrB19 100.0 8

QnrB19__1444620__Escherichia_coli MobA MobC	family	mobilization	protein Conjugal	transfer	pilin	subunit	TraA QnrB19 100.0 10
QnrB19__1273459__Salmonella_enterica QnrB19 hypothetical	protein Mobilization	protein	mbeA MobC	family	mobilization	protein Conjugal	transfer	pilin	subunit	TraA hypothetical	protein 100.0 3
QnrB19__654551__Salmonella_enterica MbkB	protein MobC Regulatory	protein	rop	(Fragment) hypothetical	protein QnrB19 hypothetical	protein MobD hypothetical	protein 100.0 494
QnrB19__245570__Salmonella_enterica QnrB19 hypothetical	protein hypothetical	protein Mobilization	protein	MobA 100.0 2
QnrB19__1854145__Escherichia_coli Orf4	protein hypothetical	protein QnrB19 hypothetical	protein 100.0 394
QnrB19__737751__Escherichia_coli hypothetical	protein Orf4	protein hypothetical	protein QnrB19 AAA	domain	protein 100.0 1654
QnrB19__1833314__Klebsiella_pneumoniae_plasmid hypothetical	protein Orf4	protein hypothetical	protein QnrB19 Replication	protein hypothetical	protein Resolvase hypothetical	protein Uncharacterised	protein Virulence-associated	protein	vagC Ribonuclease	VapC hypothetical	protein hypothetical	protein hypothetical	protein Microcin	E492	secretion	protein	MceH hypothetical	protein 100.0 1141
QnrB19__1492303__Escherichia_coli hypothetical	protein Orf4	protein Lysis	protein	for	colicin	N Colicin-D	immunity	protein Colicin-D Entry	exclusion	protein	1 Putative	entry	exclusion	protein hypothetical	protein MbkA	protein Mobilization	protein Conjugal	transfer	pilin	subunit	TraA QnrB19 100.0 165
QnrB19__230187__Salmonella_enterica_subsp._enterica_serovar_Heidelberg hypothetical	protein Orf4	protein Replication	initiation	protein hypothetical	protein QnrB19 100.0 60
QnrB19__1028663__Salmonella_enterica IS1294-like IS91-like Orf4	protein hypothetical	protein QnrB19 100.0 3
QnrB19__867006__Escherichia_coli Regulatory	protein	rop	(Fragment) hypothetical	protein QnrB19 hypothetical	protein 100.0 7
QnrB19__1828512__Escherichia_coli Orf4	protein Conjugal	transfer	pilin	subunit	TraA QnrB19 100.0 8

QnrB19__882503__Salmonella_enterica QnrB19 hypothetical	protein Orf4	protein hypothetical	protein 100.0 3
QnrB19__1633465__Salmonella_enterica_subsp._enterica_serovar_Kentucky hypothetical	protein Conjugal	transfer	pilin	subunit	TraA QnrB19 hypothetical	protein 100.0 65
QnrB19__1890404__Escherichia_coli hypothetical	protein hypothetical	protein QnrB19 hypothetical	protein hypothetical	protein hypothetical	protein 100.0 13

QnrB19__1489115__Escherichia_coli hypothetical	protein Alpha-hemolysin Lysis	protein	for	colicin	N Colicin-D	immunity	protein Colicin-D Entry	exclusion	protein	1 Putative	entry	exclusion	protein hypothetical	protein MbkA	protein Mobilization	protein Conjugal	transfer	pilin	subunit	TraA QnrB19 hypothetical	protein 100.0 368
QnrB19__918810__Escherichia_coli hypothetical	protein Mobilization	protein Regulatory	protein	rop	(Fragment) hypothetical	protein QnrB19 hypothetical	protein NYN	domain	protein hypothetical	protein Putative	mobilization	protein	MobA 100.0 7
QnrB19__1508088__Escherichia_coli Plasmid	mobilization	protein hypothetical	protein QnrB19 hypothetical	protein hypothetical	protein Putative	modification	methylase	EcoRI Restriction	endonuclease 100.0 3
QnrB19__1884985__Bifidobacterium_bifidum Mobilization	protein Regulatory	protein	rop	(Fragment) hypothetical	protein QnrB19 hypothetical	protein hypothetical	protein 100.0 14
QnrB19__373350__Salmonella_enterica_subsp._enterica_serovar_London QnrB19 hypothetical	protein 100.0 3
QnrB19__614644__Enterobacter_roggenkampii hypothetical	protein hypothetical	protein hypothetical	protein QnrB19 hypothetical	protein YgdR RNA	polymerase hypothetical	protein 100.0 9
QnrB19__763129__Klebsiella_pneumoniae IS1-like hypothetical	protein hypothetical	protein QnrB19 Insertion	element	IS1	1	protein	InsA 99.5 9
QnrB19__763003__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein QnrB19 hypothetical	protein ISEc9-like Putative	membrane	protein 100.0 1058
QnrB2__494424__Klebsiella_pneumoniae hypothetical	protein QnrB2 hypothetical	protein Dihydropteroate	synthase Bacterial	regulatory	s,	luxR	family	protein Helicase	family	protein	(Fragment) Recombinase hypothetical	protein Arsenate	reductase Arsenical	pump	membrane	protein Arsenical	pump-driving	ATPase 99.5 1
QnrB19__1144016__Salmonella_enterica hypothetical	protein QnrB19 IgA	Peptidase	M64 100.0 1
QnrB19__615612__Enterobacter_hormaechei_subsp._steigerwaltii Beta-lactamase QnrB19 hypothetical	protein hypothetical	protein AacC 10	kDa	chaperonin 60	kDa	chaperonin	2 transposase-like ISEc58-like QACEdelta1	(Fragment) hypothetical	protein 100.0 6
QnrB19__762961__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Conjugal	transfer	protein Phospholipase	D	family	protein hypothetical	protein Putative	RepA	protein Protein	of	uncharacterised	function	(DUF2913) Phage	shock	protein	F	(Fragment) QnrB19 IS1	transposase transposase-like DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein ResD ParA Nuc hypothetical	protein IS6-like 100.0 94
QnrB19__763295__Klebsiella_pneumoniae Phage	shock	protein	F	(Fragment) QnrB19 IS1	transposase transposase-like hypothetical	protein DNA-binding	protein Toxin-antitoxin	system,	toxin	component hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein ResD ParA Nuc hypothetical	protein YajA	protein 100.0 4
QnrB19__764339__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein HNH	endonuclease hypothetical	protein Lxr	domain	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) QnrB19 hypothetical	protein ISEc9-like DNA	replication	protein	DnaC Cytosine-specific	methyltransferase Restriction	endonuclease hypothetical	protein PF12957	domain	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein 100.0 66
QnrB19__1854198__Escherichia_coli QnrB19 hypothetical	protein 100.0 2
QnrB19__669930__Enterobacter_hormaechei_subsp._steigerwaltii IS6-like QnrB19 hypothetical	protein hypothetical	protein Kanamycin	resistance	protein IS6-like 100.0 2
QnrB19__1813739__Klebsiella_pneumoniae QnrB19 hypothetical	protein 100.0 5
QnrB19__155204__Salmonella_enterica hypothetical	protein QnrB19 Transposase,	IS6	family 100.0 7
QnrB19__671319__Citrobacter_freundii D-specific	alpha-keto	acid	dehydrogenase hypothetical	protein High-affinity	choline	transporter IS6-like Repressor	protein Tetracycline	resistance	protein NAD-dependent	epimerase hypothetical	protein IS6-like QnrB19 IS6-like TniA	transposase Urf2	protein Mercuric	ion	transport	protein Mercuric	resistance	regulator	protein	MerD Mercuric	reductase Mercury	transport	protein	MerC Periplasmic	mercury	ion-binding	protein hypothetical	protein Phosphotransferase	of	PTS	system	(Fragment) IS110-like 100.0 171

QnrB19__1366061__Escherichia_coli QnrB19 Ankyrin	repeat	family	protein 100.0 19
QnrB32__608838__Serratia_marcescens Putative	membrane	protein Putative	membrane	protein Tautomerase 3-oxoacyl-ACP	reductase LysR	family	transcriptional	regulator MFS	transporter hypothetical	protein Uncharacterised	protein LacI	family	transcriptional	regulator AP	endonuclease Putative	oxidoreductase Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein QnrB32 MarR	family	transcriptional	regulator Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 81.3 5
QnrB37__636104__Serratia_marcescens_BIDMC_81 Colicin	transporter Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein Putative	membrane	protein Putative	membrane	protein MFS	transporter hypothetical	protein Uncharacterised	protein LacI	family	transcriptional	regulator AP	endonuclease Putative	oxidoreductase Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein QnrB37 Uncharacterised	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 80.8 3
QnrB37__1883541__Enterobacter_sp._RJAL6 hypothetical	protein Uncharacterised	protein Putative	membrane	protein MFS	transporter hypothetical	protein Uncharacterised	protein LacI	family	transcriptional	regulator AP	endonuclease Putative	oxidoreductase Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB37 Threonine	efflux	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC HTH-type	transcriptional	regulator	PuuR Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 80.8 1
QnrB37__785610__Serratia_marcescens Transposase	IS200	like Universal	stress	protein	F Uncharacterized	lipoprotein	ygdR Lipoprotein Colicin	transporter Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein Putative	membrane	protein Putative	membrane	protein MFS	transporter hypothetical	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Putative	exported	protein QnrB37 Threonine	efflux	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 80.8 4
QnrB37__866614__Serratia_ureilytica hypothetical	protein Colicin	transporter hypothetical	protein Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein Putative	membrane	protein Putative	membrane	protein MFS	transporter hypothetical	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Putative	exported	protein QnrB37 Threonine	efflux	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 80.8 1
QnrB32__1791289__Stenotrophomonas_sp._AS012707 hypothetical	protein hypothetical	protein Uncharacterized	lipoprotein	ygdR Putative	lipoprotein	YgdR Cell	envelope	integrity	inner	membrane	protein	TolA hypothetical	protein Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein Probable	diguanylate	cyclase	YedQ Putative	membrane	protein MFS	transporter hypothetical	protein Protein	of	uncharacterised	function	(DUF3279) Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB32 Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC HTH-type	transcriptional	regulator	PuuR Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA TetR	family	transcriptional	regulator 81.3 1
QnrB37__777370__Serratia_marcescens hypothetical	protein Uncharacterized	lipoprotein	ygdR Putative	lipoprotein	YgdR Cell	envelope	integrity	inner	membrane	protein	TolA hypothetical	protein Uncharacterised	protein Acetyltransferase Uncharacterised	protein Putative	membrane	protein Putative	membrane	protein MFS	transporter hypothetical	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB37 Threonine	efflux	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 80.8 24
QnrB37__1790187__Serratia_marcescens hypothetical	protein Uncharacterized	lipoprotein	ygdR Putative	lipoprotein	YgdR Cell	envelope	integrity	inner	membrane	protein	TolA hypothetical	protein Uncharacterised	protein Acetyltransferase Uncharacterised	protein Probable	diguanylate	cyclase	YedQ Putative	membrane	protein MFS	transporter hypothetical	protein Protein	of	uncharacterised	function	(DUF3279) Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB37 Threonine	efflux	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC HTH-type	transcriptional	regulator	PuuR Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 80.8 4
QnrB32__1790225__Serratia_marcescens hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Probable	diguanylate	cyclase	YedQ Putative	membrane	protein Tautomerase 3-oxoacyl-ACP	reductase LysR	family	transcriptional	regulator MFS	transporter hypothetical	protein Protein	of	uncharacterised	function	(DUF3279) Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein hypothetical	protein QnrB32 Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC HTH-type	transcriptional	regulator	PuuR Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA Putrescine	importer	PuuP 81.3 4
QnrB32__1865614__Serratia_marcescens IS1400	transposase	B Universal	stress	protein	F Uncharacterized	lipoprotein	ygdR Putative	lipoprotein	YgdR Colicin	transporter Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Putative	membrane	protein Putative	membrane	protein MFS	transporter hypothetical	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB32 Uncharacterised	protein Uncharacterised	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA hypothetical	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC HTH-type	transcriptional	regulator	PuuR Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 80.4 3
QnrB32__555273__Serratia_marcescens hypothetical	protein Universal	stress	protein	F Uncharacterized	lipoprotein	ygdR Putative	lipoprotein	YgdR Colicin	transporter Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Pyruvate	dehydrogenase Putative	membrane	protein Virulence-associated	protein	E hypothetical	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB32 Uncharacterised	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase V-type	ATP	synthase	beta	chain Xanthine/uracil/vitamin	C	permease Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA hypothetical	protein 80.4 10
QnrB32__1791497__Serratia_marcescens Isocitrate	dehydrogenase Universal	stress	protein	F Uncharacterized	lipoprotein	ygdR Putative	lipoprotein	YgdR Cell	envelope	integrity	inner	membrane	protein	TolA Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Probable	diguanylate	cyclase	YedQ Putative	membrane	protein MFS	transporter hypothetical	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB32 Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC HTH-type	transcriptional	regulator	PuuR Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA hypothetical	protein 81.3 3
QnrB32__807991__Serratia_marcescens Isocitrate	dehydrogenase	[NADP] Universal	stress	protein	F Uncharacterized	lipoprotein	ygdR Putative	lipoprotein	YgdR Cell	envelope	integrity	inner	membrane	protein	TolA Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Putative	membrane	protein Putative	membrane	protein MFS	transporter hypothetical	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB32 Uncharacterised	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA hypothetical	protein Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 80.4 23
QnrB32__554810__Serratia_marcescens Isocitrate	dehydrogenase	[NADP] Universal	stress	protein	F Uncharacterized	lipoprotein	ygdR Putative	lipoprotein	YgdR Cell	envelope	integrity	inner	membrane	protein	TolA Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Pyruvate	dehydrogenase Putative	membrane	protein Virulence-associated	protein	E hypothetical	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein QnrB32 Uncharacterised	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA hypothetical	protein Cyclopentanol	dehydrogenase V-type	ATP	synthase	beta	chain Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA 81.2 1

QnrB32__1865470__Serratia_marcescens hypothetical	protein Uncharacterised	protein Putative	membrane	protein Putative	membrane	protein MFS	transporter hypothetical	protein Uncharacterised	protein LacI	family	transcriptional	regulator AP	endonuclease Putative	oxidoreductase Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB32 Uncharacterised	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC HTH-type	transcriptional	regulator	PuuR Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA hypothetical	protein 81.8 1
QnrB32__554700__Serratia_marcescens hypothetical	protein Tautomerase 3-oxoacyl-ACP	reductase LysR	family	transcriptional	regulator Proton	glutamate	symport	protein hypothetical	protein Uncharacterised	protein LacI	family	transcriptional	regulator AP	endonuclease Putative	oxidoreductase Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB32 MarR	family	transcriptional	regulator Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase V-type	ATP	synthase	beta	chain Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA hypothetical	protein 81.8 3
QnrB32__620293__Serratia_marcescens_LCT-SM262 Uncharacterised	protein Acetyltransferase Uncharacterised	protein Putative	membrane	protein Putative	membrane	protein hypothetical	protein hypothetical	protein Uncharacterised	protein LacI	family	transcriptional	regulator AP	endonuclease Putative	oxidoreductase Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB32 MarR	family	transcriptional	regulator Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA hypothetical	protein 81.8 2

QnrB32__610146__Serratia_marcescens hypothetical	protein Tautomerase 3-oxoacyl-ACP	reductase LysR	family	transcriptional	regulator MFS	transporter hypothetical	protein Uncharacterised	protein LacI	family	transcriptional	regulator AP	endonuclease Putative	oxidoreductase Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB32 Threonine	efflux	protein Cold	shock-like	protein Hydrolase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Xanthine/uracil/vitamin	C	permease Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD hypothetical	protein 81.8 1
QnrB32__939233__Serratia_sp._SRS-8-S-2018 Putative	membrane	protein Tautomerase 3-oxoacyl-ACP	reductase LysR	family	transcriptional	regulator MFS	transporter hypothetical	protein Uncharacterised	protein LacI	family	transcriptional	regulator AP	endonuclease Putative	oxidoreductase Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB32 Threonine	efflux	protein hypothetical	protein Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA Putrescine	importer	PuuP 81.3 12
QnrB32__822014__Serratia_marcescens hypothetical	protein hypothetical	protein Uncharacterised	protein LacI	family	transcriptional	regulator AP	endonuclease Putative	oxidoreductase Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB32 Threonine	efflux	protein hypothetical	protein Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Neutral	amino-acid	efflux	system Bifunctional	transcriptional	activator/DNA	repair	enzyme	Ada Proline	hydroxylase Putative	S-adenosyl-L-methionine-dependent	methyltransferase	TehB Uncharacterised	protein 81.3 2
QnrB32__822071__Serratia_marcescens hypothetical	protein hypothetical	protein Uncharacterised	protein LacI	family	transcriptional	regulator AP	endonuclease Putative	oxidoreductase Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein Gluconolaconase QnrB32 Threonine	efflux	protein hypothetical	protein Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Oxidoreductase	alpha	(Molybdopterin)	subunit HTH-type	transcriptional	regulator	GltR Lactoylglutathione	lyase Exoribonuclease	2 hypothetical	protein 81.3 7

QnrB71__676006__Buttiauxella_brennerae_ATCC_51605 Phage	P4-associated	integrase hypothetical	protein hypothetical	protein Phage	polarity	suppression	protein Transthyretin	family	protein Ner	family	regulatory	protein Adenylyl	cyclase Diguanylate	cyclase/phosphodiesterase Putative	dTDP-glucose	pyrophosphorylase QnrB71 Serine	protein	kinase	RIO GCN5	family	N-acetyltransferase Rhodanese	family	sulfurtransferase Corresponds	to	STY2919	from	Accession	AL513382:	Salmonella	typhi	CT18 YghW	family	protein L-alanine	exporter	AlaE Putative	cytoplasmic	protein Membrane-anchored	ribosome-binding	protein,	inhibits	growth	in	stationary	phase,	ElaB/YqjD/DUF883	family GntR	family	transcriptional	regulator/aspartate	aminotransferase Alkyl	hydroperoxide	reductase	AhpD Glutaredoxin-like	protein Protein	NrdI Ribonucleoside-diphosphate	reductase hypothetical	protein 83.6 1
QnrB70__535827__Yersinia_pekkanenii hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein LexA	repressor AlpA	family	transcriptional	regulator Integrase	family	protein Inner	membrane	protein	yqjF Glutathione	S-transferase,	omega HTH-type	transcriptional	activator	AllS Pirin-like	protein	yhaK NADP-dependent	alcohol	dehydrogenase Cupin	domain-containing	protein Membrane	protein QnrB70 Protein	tyrosine	phosphatase Outer	membrane	autotransporter Uncharacterised	protein Ribosomal	RNA	small	subunit	methyltransferase	I hypothetical	protein 72.8 2
QnrB12__508620__Yersinia_mollaretii Modulator	protein	MzrA Periplasmic	protein	YqjC Putative	membrane	protein	YqjD Inner	membrane	protein	yqjE Inner	membrane	protein	YqjK Inner	membrane	protein	yqjF Glutathione	S-transferase,	omega HTH-type	transcriptional	activator	AllS Pirin-like	protein	yhaK NADP-dependent	alcohol	dehydrogenase Transcriptional	regulator Acyltransferase Multidrug	ABC	transporter	permease QnrB12 hypothetical	protein Ribosomal	RNA	small	subunit	methyltransferase	I Penicillin-binding	protein	activator	LpoA UPF0102	protein	ERS008437	03945 DnaA	initiator-associating	protein	DiaA Conserved	putative	exported	protein Biosynthetic	peptidoglycan	transglycosylase Glyoxalase Aerobic	respiration	control	sensor	protein 73.8 3
QnrB19__509174__Yersinia_aleksiciae hypothetical	protein HTH-type	transcriptional	activator	AllS Pirin-like	protein	yhaK Transcriptional	regulator hypothetical	protein Transcriptional	regulator NADP-dependent	alcohol	dehydrogenase Cupin	domain-containing	protein LysR	family	transcriptional	regulator Transcriptional	regulator QnrB19 Ribosomal	RNA	small	subunit	methyltransferase	I Penicillin-binding	protein	activator	LpoA UPF0102	protein	ERS008498	03512 DnaA	initiator-associating	protein	DiaA Conserved	putative	exported	protein Biosynthetic	peptidoglycan	transglycosylase Glyoxalase Aerobic	respiration	control	sensor	protein hypothetical	protein 76.6 3
QnrB19__508222__Yersinia_bercovieri hypothetical	protein Putative	membrane	protein	YqjD Inner	membrane	protein	yqjE Inner	membrane	protein	YqjK Inner	membrane	protein	yqjF Glutathione	S-transferase,	omega HTH-type	transcriptional	activator	AllS Pirin-like	protein	yhaK NADP-dependent	alcohol	dehydrogenase Cupin	domain-containing	protein LysR	family	transcriptional	regulator Transcriptional	regulator Secretion	protein	HlyD	family	protein Multidrug	ABC	transporter	permease QnrB19 Ribosomal	RNA	small	subunit	methyltransferase	I Penicillin-binding	protein	activator	LpoA UPF0102	protein	ERS008498	03512 DnaA	initiator-associating	protein	DiaA Conserved	putative	exported	protein Biosynthetic	peptidoglycan	transglycosylase Glyoxalase Aerobic	respiration	control	sensor	protein hypothetical	protein 76.1 1
QnrB4__508236__Yersinia_bercovieri Periplasmic	protein	YqjC Putative	membrane	protein	YqjD Inner	membrane	protein	yqjE Inner	membrane	protein	YqjK Inner	membrane	protein	yqjF Glutathione	S-transferase,	omega HTH-type	transcriptional	activator	AllS Pirin-like	protein	yhaK NADP-dependent	alcohol	dehydrogenase LysR	family	transcriptional	regulator Transcriptional	regulator Secretion	protein	HlyD	family	protein Multidrug	ABC	transporter	permease QnrB4 Ribosomal	RNA	small	subunit	methyltransferase	I Penicillin-binding	protein	activator	LpoA UPF0102	protein	ERS008498	03512 DnaA	initiator-associating	protein	DiaA Conserved	putative	exported	protein Biosynthetic	peptidoglycan	transglycosylase Glyoxalase Aerobic	respiration	control	sensor	protein hypothetical	protein 73.8 4
QnrB19__865935__Yersinia_bercovieri Exu	regulon	transcriptional	regulator Putative	lipoprotein Putative	DedA-family	membrane	protein Modulator	protein	MzrA Periplasmic	protein	YqjC Putative	membrane	protein	YqjD Inner	membrane	protein	yqjE Inner	membrane	protein	YqjK Inner	membrane	protein	yqjF Glutathione	S-transferase,	omega HTH-type	transcriptional	activator	AllS Pirin-like	protein	yhaK NADP-dependent	alcohol	dehydrogenase LysR	family	transcriptional	regulator QnrB19 Uncharacterised	protein PGAP1-like	family	protein Putative	resolvase Uncharacterised	protein hypothetical	protein Ribosomal	RNA	small	subunit	methyltransferase	I Penicillin-binding	protein	activator	LpoA UPF0102	protein	ERS008498	03512 DnaA	initiator-associating	protein	DiaA hypothetical	protein 75.6 1
QnrB19__509190__Yersinia_kristensenii hypothetical	protein HTH-type	transcriptional	activator	AllS Pirin-like	protein	yhaK Putative	formaldehyde	dehydrogenase	adhA 3-hydroxy	acid	dehydrogenase Cupin	domain-containing	protein Auxin-induced	protein	PCNT115 Putative	transcriptional	regulator Transcriptional	regulator Secretion	protein	HlyD	family	protein Multidrug	ABC	transporter	permease QnrB19 Ribosomal	RNA	small	subunit	methyltransferase	I Penicillin-binding	protein	activator	LpoA UPF0102	protein	ERS008491	03601 DnaA	initiator-associating	protein	DiaA Conserved	putative	exported	protein Biosynthetic	peptidoglycan	transglycosylase Glyoxalase Aerobic	respiration	control	sensor	protein hypothetical	protein 76.1 3
QnrB19__508593__Yersinia_kristensenii hypothetical	protein HTH-type	transcriptional	activator	AllS Pirin-like	protein	yhaK Putative	formaldehyde	dehydrogenase	adhA 3-hydroxy	acid	dehydrogenase Cupin	domain-containing	protein Auxin-induced	protein	PCNT115 Putative	transcriptional	regulator Transcriptional	regulator Secretion	protein	HlyD	family	protein Multidrug	ABC	transporter	permease QnrB19 hypothetical	protein hypothetical	protein hypothetical	protein Ribosomal	RNA	small	subunit	methyltransferase	I Penicillin-binding	protein	activator	LpoA hypothetical	protein DnaA	initiator-associating	protein	DiaA Conserved	putative	exported	protein Biosynthetic	peptidoglycan	transglycosylase Glyoxalase Aerobic	respiration	control	sensor	protein	arcB 76.6 2
QnrB19__508573__Yersinia_kristensenii hypothetical	protein HTH-type	transcriptional	activator	AllS Pirin-like	protein	yhaK Putative	formaldehyde	dehydrogenase	adhA 3-hydroxy	acid	dehydrogenase Cupin	domain-containing	protein Auxin-induced	protein	PCNT115 Putative	transcriptional	regulator Transcriptional	regulator Secretion	protein	HlyD	family	protein Multidrug	ABC	transporter	permease QnrB19 Ribosomal	RNA	small	subunit	methyltransferase	I Penicillin-binding	protein	activator	LpoA hypothetical	protein DnaA	initiator-associating	protein	DiaA Conserved	putative	exported	protein Biosynthetic	peptidoglycan	transglycosylase Glyoxalase Aerobic	respiration	control	sensor	protein 76.1 1
QnrB19__509180__Yersinia_kristensenii Glutathione	S-transferase,	omega HTH-type	transcriptional	activator	AllS Pirin-like	protein	yhaK Putative	formaldehyde	dehydrogenase	adhA hypothetical	protein Cupin	domain-containing	protein Auxin-induced	protein	PCNT115 Putative	transcriptional	regulator Transcriptional	regulator Secretion	protein	HlyD	family	protein Multidrug	ABC	transporter	permease QnrB19 Uncharacterised	protein Ribosomal	RNA	small	subunit	methyltransferase	I Penicillin-binding	protein	activator	LpoA UPF0102	protein	ERS008491	03601 DnaA	initiator-associating	protein	DiaA Conserved	putative	exported	protein Biosynthetic	peptidoglycan	transglycosylase Glyoxalase Aerobic	respiration	control	sensor	protein 77.1 4
QnrB19__778772__Yersinia_kristensenii Glutathione	S-transferase,	omega HTH-type	transcriptional	activator	AllS Pirin-like	protein	yhaK Putative	formaldehyde	dehydrogenase	adhA hypothetical	protein Cupin	domain-containing	protein Auxin-induced	protein	PCNT115 Putative	transcriptional	regulator Transcriptional	regulator Secretion	protein	HlyD	family	protein Multidrug	ABC	transporter	permease QnrB19 Uncharacterised	protein Ribosomal	RNA	small	subunit	methyltransferase	I Penicillin-binding	protein	activator	LpoA UPF0102	protein	ERS008491	03601 DnaA	initiator-associating	protein	DiaA Conserved	putative	exported	protein Biosynthetic	peptidoglycan	transglycosylase Glyoxalase Aerobic	respiration	control	sensor	protein 77.1 2
QnrB19__702214__Yersinia_kristensenii Glutathione	S-transferase,	omega HTH-type	transcriptional	activator	AllS Pirin-like	protein	yhaK hypothetical	protein Putative	formaldehyde	dehydrogenase	adhA hypothetical	protein Cupin	domain-containing	protein Auxin-induced	protein	PCNT115 Putative	transcriptional	regulator Transcriptional	regulator Secretion	protein	HlyD	family	protein Multidrug	ABC	transporter	permease QnrB19 Membrane	protein hypothetical	protein 76.1 1
QnrB19__1772071__Escherichia_coli hypothetical	protein QnrB19 hypothetical	protein ISEc9-like Universal	stress	protein	A Universal	stress	protein	B Low-affinity	inorganic	phosphate	transporter	1 Uncharacterized	protein	YhiN Inner	membrane	protein	YhiM Putative	uncharacterized	protein	YhiL hypothetical	protein 100.0 10
QnrB1__583437__Klebsiella_pneumoniae_subsp._pneumoniae Putative	transcriptional	activator QnrB1 Oxidoreductase IS6-like hypothetical	protein hypothetical	protein ATP/GTP-binding	protein	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein Cytosine-specific	methyltransferase hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
QnrB19__508607__Yersinia_mollaretii Integrase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Putative	resolvase hypothetical	protein Type	I	restriction-modification	system	methyltransferase	subunit QnrB19 Multidrug	ABC	transporter	permease Acyltransferase Transcriptional	regulator NADP-dependent	alcohol	dehydrogenase Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Inner	membrane	protein	yqjF Inner	membrane	protein	YqjK Inner	membrane	protein	yqjE Putative	membrane	protein	YqjD Periplasmic	protein	YqjC Modulator	protein	MzrA Putative	DedA-family	membrane	protein 77.1 1
QnrB19__1569439__Escherichia_coli QnrB19 Ankyrin	repeat	family	protein hypothetical	protein DNA-binding	protein Chemotaxis	protein	A hypothetical	protein hypothetical	protein Acyl-CoA--6-aminopenicillanic	acid	acyl-transferase Kanamycin	resistance	protein Uncharacterised	protein Uncharacterised	protein TaxB hypothetical	protein 100.0 3
QnrB19__387161__Salmonella_enterica_subsp._enterica_serovar_Enteritidis hypothetical	protein QnrB19 Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein DNA-binding	protein DNA	topoisomerase	III hypothetical	protein hypothetical	protein Micrococcal	nuclease Uncharacterised	protein Uncharacterised	protein TaxB PilX11 Type	IV	secretory	pathway	VirB10	component 100.0 3
QnrB19__326894__Salmonella_enterica_subsp._enterica_serovar_Corvallis hypothetical	protein QnrB19 Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA hypothetical	protein DNA-binding	protein DNA	topoisomerase	III hypothetical	protein hypothetical	protein Micrococcal	nuclease Uncharacterised	protein Uncharacterised	protein TaxB PilX11 hypothetical	protein 100.0 4

QnrB19__387164__Salmonella_enterica_subsp._enterica_serovar_Enteritidis Type	IV	secretory	pathway	VirB10	component PilX11 TaxB Uncharacterised	protein Uncharacterised	protein Micrococcal	nuclease hypothetical	protein hypothetical	protein DNA	topoisomerase	III DNA-binding	protein hypothetical	protein Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA QnrB19 hypothetical	protein 100.0 8
QnrB71__597074__Buttiauxella_agrestis_ATCC_33320 Phage	immunity	repressor	protein Phage	protein Phage	protein hypothetical	protein Phage-associated	DNA	replication	protein Phage-associated	DNA	primase/replicative	helicase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transthyretin	family	protein Ner	family	regulatory	protein QnrB71 Serine	protein	kinase	RIO Membrane	protein NAD-dependent	malic	enzyme AraC	family	transcriptional	regulator p-hydroxybenzoic	acid	efflux	pump	subunit	AaeB hypothetical	protein Cyclopropane-fatty-acyl-phospholipid	synthase S-adenosylmethionine	synthase Rhodanese	family	sulfurtransferase Corresponds	to	STY2919	from	Accession	AL513382:	Salmonella	typhi	CT18 L-alanine	exporter	AlaE hypothetical	protein 86.9 1
QnrB19__976038__Salmonella_enterica hypothetical	protein Plasmid	maintenance	system	killer	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein QnrB19 hypothetical	protein 100.0 2
QnrB1__583504__Klebsiella_pneumoniae_subsp._pneumoniae hypothetical	protein hypothetical	protein hypothetical	protein Cytosine-specific	methyltransferase hypothetical	protein hypothetical	protein hypothetical	protein ATP/GTP-binding	protein	(Fragment) hypothetical	protein hypothetical	protein IS6-like Oxidoreductase QnrB1 Putative	transcriptional	activator 100.0 7
QnrB70__1771866__Escherichia_coli hypothetical	protein hypothetical	protein Transposase Uncharacterised	protein Rha	family	transcriptional	regulator hypothetical	protein CP4-6	prophage	protein DNA-directed	RNA	polymerase,	beta	subunit/140	kD	subunit Protein	of	uncharacterised	function	(DUF3279) hypothetical	protein hypothetical	protein IS200/IS605-like QnrB70 hypothetical	protein Helix-turn-helix	motif Diaminopimelate	decarboxylase DNA-binding	protein hypothetical	protein Chromosome	(Plasmid)	partitioning	protein	ParB	/	Stage	0	sporulation	protein	J ParA	family	ATPase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid	stabilization	protein Insertion	sequence	IS100,	ATP-binding	protein 86.9 2
QnrB2__226418__Salmonella_enterica hypothetical	protein Uncharacterised	protein HNH	endonuclease hypothetical	protein Lytic	transglycosylase Thiol:disulfide	interchange	protein hypothetical	protein hypothetical	protein hypothetical	protein Transposase hypothetical	protein UV	protection	and	repair	protein	MucA transposase-like hypothetical	protein QnrB2 Phage	shock	protein	F	(Fragment) 99.5 2
QnrB71__919103__Buttiauxella_sp._BIGb0552 Type	I	secretion	outer	membrane	protein,	TolC	family Putative	ATP-binding	component	of	a	type	I	secretion	protein Putative	HlyD	family	secretion	protein Transthyretin	family	protein Adenylyl	cyclase hypothetical	protein Bor	family	lipoprotein Putative	dTDP-glucose	pyrophosphorylase QnrB71 Serine	protein	kinase	RIO PAS/PAC	sensor-containing	diguanylate	cyclase hypothetical	protein hypothetical	protein MotB	family	flagellar	motor	rotation	protein MotA	family	flagellar	motor	rotation	protein RNA	polymerase	sigma	factor hypothetical	protein FliK	family	flagellar	hook-length	control	protein hypothetical	protein Flagellar	protein	FliS hypothetical	protein 84.6 1
QnrB71__675999__Buttiauxella_gaviniae_ATCC_51604 Type	I	secretion	outer	membrane	protein,	TolC	family Putative	ATP-binding	component	of	a	type	I	secretion	protein Putative	HlyD	family	secretion	protein Transthyretin	family	protein Ner	family	regulatory	protein Adenylyl	cyclase hypothetical	protein Bor	family	lipoprotein Putative	dTDP-glucose	pyrophosphorylase QnrB71 Serine	protein	kinase	RIO PAS/PAC	sensor-containing	diguanylate	cyclase FlhA	family	flagellar	biosynthesis	protein Rhodanese	family	sulfurtransferase Corresponds	to	STY2919	from	Accession	AL513382:	Salmonella	typhi	CT18YghW	family	protein L-alanine	exporter	AlaE Putative	cytoplasmic	protein Membrane-anchored	ribosome-binding	protein,	inhibits	growth	in	stationary	phase,	ElaB/YqjD/DUF883	family GntR	family	transcriptional	regulator/aspartate	aminotransferase Alkyl	hydroperoxide	reductase	AhpD Glutaredoxin-like	protein Protein	NrdI hypothetical	protein 84.6 1
QnrB19__1839444__Escherichia_coli hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein DNA-binding	protein RNA	polymerase QnrB19 hypothetical	protein 100.0 203
QnrB71__1830115__Buttiauxella_agrestis hypothetical	protein Flagellar	protein	FliS hypothetical	protein FliK	family	flagellar	hook-length	control	protein hypothetical	protein RNA	polymerase	sigma	factor MotA	family	flagellar	motor	rotation	protein MotB	family	flagellar	motor	rotation	protein hypothetical	protein hypothetical	protein hypothetical	protein PAS/PAC	sensor-containing	diguanylate	cyclase Serine	protein	kinase	RIO QnrB71 Putative	dTDP-glucose	pyrophosphorylase Bor	family	lipoprotein Adenylyl	cyclase Ner	family	regulatory	protein Transthyretin	family	protein hypothetical	protein Bacteriophage	polarity	suppression	protein hypothetical	protein hypothetical	protein Putative	HlyD	family	secretion	protein 85.5 1
QnrB71__1889827__Enterobacteriaceae_bacterium_RIT711 Ribonucleoside-diphosphate	reductase	subunit	beta Ribonucleoside-diphosphate	reductase Protein	NrdI Glutaredoxin-like	protein Alkyl	hydroperoxide	reductase	AhpD GntR	family	transcriptional	regulator/aspartate	aminotransferase Membrane-anchored	ribosome-binding	protein,	inhibits	growth	in	stationary	phase,	ElaB/YqjD/DUF883	family Putative	cytoplasmic	protein L-alanine	exporter	AlaE YghW	family	proteinCorresponds	to	STY2919	from	Accession	AL513382:	Salmonella	typhi	CT18 Rhodanese	family	sulfurtransferase Serine	protein	kinase	RIO QnrB71 Putative	dTDP-glucose	pyrophosphorylase Bor	family	lipoprotein 85.5 1

QnrB54__919025__Erwinia_aphidicola GTPase,	G3E	family High-affinity	choline	transport	protein hypothetical	protein LysR	family	transcriptional	regulator Beta-lactamase GCN5	family	acetyltransferase MFS	transporter Transcriptional	regulator QnrB54 hypothetical	protein DNA-binding	protein Pyridoxal-dependent	decarboxylase Membrane	protein HxlR	family	transcriptional	regulator hypothetical	protein Replication	protein	A Plasmid	stablization	protein	ParB ATPase	involved	in	chromosome	partitioning Conserved	hypothetical	membrane	protein 70.5 1
QnrB54__698983__Erwinia_sp._OLMDLW33 High-affinity	choline	transport	protein Transporter GntR	family	transcriptional	regulator hypothetical	protein LysR	family	transcriptional	regulator Beta-lactamase GCN5	family	acetyltransferase MFS	transporter Transcriptional	regulator QnrB54 DNA-binding	protein Pyridoxal-dependent	decarboxylase Membrane	protein HxlR	family	transcriptional	regulator Family	5	extracellular	solute-binding	protein Replication	protein	A 70.5 1
QnrB19__1109212__Salmonella_enterica hypothetical	protein QnrB19 Type	I	restriction	modification	system	DNA-methyltransferase	subunit	M transposase-like FipA TraI	relaxase TraJ TraK 100.0 2
QnrB19__1705205__Salmonella_enterica hypothetical	protein VgrG	protein SciV	protein SciU	protein Putative	cytoplasmic	protein Intracellular	multiplication	and	human	macrophage-killing Shiga	toxin	A	subunit QnrB19 hypothetical	protein ISEc9-like hypothetical	protein Type	VI	secretion	system-associated	protein Mobile	element	protein	IS5	family Putative	cytoplasmic	protein hypothetical	protein Uncharacterised	protein Putative	cytoplasmic	protein hypothetical	protein Type	VI	secretion	protein,	EvpB/VC	A0108	family 100.0 9
QnrB19__1855851__Klebsiella_pneumoniae Putative	group	II	intron-encoded	reverse	transcriptase IS3-like IS3-like Transposase Transposase Sigma	70	factor-like	protein hypothetical	protein hypothetical	protein Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) QnrB19 ISEc9-like 100.0 3
QnrB70__1856869__Pantoea_sp._Taur hypothetical	protein Geranylgeranyl	pyrophosphate	synthase Dihydrofolate	reductase FAD-dependent	oxidoreductase Dehydrogenase hypothetical	protein GNAT	family	acetyltransferase hypothetical	protein Mechanosensitive	ion	channel	protein	MscS Glycine/betaine	ABC	transporter QnrB70 hypothetical	protein Histone	acetyltransferase DNA	mismatch	repair	protein	MutT Transcriptional	regulator Glutamine	amidotransferase Phosphoenolpyruvate	carboxykinase	(ATP) Cell	density-dependent	motility	repressor FMN	reductase Arginase Transcriptional	regulator 83.1 1
QnrB71__1877542__Pantoea_sp._Al-1710 hypothetical	protein Geranylgeranyl	pyrophosphate	synthase hypothetical	protein Dihydrofolate	reductase FAD-dependent	oxidoreductase Dehydrogenase GNAT	family	acetyltransferase hypothetical	protein Toxin Growth	regulator Mechanosensitive	ion	channel	protein	MscS Glycine/betaine	ABC	transporter QnrB71 Glutathione	peroxidase Histone	acetyltransferase DNA	mismatch	repair	protein	MutT Transcriptional	regulator Glutamine	amidotransferase Phosphoenolpyruvate	carboxykinase	(ATP) Cell	density-dependent	motility	repressor FMN	reductase Arginase Transcriptional	regulator 82.6 1
QnrB70__600658__Enterobacter_cancerogenus hypothetical	protein Transcriptional	regulator Arginase FMN	reductase Cell	density-dependent	motility	repressor Phosphoenolpyruvate	carboxykinase	(ATP) Glutamine	amidotransferase Transcriptional	regulator YggS	family	pyridoxal	phosphate	enzyme hypothetical	protein Glutathione	peroxidase QnrB70 Glycine/betaine	ABC	transporter Mechanosensitive	ion	channel	protein	MscS hypothetical	protein GNAT	family	acetyltransferase hypothetical	protein Dehydrogenase FAD-dependent	oxidoreductase Dihydrofolate	reductase Geranylgeranyl	pyrophosphate	synthase hypothetical	protein 82.6 1
QnrB1__1792659__Escherichia_coli Oxidoreductase QnrB1 Putative	transcriptional	activator hypothetical	protein Blue	light-	and	temperature-regulated	antirepressor	BluF HTH-type	transcriptional	repressor	BluR Predicted	protein Isocitrate	dehydrogenase	[NADP] Ribosomal	large	subunit	pseudouridine	synthase	E Phosphatase	NudJ tRNA-specific	2-thiouridylase	MnmA High	frequency	lysogenization	protein	HflD hypothetical	protein 100.0 1

QnrB19__1863127__Escherichia_coli Putative	minor	silk	ampullate	protein Resolvase Restriction	endonuclease Cytosine-specific	methyltransferase Phage	shock	protein	F	(Fragment) QnrB19 hypothetical	protein ISEc9-like Putative	hemolysin	expression	modulating	protein Mrr hypothetical	protein KikA hypothetical	protein KorB TraL DNA-binding	protein	KorA Conjugal	transfer	protein TraA TraB Minor	pilin	of	type	IV	secretion	VirB5 Eex hypothetical	protein 100.0 3
QnrB19__614675__Enterobacter_asburiae Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein QnrB19 hypothetical	protein hypothetical	protein DNA-binding	plasmid	partitioning	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
QnrB33__592503__Photorhabdus_temperata_subsp._temperata_Meg1 hypothetical	protein hypothetical	protein hypothetical	protein Endonuclease	III Electron	transport	complex	subunit	E Electron	transport	complex	subunit	G Electron	transport	complex	subunit	D Electron	transport	complex	subunit	C Electron	transport	complex	subunit	B Electron	transport	complex	subunit	A Membrane	protein Putative	dehydrogenase QnrB33 Putative	membrane	protein hypothetical	protein hypothetical	protein Insecticidal	toxin	complex	protein	tccz	(Putative	uncharacterize	protein	tccz) Adenosine	deaminase Putative	membrane	protein Mannose-6-phosphate	isomerase,	type	1 Fumarate	hydratase	class	II Antitoxin DNA	replication	terminus	site	binding	protein hypothetical	protein 77.4 1
QnrB11__770234__Photorhabdus_sp._S8-52 Exoribonuclease	2 Endonuclease	III Electron	transport	complex	subunit	E Electron	transport	complex	subunit	G Electron	transport	complex	subunit	D Electron	transport	complex	subunit	C Electron	transport	complex	subunit	B Electron	transport	complex	subunit	A Membrane	protein Putative	oxidoreductase	YdgJ QnrB11 Type	II	secretion	system	protein	K Antitoxin Twitching	motility	protein	PilT Adenosine	deaminase IS66-like Mannose-6-phosphate	isomerase,	type	1 Biopolymer	transport	protein	ExbB Fumarate	hydratase	class	II DNA	replication	terminus	site	binding	protein hypothetical	protein hypothetical	protein hypothetical	protein 75.2 3
QnrB33__1897524__Photorhabdus_bodei Exoribonuclease	2 Endonuclease	III Electron	transport	complex	subunit	E Electron	transport	complex	subunit	G Electron	transport	complex	subunit	D Electron	transport	complex	subunit	C Electron	transport	complex	subunit	B Electron	transport	complex	subunit	A Membrane	protein Putative	oxidoreductase	YdgJ QnrB33 Putative	membrane	protein MazF	family	programmed	cell	death	toxin PbsX	family	transcriptional	regulator Transposase Twitching	motility	protein	PilT Adenosine	deaminase Putative	membrane	protein Mannose-6-phosphate	isomerase,	type	1 Fumarate	hydratase	class	II Uncharacterized	conserved	protein,	DUF1778	family GCN5	family	acetyltransferase hypothetical	protein 76.9 3
QnrB1__919482__Escherichia_coli Protein	YdeP Two-component-system	connector	protein	SafA HTH-type	transcriptional	regulator	YdeO Uncharacterized	sulfatase	YdeN Anaerobic	sulfatase-maturating	enzyme	homolog	YdeM Inner	membrane	ABC	transporter	ATP-binding	protein	YddA hypothetical	protein Putative	transcriptional	activator QnrB1 Protein	TnpA 100.0 2
QnrB7__1822508__Salmonella_enterica_subsp._enterica_serovar_Typhimurium QnrB7 Ankyrin	repeat	family	protein DNA	polymerase	V Resolvase Plasmid	partition	protein	A,	putative PemI hypothetical	protein hypothetical	protein DNA	distortion	polypeptide	3	taxd Bis	protein Initiator	repB	protein DnaJ	domain-containing	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Yaja	protein hypothetical	protein 100.0 1
QnrB33__770235__Photorhabdus_bodei hypothetical	protein GCN5	family	acetyltransferase Uncharacterized	conserved	protein,	DUF1778	family Fumarate	hydratase	class	II Mannose-6-phosphate	isomerase,	type	1 Putative	membrane	protein Adenosine	deaminase Twitching	motility	protein	PilT Transposase PbsX	family	transcriptional	regulator MazF	family	programmed	cell	death	toxin Putative	membrane	protein QnrB33 Putative	oxidoreductase	YdgJ Membrane	protein Electron	transport	complex	subunit	A Electron	transport	complex	subunit	B Electron	transport	complex	subunit	C Electron	transport	complex	subunit	D Electron	transport	complex	subunit	G Electron	transport	complex	subunit	E Endonuclease	III Exoribonuclease	2 76.9 1
QnrB33__482251__Photorhabdus_temperata_subsp._temperata_M1021 Adenosine	deaminase	(Fragment) Insecticidal	toxin	complex	protein	tccz	(Putative	uncharacterize	protein	tccz) Putative	membrane	protein hypothetical	protein QnrB33 Putative	dehydrogenase Membrane	protein Electron	transport	complex	subunit	A Electron	transport	complex	subunit	B hypothetical	protein hypothetical	protein hypothetical	protein Electron	transport	complex	subunit	D Electron	transport	complex	subunit	G Electron	transport	complex	subunit	E Endonuclease	III hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 76.9 1

QnrB19__958592__Salmonella_enterica hypothetical	protein QnrB19 hypothetical	protein 96.3 2
QnrB1__766625__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Glucans	biosynthesis	protein	G IS6-like Metallo	beta-lactamases IS3-like Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) IS6-like Putative	oxidoreductase	YghA QnrB1 Putative	transcriptional	activator hypothetical	protein 100.0 1
QnrB1__508089__Klebsiella_pneumoniae hypothetical	protein Maturase-related	protein DfrA14 IntI1-like hypothetical	protein hypothetical	protein hypothetical	protein QnrB1 hypothetical	protein hypothetical	protein hypothetical	protein Putative	transcriptional	activator hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Transposase	IS2 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
QnrB1__1865429__Klebsiella_pneumoniae QnrB1 Oxidoreductase Putative	transposase DfrA1 IntI1-like Transposase transposase-like Transposase	(Fragment) hypothetical	protein Transposase 100.0 1

QnrB11__1638450__Erwinia_sp._J780 Replication	protein	A Glycerol	dehydrogenase Sugar	ABC	transporter	substrate-binding	protein Signal	peptide	protein HxlR	family	transcriptional	regulator Membrane	protein DNA-binding	protein Integrase QnrB11 Membrane	protein YaaH	family	protein hypothetical	protein hypothetical	protein hypothetical	protein 4-carboxymuconolactone	decarboxylase Oxidoreductase Antibiotic	biosynthesis	monooxygenase Oxidoreductase Aldehyde	oxidase hypothetical	protein 71.5 2
QnrB19__1681522__Salmonella_enterica_subsp._enterica_serovar_Derby Entry	exclusion	protein	1 Replication	initiation	protein Probable	endopeptidase	NlpC Relaxation	protein 22	kDa	relaxation	protein QnrB19 hypothetical	protein 100.0 10
QnrB19__1383643__Escherichia_coli QnrB19 hypothetical	protein Entry	exclusion	protein	1 Replication	initiation	protein Probable	endopeptidase	NlpC Relaxation	protein 22	kDa	relaxation	protein hypothetical	protein 100.0 43

QnrB19__508588__Yersinia_kristensenii Integrase Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein Putative	resolvase hypothetical	protein Type	I	restriction-modification	system	methyltransferase	subunit QnrB19 Multidrug	ABC	transporter	permease Secretion	protein	HlyD	family	protein Transcriptional	regulator Putative	transcriptional	regulator Auxin-induced	protein	PCNT115 Cupin	domain-containing	protein hypothetical	protein Putative	formaldehyde	dehydrogenase	adhA Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega 77.1 2
QnrB19__508583__Yersinia_kristensenii Ribosomal	RNA	small	subunit	methyltransferase	I Integrase Uncharacterised	protein Putative	enzyme hypothetical	protein Uncharacterised	protein hypothetical	protein Putative	resolvase hypothetical	protein DNA-cytosine	methyltransferase SfoI C.AhdI QnrB19 Multidrug	ABC	transporter	permease Secretion	protein	HlyD	family	protein Transcriptional	regulator Putative	transcriptional	regulator Auxin-induced	protein	PCNT115 Cupin	domain-containing	protein 3-hydroxy	acid	dehydrogenase Putative	formaldehyde	dehydrogenase	adhA Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS hypothetical	protein 76.1 3
QnrB19__535718__Yersinia_kristensenii Aerobic	respiration	control	sensor	protein Glyoxalase Biosynthetic	peptidoglycan	transglycosylase Conserved	putative	exported	protein DnaA	initiator-associating	protein	DiaA UPF0102	protein	ERS008491	03601 Penicillin-binding	protein	activator	LpoA Ribosomal	RNA	small	subunit	methyltransferase	I Uncharacterised	protein QnrB19 Multidrug	ABC	transporter	permease Secretion	protein	HlyD	family	protein Transcriptional	regulator Putative	transcriptional	regulator Auxin-induced	protein	PCNT115 Cupin	domain-containing	protein Putative	formaldehyde	dehydrogenase	adhA Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega 77.1 4
QnrB19__778521__Yersinia_kristensenii Aerobic	respiration	control	sensor	protein Glyoxalase Biosynthetic	peptidoglycan	transglycosylase Conserved	putative	exported	protein DnaA	initiator-associating	protein	DiaA UPF0102	protein	ERS008491	03601 Penicillin-binding	protein	activator	LpoA Ribosomal	RNA	small	subunit	methyltransferase	I Uncharacterised	protein QnrB19 Multidrug	ABC	transporter	permease Secretion	protein	HlyD	family	protein Transcriptional	regulator Putative	transcriptional	regulator Auxin-induced	protein	PCNT115 Cupin	domain-containing	protein hypothetical	protein Putative	formaldehyde	dehydrogenase	adhA Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega 77.1 3
QnrB19__508575__Yersinia_kristensenii hypothetical	protein Conserved	putative	exported	protein DnaA	initiator-associating	protein	DiaA hypothetical	protein Penicillin-binding	protein	activator	LpoA Ribosomal	RNA	small	subunit	methyltransferase	I Uncharacterised	protein hypothetical	protein Uncharacterised	protein Membrane	protein QnrB19 Multidrug	ABC	transporter	permease Secretion	protein	HlyD	family	protein Transcriptional	regulator Putative	transcriptional	regulator Auxin-induced	protein	PCNT115 Cupin	domain-containing	protein hypothetical	protein Putative	formaldehyde	dehydrogenase	adhA Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega 76.1 1
QnrB19__508220__Yersinia_aleksiciae hypothetical	protein Glyoxalase Biosynthetic	peptidoglycan	transglycosylase Conserved	putative	exported	protein DnaA	initiator-associating	protein	DiaA UPF0102	protein	ERS008498	03512 Penicillin-binding	protein	activator	LpoA Ribosomal	RNA	small	subunit	methyltransferase	I Uncharacterised	protein Membrane	protein QnrB19 Multidrug	ABC	transporter	permease Secretion	protein	HlyD	family	protein Transcriptional	regulator LysR	family	transcriptional	regulator Cupin	domain-containing	protein NADP-dependent	alcohol	dehydrogenase Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega Inner	membrane	protein	yqjF Inner	membrane	protein	YqjK hypothetical	protein 76.6 2
QnrB19__508235__Yersinia_aleksiciae Membrane	protein QnrB19 Multidrug	ABC	transporter	permease Secretion	protein	HlyD	family	protein Transcriptional	regulator LysR	family	transcriptional	regulator Cupin	domain-containing	protein NADP-dependent	alcohol	dehydrogenase Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega Inner	membrane	protein	yqjF Inner	membrane	protein	YqjK hypothetical	protein 76.6 1
QnrB19__508232__Yersinia_aleksiciae Membrane	protein QnrB19 Transcriptional	regulator LysR	family	transcriptional	regulator Cupin	domain-containing	protein NADP-dependent	alcohol	dehydrogenase Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega Inner	membrane	protein	yqjF Inner	membrane	protein	YqjK Inner	membrane	protein	yqjE Putative	membrane	protein	YqjD Periplasmic	protein	YqjC Modulator	protein	MzrA Putative	DedA-family	membrane	protein 76.6 2
QnrB19__1804380__Yersinia_aleksiciae QnrB19 Transcriptional	regulator LysR	family	transcriptional	regulator Cupin	domain-containing	protein NADP-dependent	alcohol	dehydrogenase hypothetical	protein 76.6 1
QnrB19__508234__Yersinia_bercovieri hypothetical	protein Aerobic	respiration	control	sensor	protein Glyoxalase Biosynthetic	peptidoglycan	transglycosylase Conserved	putative	exported	protein DnaA	initiator-associating	protein	DiaA UPF0102	protein	ERS008498	03512 Penicillin-binding	protein	activator	LpoA Ribosomal	RNA	small	subunit	methyltransferase	I QnrB19 Multidrug	ABC	transporter	permease Secretion	protein	HlyD	family	protein Transcriptional	regulator LysR	family	transcriptional	regulator Cupin	domain-containing	protein NADP-dependent	alcohol	dehydrogenase Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega Inner	membrane	protein	yqjF Inner	membrane	protein	YqjK Inner	membrane	protein	yqjE Putative	membrane	protein	YqjD hypothetical	protein 76.1 3
QnrB19__516664__Yersinia_bercovieri hypothetical	protein Aerobic	respiration	control	sensor	protein Glyoxalase Biosynthetic	peptidoglycan	transglycosylase Conserved	putative	exported	protein DnaA	initiator-associating	protein	DiaA UPF0102	protein	ERS008498	03512 Penicillin-binding	protein	activator	LpoA Ribosomal	RNA	small	subunit	methyltransferase	I QnrB19 Multidrug	ABC	transporter	permease Secretion	protein	HlyD	family	protein Transcriptional	regulator LysR	family	transcriptional	regulator NADP-dependent	alcohol	dehydrogenase Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega Inner	membrane	protein	yqjF Inner	membrane	protein	YqjK Inner	membrane	protein	yqjE Putative	membrane	protein	YqjD Periplasmic	protein	YqjC 76.1 2
QnrB19__514207__Yersinia_enterocolitica Putative	membrane	protein 50S	ribosomal	protein	L27 50S	ribosomal	protein	L21 Octaprenyl-diphosphate	synthase MuA-transposase/repressor	protein	CI	DNA-binding	protein Putative	DNA-binding	protein Malate	dehydrogenase Arginine	repressor Multiple	stress	resistance	protein	BhsA UDP-N-acetylmuramate--L-alanyl-gamma-D-glutamyl-meso-2,6-diaminoheptandioate	ligase Fructose-1,6-bisphosphatase	class	1 IS200/IS605-like QnrB19 Multidrug	ABC	transporter	permease Secretion	protein	HlyD	family	protein Transcriptional	regulator LysR	family	transcriptional	regulator NADP-dependent	alcohol	dehydrogenase Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega Inner	membrane	protein	yqjF Inner	membrane	protein	YqjK Inner	membrane	protein	yqjE Putative	membrane	protein	YqjD Periplasmic	protein	YqjC 75.6 2
QnrB19__472540__Yersinia_bercovieri_ATCC_43970 Penicillin-binding	protein	activator	LpoA Ribosomal	RNA	small	subunit	methyltransferase	I hypothetical	protein Uncharacterised	protein Putative	resolvase PGAP1-like	family	protein Uncharacterised	protein QnrB19 LysR	family	transcriptional	regulator NADP-dependent	alcohol	dehydrogenase Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega Inner	membrane	protein	yqjF Inner	membrane	protein	YqjK Inner	membrane	protein	yqjE Putative	membrane	protein	YqjD Periplasmic	protein	YqjC Modulator	protein	MzrA Putative	DedA-family	membrane	protein Putative	lipoprotein hypothetical	protein 75.6 1

QnrB19__508219__Yersinia_bercovieri hypothetical	protein Biosynthetic	peptidoglycan	transglycosylase Conserved	putative	exported	protein DnaA	initiator-associating	protein	DiaA UPF0102	protein	ERS008498	03512 Penicillin-binding	protein	activator	LpoA Ribosomal	RNA	small	subunit	methyltransferase	I hypothetical	protein Uncharacterised	protein hypothetical	protein Membrane	protein QnrB19 hypothetical	protein hypothetical	protein Cupin	domain-containing	protein NADP-dependent	alcohol	dehydrogenase Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega Inner	membrane	protein	yqjF Inner	membrane	protein	YqjK Inner	membrane	protein	yqjE Putative	membrane	protein	YqjD Periplasmic	protein	YqjC Modulator	protein	MzrA Putative	DedA-family	membrane	protein Putative	lipoprotein hypothetical	protein 75.6 1
QnrB54__648291__bacteria_symbiont_BFo1_of_Frankliniella_occidentalis Conserved	hypothetical	membrane	protein ATPase	involved	in	chromosome	partitioning Plasmid	stablization	protein	ParB Replication	protein	A Family	5	extracellular	solute-binding	protein HxlR	family	transcriptional	regulator Membrane	protein Pyridoxal-dependent	decarboxylase DNA-binding	protein QnrB54 Transcriptional	regulator MFS	transporter GCN5	family	acetyltransferase Beta-lactamase hypothetical	protein Transporter High-affinity	choline	transport	protein hypothetical	protein Uncharacterized	conserved	protein hypothetical	protein 70.5 3
QnrB54__648293__bacteria_symbiont_BFo1_of_Frankliniella_occidentalis QnrB54 Transcriptional	regulator MFS	transporter GCN5	family	acetyltransferase Beta-lactamase LysR	family	transcriptional	regulator hypothetical	protein GntR	family	transcriptional	regulator Transporter High-affinity	choline	transport	protein 70.5 1
QnrB1__925400__Klebsiella_pneumoniae_subsp._pneumoniae ISKpn19-like IS26-like Sea16 Oxidoreductase QnrB1 100.0 2
QnrB1__1598799__Klebsiella_pneumoniae Probable	transcriptional	regulatory	protein	YE2395 QnrB1 Protein	singed hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein YdeA	family	protein DNA-binding	protein hypothetical	protein Uncharacterised	protein hypothetical	protein Thioredoxin-like	superfamily	DsbC TolA hypothetical	protein hypothetical	protein 100.0 1

QnrB1__1850201__Klebsiella_pneumoniae Putative	transposase hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Ankyrin	repeat	family	protein Oxidoreductase QnrB1 Putative	transcriptional	activator IS3000-like Periplasmic	protein Uncharacterized	oxidoreductase	yghA Ankyrin	repeat	family	protein Alcohol	dehydrogenase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein 100.0 274
QnrB1__1850232__Klebsiella_pneumoniae Uncharacterised	protein Conjugal	transfer	mating	pair	stabilization	protein	TraN Plasmid	transfer	protein Conjugal	transfer	pilus	assembly	protein	TraW Signal	peptidase	I hypothetical	protein Ankyrin	repeat	family	protein Oxidoreductase QnrB1 Putative	transcriptional	activator IS3000-like Periplasmic	protein Uncharacterized	oxidoreductase	yghA Ankyrin	repeat	family	protein Alcohol	dehydrogenase hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Uncharacterised	protein 100.0 3
QnrB1__669814__Enterobacter_hormaechei_subsp._xiangfangensis Oxidoreductase QnrB1 Putative	transcriptional	activator IS3000-like hypothetical	protein hypothetical	protein Membrane	protein DNA-binding	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
QnrB1__1790731__Klebsiella_pneumoniae Chromosome	partitioning	protein	ParB ParA	family	chromosome	partitioning	protein hypothetical	protein Replication	protein hypothetical	protein Phage	integrase	family	protein hypothetical	protein hypothetical	protein Virulence	factor tRNA(fMet)-specific	endonuclease	VapC hypothetical	protein IS1-like Putative	transposase hypothetical	protein QnrB1 IS3000-like 100.0 1
QnrB1__583414__Klebsiella_pneumoniae_subsp._pneumoniae Oxidoreductase QnrB1 Putative	transcriptional	activator IS3000-like hypothetical	protein hypothetical	protein Type	II	secretion	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein HipA HipB 100.0 3

QnrB1__784522__Salmonella_enterica Oxidoreductase QnrB1 Putative	transcriptional	activator IS3000-like hypothetical	protein Insertion	sequence hypothetical	protein 100.0 1
QnrB1__665958__Enterobacter_hormaechei_subsp._xiangfangensis Oxidoreductase QnrB1 Putative	transcriptional	activator IS3000-like Insertion	sequence Glutathione	S-transferase 100.0 1
QnrB1__508072__Klebsiella_pneumoniae Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Metallo	beta-lactamases IS3-like Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Metallo	beta-lactamases IS3-like Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Bacteriophage	lambda	tail	assembly	I QnrB1 Putative	transcriptional	activator IS3000-like Periplasmic	protein Uncharacterized	oxidoreductase	yghA Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA CatB4 Beta-lactamase Putative	transcriptional	regulator Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA HtdV Shufflon	protein	A 100.0 1
QnrB1__662792__Klebsiella_pneumoniae Transposase Oxidoreductase QnrB1 Transposase 100.0 1
QnrB1__1857311__Klebsiella_pneumoniae Aminoglycoside	6-N-acetyltransferase Ankyrin	repeat	family	protein Site-specific	DNA	recombinase transposase-like Transposase	(Fragment) Putative	insertion	sequence	IS986/IS6110	transposase IS3-like Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) Ankyrin	repeat	family	protein Oxidoreductase QnrB1 Putative	transcriptional	activator IS3000-like Periplasmic	protein Uncharacterized	oxidoreductase	yghA transposase-like 100.0 4
QnrB1__830606__Klebsiella_pneumoniae_subsp._pneumoniae Putative	oxidoreductase	YghA QnrB1 Putative	transcriptional	activator IS3000-like transposase-like Beta-lactamase IS1182-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein 100.0 2
QnrB1__583590__Klebsiella_quasipneumoniae_subsp._similipneumoniae hypothetical	protein TraX	protein Fertility	inhibition	protein Uncharacterised	protein Uncharacterised	protein PF10881	family	protein Uncharacterised	protein Endonuclease Replcation	regulatory	protein IncFII	family	plasmid	replication	regulatory	initiator L-lysine	2,3-aminomutase IS6-like Oxidoreductase QnrB1 Putative	transcriptional	activator IS3000-like Transposase	and	inactivated	derivatives,	TnpA	family 100.0 7
QnrB1__582500__Klebsiella_quasipneumoniae_subsp._similipneumoniae Oxidoreductase QnrB1 Putative	transcriptional	activator IS3000-like Uncharacterised	protein hypothetical	protein Uncharacterised	protein IS110	family	transposase 100.0 4
QnrB1__1867944__Klebsiella_pneumoniae hypothetical	protein VirB10 Putative	Pilx11/VirB11-like	protein Uncharacterised	protein Conjugal	transfer	protein Uncharacterised	protein MobB	protein MobC	protein Nuclease Putative	membrane	prtotein hypothetical	protein IS26-like Oxidoreductase QnrB1 Putative	transcriptional	activator IS3000-like Periplasmic	protein Uncharacterized	oxidoreductase	yghA IS26-like Aminoglycoside	6-N-acetyltransferase Beta-lactamase CatB4 IS26-like HSP18	transcriptional	regulator IS66-like transposase-like 100.0 1
QnrB1__702073__Enterobacter_kobei hypothetical	protein Oxidoreductase QnrB1 Putative	transcriptional	activator IS3000-like hypothetical	protein CatB4 100.0 1
QnrB1__1790808__Enterobacter_hormaechei Probable	transcriptional	regulatory	protein	YE2395 QnrB1 Putative	transcriptional	activator IS3000-like hypothetical	protein hypothetical	protein hypothetical	protein 100.0 3
QnrB1__856574__Klebsiella_pneumoniae Oxidoreductase QnrB1 Putative	transcriptional	activator Transposase	Tn3	family	protein Transposase	and	inactivated	derivatives,	TnpA	family IS6-like 100.0 1
QnrB1__525864__Klebsiella_pneumoniae Nitrate	reductase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Cytosine-specific	methyltransferase Restriction	endonuclease Methionine	aminopeptidase hypothetical	protein DfrA14 Beta-carotene	15,15'-monooxygenase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Oxidoreductase QnrB1 Putative	transcriptional	activator Antimicrobial	peptide	ABC	transporter	permease Glutamate	synthase	[NADPH]	large	subunit Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Putative	cytoplasmic	protein Lysine	exporter	protein	LysE/YggA Putative	cytoplasmic	protein	(Fragment) hypothetical	protein hypothetical	protein hypothetical	protein 100.0 2
QnrB1__1836506__Klebsiella_pneumoniae_plasmid transposase-like Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein Restriction	endonuclease IS6-like hypothetical	protein DfrA14 hypothetical	protein Ankyrin	repeat	family	protein Oxidoreductase QnrB1 Putative	transcriptional	activator Protein	TnpA Transposase	and	inactivated	derivatives,	TnpA	family hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein IS6-like Aminoglycoside	6-N-acetyltransferase Beta-lactamase CatB4 IS6-like 100.0 10
QnrB1__494385__Klebsiella_pneumoniae Oxidoreductase QnrB1 Putative	transcriptional	activator Antimicrobial	peptide	ABC	transporter	permease Glutamate	synthase	[NADPH]	large	subunit Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Putative	transcriptional	regulator Beta-lactamase CatB4 100.0 1
QnrB1__751325__Klebsiella_pneumoniae Cytosine-specific	methyltransferase Restriction	endonuclease Methionine	aminopeptidase hypothetical	protein Maturase-related	protein Rifampicin	ADP-ribosylatin	transferase IntI1-like IS6-like Oxidoreductase QnrB1 Putative	transcriptional	activator Transposase	Tn3	family	protein transposase-like UPF0126	inner	membrane	protein	YadS Na(+)/H(+)	antiporter	NhaA hypothetical	protein Thermophilic	glucose-6-phosphate	isomerase	and	related	metalloenzymes Endonuclease	DDE Putative	nucleotidyltransferase hypothetical	protein 100.0 23
QnrB1__751333__Klebsiella_pneumoniae hypothetical	protein Transposase 16S	rRNA	methylase	RmtF Aminoglycoside	6-N-acetyltransferase Maturase-related	protein Rifampicin	ADP-ribosylatin	transferase IntI1-like IS6-like Oxidoreductase QnrB1 Putative	transcriptional	activator Transposase	Tn3	family	protein transposase-like UPF0126	inner	membrane	protein	YadS Na(+)/H(+)	antiporter	NhaA hypothetical	protein Thermophilic	glucose-6-phosphate	isomerase	and	related	metalloenzymes Endonuclease	DDE Putative	nucleotidyltransferase hypothetical	protein 100.0 2
QnrB1__1891282__Klebsiella_pneumoniae hypothetical	protein SamA	protein Reverse	transcriptase Uncharacterised	protein Antirestriction	protein	klcA DNA	polymerase	III,	theta	subunit hypothetical	protein hypothetical	protein Uncharacterised	protein Hydrolase 16S	ribosomal	RNA	methyltransferase	KsgA/Dim1	family	protein IS26-like Oxidoreductase QnrB1 Putative	transcriptional	activator Protein	TnpA transposase-like transposase-like transposase-like EamA	family	transporter TetA Tetracycline	repressor	protein	tetR 100.0 1
QnrB1__721620__Klebsiella_pneumoniae IS6-like hypothetical	protein Putative	DNA	replication	terminus	site-binding	protein Insertion	element	IS1	protein	InsB Cytosine-specific	methyltransferase Restriction	endonuclease Methionine	aminopeptidase hypothetical	protein DfrA14 IntI1-like IS6-like Putative	oxidoreductase	YghA QnrB1 Putative	transcriptional	activator Antimicrobial	peptide	ABC	transporter	permease transposase-like UPF0126	inner	membrane	protein	YadS Cation-efflux	system	membrane	protein Phage	integrase	SAM-like	domain	protein TetA Tetracycline	repressor	protein	tetR 100.0 102
QnrB1__579035__Klebsiella_pneumoniae hypothetical	protein QnrB1 Putative	transcriptional	activator Antimicrobial	peptide	ABC	transporter	permease TnpA hypothetical	protein hypothetical	protein 100.0 1
QnrB1__719829__Klebsiella_pneumoniae IS6-like Oxidoreductase QnrB1 Putative	transcriptional	activator Antimicrobial	peptide	ABC	transporter	permease transposase-like hypothetical	protein IS6-like 100.0 1
QnrB1__1641640__Klebsiella_pneumoniae Alpha-1,4	glucan	phosphorylase Phosphoglucomutase Bacterial	regulatory	proteins,	luxR	family Uncharacterised	protein hypothetical	protein IS110-like Site-specific	DNA	recombinase hypothetical	protein transposase-like hypothetical	protein Thermophilic	glucose-6-phosphate	isomerase	and	related	metalloenzymes Ankyrin	repeat	family	protein Oxidoreductase QnrB1 Protein	singed Transcriptional	regulator transposase-like hypothetical	protein hypothetical	protein Hemolysin	expression-modulating	protein hypothetical	protein Uncharacterised	protein Putative	plasmid-like	protein hypothetical	protein Protein	ccda Toxin	CcdB Uncharacterised	protein 100.0 188
QnrB1__1641669__Klebsiella_pneumoniae RepA Putative	cytoplasmic	protein Protein	of	uncharacterised	function	(DUF2913) Putative	cytoplasmic	protein	(Fragment) hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Oxidoreductase QnrB1 Protein	singed Transcriptional	regulator transposase-like hypothetical	protein hypothetical	protein Hemolysin	expression-modulating	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein Protein	ccda Toxin	CcdB Uncharacterised	protein 100.0 1
QnrB1__1641090__Klebsiella_pneumoniae RepA Putative	cytoplasmic	protein Protein	of	uncharacterised	function	(DUF2913) Putative	cytoplasmic	protein	(Fragment) hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Oxidoreductase QnrB1 Protein	singed hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein transposase-like hypothetical	protein hypothetical	protein Hemolysin	expression-modulating	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
QnrB1__578872__Klebsiella_pneumoniae hypothetical	protein QnrB1 Putative	transcriptional	activator Transposase	and	inactivated	derivatives,	TnpA	family Transporter 100.0 1
QnrB1__852058__Klebsiella_pneumoniae hypothetical	protein Ribosomal	RNA	small	subunit	methyltransferase	F Protein	of	uncharacterised	function	(DUF1480) Putative	secreted	protein Serine/threonine	protein	phosphatase	1 Putative	enzyme YebY	protein Putative	copper	resistance	protein	D Protein	yobA HolE	protein Exodeoxyribonuclease	X hypothetical	protein Putative	oxidoreductase	YghA QnrB1 Putative	transcriptional	activator Transposase	Tn3	family	protein transposase-like transposase-like Protein	L hypothetical	protein hypothetical	protein Rop	family	protein Transcriptional	regulator hypothetical	protein hypothetical	protein100.0 16
QnrB1__699778__Enterobacter_hormaechei Putative	oxidoreductase	YghA QnrB1 Putative	transcriptional	activator IS3000-like hypothetical	protein UPF0126	inner	membrane	protein	YadS hypothetical	protein Na(+)/H(+)	antiporter	NhaA hypothetical	protein Thermophilic	glucose-6-phosphate	isomerase	and	related	metalloenzymes Endonuclease	DDE Putative	nucleotidyltransferase hypothetical	protein hypothetical	protein 100.0 1
QnrB1__1814503__Klebsiella_pneumoniae Serine	transporter Pyrimidine/purine	nucleotide	5'-monophosphate	nucleosidase NADPH-dependent	7-cyano-7-deazaguanine	reductase Protein	Syd Domain	of	uncharacterised	function,	DUF446 Ribosomal	large	subunit	pseudouridine	synthase	C	/tRNA	pseudouridine	synthase	C YqcA	protein Probable	glucarate	transporter Glucarate	dehydratase	2 QnrB1 Putative	transcriptional	activator Transcriptional	regulator transposase-like hypothetical	protein transposase-like 100.0 23
QnrB1__579108__Klebsiella_pneumoniae Oxidoreductase QnrB1 Putative	transcriptional	activator Antimicrobial	peptide	ABC	transporter	permease Insertion	sequence transposase-like UPF0126	inner	membrane	protein	YadS 100.0 1
QnrB1__580209__Klebsiella_pneumoniae Oxidoreductase QnrB1 Putative	transcriptional	activator Antimicrobial	peptide	ABC	transporter	permease hypothetical	protein transposase-like UPF0126	inner	membrane	protein	YadS hypothetical	protein Orf4	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 3
QnrB1__493535__Klebsiella_pneumoniae hypothetical	protein Conjugal	transfer	protein Phospholipase	D	family	protein hypothetical	protein Putative	RepA	protein Type	I	modification	enzyme hypothetical	protein QnrB1 Putative	transcriptional	activator SWIM	zinc	finger	domain	protein Type	I	restriction	endonuclease	subunit	S hypothetical	protein transposase-like UPF0126	inner	membrane	protein	YadS DEAD/DEAH	box	helicase 100.0 2
QnrB1__582397__Klebsiella_pneumoniae_subsp._pneumoniae IS26-like Oxidoreductase QnrB1 Putative	transcriptional	activator Antimicrobial	peptide	ABC	transporter	permease transposase-like UPF0126	inner	membrane	protein	YadS Transposase 100.0 3
QnrB1__669693__Enterobacter_hormaechei_subsp._xiangfangensis Putative	oxidoreductase	YghA QnrB1 Putative	transcriptional	activator hypothetical	protein transposase-like UPF0126	inner	membrane	protein	YadS Cation-efflux	system	membrane	protein Phage	integrase	SAM-like	domain	protein TetA Tetracycline	repressor	protein	tetR hypothetical	protein 100.0 3
QnrB1__510417__Klebsiella_pneumoniae HTH-type	transcriptional	regulator	NorG TraX	protein Fertility	inhibition	protein Uncharacterised	protein Uncharacterised	protein PF10881	family	protein hypothetical	protein Endonuclease Replcation	regulatory	protein IncFII	family	plasmid	replication	regulatory	initiator L-lysine	2,3-aminomutase Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Oxidoreductase QnrB1 Putative	transcriptional	activator Antimicrobial	peptide	ABC	transporter	permease transposase-like UPF0126	inner	membrane	protein	YadS Transposase Beta-lactamase	regulatory	protein	(Fragment) 100.0 28

QnrB1__578992__Klebsiella_pneumoniae hypothetical	protein QnrB1 Putative	transcriptional	activator Antimicrobial	peptide	ABC	transporter	permease 100.0 1
QnrB1__1637001__Enterobacter_hormaechei Ankyrin	repeat	family	protein hypothetical	protein Putative	hemolysin	expression	modulating	protein Cytosine-specific	methyltransferase Restriction	endonuclease IS6-like DfrA14 Integrase/recombinase hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Oxidoreductase QnrB1 Protein	singed IS3000-like Periplasmic	protein Uncharacterized	oxidoreductase	yghA Ankyrin	repeat	family	protein HNH	endonuclease Uncharacterised	protein Conjugal	transfer	protein	TraG 100.0 4

QnrB1__567921__Klebsiella_pneumoniae Kinase hypothetical	protein IS3-like IS3-like IS3000-like Oxidoreductase QnrB1 100.0 3
QnrB1__717351__Klebsiella_pneumoniae Transposase	and	inactivated	derivatives,	TnpA	family Putative	nucleotidyltransferase Endonuclease	DDE Thermophilic	glucose-6-phosphate	isomerase	and	related	metalloenzymes hypothetical	protein Na(+)/H(+)	antiporter	NhaA UPF0126	inner	membrane	protein	YadS transposase-like Oxidoreductase QnrB1 Putative	transcriptional	activator Glutamine	ABC	transporter	ATP-binding	protein Putative	transposase Protein	TnpA hypothetical	protein hypothetical	protein hypothetical	protein 100.0 2
QnrB1__859396__Klebsiella_pneumoniae hypothetical	protein transposase-like transposase-like IS3000-like QnrB1 Putative	transcriptional	activator Truncated	IS26	transposase Tn3	family	transposase hypothetical	protein Transposase 100.0 3
QnrB1__656226__Klebsiella_sp._KGM-IMP216 hypothetical	protein UPF0126	inner	membrane	protein	YadS transposase-like IS3000-like QnrB1 Streptogramin	A	acetyltransferase	VatD transposase-like 100.0 1
QnrB1__870452__Klebsiella_pneumoniae Putative	transposase	(Fragment) Oxidoreductase QnrB1 Transposase	Tn3	family	protein hypothetical	protein hypothetical	protein Beta-lactamase	domain	protein FMN-binding	protein hypothetical	protein 100.0 6
QnrB7__1172596__Salmonella_enterica hypothetical	protein ParA	family	chromosome	partitioning	protein Plasmid	recombination	enzyme	type	2 Protein	of	uncharacterised	function	(DUF2913) hypothetical	protein YacC Alpha-helical	coiled-coil	protein Cytoplasmic	protein Carbonic	anhydrase RlgA hypothetical	protein Ankyrin	repeat	family	protein QnrB7 IS3000-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Arabinose	operon	regulatory	protein hypothetical	protein Hyprothetical	protein DNA-binding	protein DNA	topoisomerase	III 100.0 1
QnrB7__1792545__Escherichia_coli QnrB7 Amidophosphoribosyltransferase hypothetical	protein hypothetical	protein IS3000-like hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Zinc	metalloproteinase	Mpr	protein 100.0 1

QnrB1__772316__Klebsiella_pneumoniae QnrB1 Psp	operon	transcriptional	activator	PspF 100.0 3
QnrB1__868800__Klebsiella_pneumoniae Transposase transposase-like Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance hypothetical	protein IS3000-like QnrB1 hypothetical	protein Putative	transcriptional	activator hypothetical	protein hypothetical	protein hypothetical	protein Uncharacterised	protein Putative	lipoprotein Uncharacterised	protein hypothetical	protein hypothetical	protein Uncharacterised	protein DNA-binding	protein hypothetical	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 98.9 1
QnrB1__1598892__Klebsiella_pneumoniae hypothetical	protein Invertase 10	kDa	chaperonin CutA1 Cytochrome	c-type	biogenesis	protein	DsbD,	protein-disulfide	reductase N-(5'-phosphoribosyl)anthranilate	isomerase Bleomycin	resistance	protein Beta-lactamase	NDM-1 IS3000-like QnrB1 Psp	operon	transcriptional	activator	PspF Ankyrin	repeat	family	protein Protein	of	uncharacterised	function	(DUF2913) Putative	cytoplasmic	protein XRE	family	transcriptional	regulator Replication	regulatory	protein	repA2 Endonuclease IS66-like IS66-like transposase-like IS3-like hypothetical	protein 100.0 8
QnrB32__1830143__Enterobacterales_bacterium_8AC hypothetical	protein Glutathione	S-transferase QnrB32 hypothetical	protein 70.1 1
QnrB1__878000__Klebsiella_pneumoniae hypothetical	protein 16S	rRNA	methylase	RmtF Aminoglycoside	6-N-acetyltransferase Maturase-related	protein Rifampicin	ADP-ribosylatin	transferase Glyoxalase Integrase TnpA	transposase Putative	addiction	module	toxin Invertase/recombinase	like	protein Putative	resolvase hypothetical	protein QnrB1 Psp	operon	transcriptional	activator	PspF IS6-like Protein	of	uncharacterised	function	(DUF2913) Putative	cytoplasmic	protein Replication	initiation	protein	belongs	to	the	incFII	repa	family Replication	regulatory	protein	repA2 Endonuclease IS66-like transposase-like hypothetical	protein 100.0 7
QnrB1__528268__Klebsiella_pneumoniae hypothetical	protein 16S	rRNA	methylase	RmtF Peptidase Maturase-related	protein Rifampicin	ADP-ribosylatin	transferase Beta-carotene	15,15'-monooxygenase TnpA	transposase Putative	addiction	module	toxin Invertase/recombinase	like	protein Putative	resolvase hypothetical	protein QnrB1 Streptogramin	A	acetyltransferase	VatD Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Protein	of	uncharacterised	function	(DUF2913) Putative	cytoplasmic	protein hypothetical	protein Replication	regulatory	protein	repA2 Endonuclease Klebicin	B	immunity Vancomycin	resistance	protein	VanJ ABC	transporter	domain	protein ABC	transporter,	ATP-binding	protein 100.0 1

QnrB7__1641545__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Putative	DNA-binding	protein Putative	terminase	large	subunit Ankyrin	repeat	family	protein hypothetical	protein DfrA14 hypothetical	protein IS6-like IS91-like Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Exonuclease	superfamily IS6-like Restriction	endonuclease Cytosine-specific	methyltransferase hypothetical	protein Putative	hemolysin	expression	modulating	protein Mrr Nitroreductase KikA hypothetical	protein KorB TraL DNA-binding	protein	KorA 99.1 2
QnrB68__669608__Enterobacter_hormaechei_subsp._steigerwaltii QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Peptide	transport	system	permease	protein	SapC Peptide	transport	system	permease	protein	SapB Hypothetical	conserved	protein hypothetical	protein QnrB68 Putative	transcriptional	activator QACEdelta1	(Fragment) Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) 99.5 1
QnrB7__830188__Klebsiella_pneumoniae_subsp._pneumoniae Aminoglycoside	adenylyltransferase QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) IS1326-like Putative	cyclic-di-GMP	phosphodiesterase	YlaB IS3-like TniB	NTP-binding	protein transposase-like hypothetical	protein 99.1 1
QnrB7__841512__Klebsiella_pneumoniae hypothetical	protein Chloramphenicol	resistance	protein QACEdelta1	(Fragment) hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase hypothetical	protein IS6-like IS3000-like Tn3 Transposase 99.1 2
QnrB1__853526__Klebsiella_pneumoniae hypothetical	protein Chloramphenicol	resistance	protein QACEdelta1	(Fragment) Dihydropteroate	synthase hypothetical	protein IS6-like IS3000-like QnrB1 Oxidoreductase IS3000-like Tn3 100.0 3
QnrB1__708321__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Beta-lactamase	NDM-1 Bleomycin	resistance	protein N-(5'-phosphoribosyl)anthranilate	isomerase Cytochrome	c-type	biogenesis	protein	DsbD,	protein-disulfide	reductase CutA1 10	kDa	chaperonin 60	kDa	chaperonin IS3000-like Putative	transcriptional	activator QnrB1 Putative	oxidoreductase	YghA 100.0 7

QnrB7__806477__Klebsiella_variicola QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) Methionine	aminopeptidase hypothetical	protein C-5	cytosine-specific	DNA	methylase DNA	adenine	methylase Uncharacterised	protein Bacterial	protein	of	uncharacterised	function	(DUF977) Phage	integrase	family	site-specific	recombinase hypothetical	protein 99.1 1
QnrB7__533341__Klebsiella_pneumoniae QacEdelta1 Dihydropteroate	synthase hypothetical	protein Oxidoreductase hypothetical	protein hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase hypothetical	protein Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) Methionine	aminopeptidase Restriction	endonuclease hypothetical	protein Carbapenem-hydrolyzing	beta-lactamase Putative	hemolysin	expression	modulating	protein Transcriptional	regulator IS6-like hypothetical	protein hypothetical	protein hypothetical	protein IS1	transposase	orfB 99.1 4
QnrB2__705581__Salmonella_enterica_subsp._enterica_serovar_Cubana IS1247-like Aminoglycoside	N3'-acetyltransferase Rifampin	ADP-ribosyltransferase Cag	pathogenicity	island	protein	Cag4 EreC QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like hypothetical	protein hypothetical	protein QnrB2 hypothetical	protein 99.5 3
QnrB2__705631__Salmonella_enterica_subsp._enterica_serovar_Newport Aminoglycoside	adenylyltransferase QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like hypothetical	protein hypothetical	protein QnrB2 hypothetical	protein Dihydropteroate	synthase IS91-like BRCA1	C	Terminus	domain	protein DfrA19 hypothetical	protein IntI1-like Aminoglycoside	6'-N-acetyl	transferase Erythromycin	esterase IS1247-like Aminoglycoside	N3'-acetyltransferase 99.5 9
QnrB2__1796253__Klebsiella_pneumoniae Dihydrofolate	reductase Aminoglycoside	adenylyltransferase QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Peptide	ABC	transporter	substrate-binding	protein Calcium/calmodulin	dependent	kinase	II	Association	family	protein QnrB2 Phage	shock	protein	F	(Fragment) Dihydropteroate	synthase Orf5	protein chromate	transport	protein-like PadR	family	transcriptional	regulator 99.5 2
QnrB2__939197__Serratia_marcescens Integrase/recombinase Aminoglycoside	N(6	)-acetyltransferase Beta-lactamase Chloramphenicol	acetyltransferase Rifampicin	ADP-ribosylatin	transferase QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Peptide	ABC	transporter	substrate-binding	protein hypothetical	protein QnrB2 99.5 1
QnrB7__840375__Klebsiella_pneumoniae Alcohol	dehydrogenase IntI1-like Aminoglycoside	N(6	)-acetyltransferase Rifampicin	ADP-ribosylatin	transferase Dihydrofolate	reductase	type	V	(Fragment) Putative	aminoglycoside	adenyltransferase QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Orf5	protein IS110-like chromate	transport	protein-like hypothetical	protein IS6-like Macrolide	2'-phosphotransferase MFS	transporter Macrolide	phosphotransferase 99.1 1
QnrB7__841548__Klebsiella_pneumoniae Alcohol	dehydrogenase IntI1-like Aminoglycoside	N(6	)-acetyltransferase Rifampicin	ADP-ribosylatin	transferase Dihydrofolate	reductase	type	V	(Fragment) Putative	aminoglycoside	adenyltransferase QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Orf5	protein IS110-like chromate	transport	protein-like hypothetical	protein IS6-like Macrolide	2'-phosphotransferase MFS	transporter Macrolide	phosphotransferase Transposase 99.1 1
QnrB7__1623660__Escherichia_coli hypothetical	protein hypothetical	protein TniM	protein hypothetical	protein Aminoglycoside	6-N-acetyltransferase hypothetical	protein Dihydrofolate	reductase	type	V	(Fragment) TrhK QACEdelta1	(Fragment) 3-methyl-2-oxobutanoate	hydroxymethyltransferase IS91-like Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) 3-methyl-2-oxobutanoate	hydroxymethyltransferase hypothetical	protein chromate	transport	protein-like PadR	family	transcriptional	regulator IS6-like CadC	family	transcriptional	regulator Amidohydrolase Macrolide	phosphotransferase 99.1 12

QnrB7__1637269__Shigella_flexneri Hydrolase hypothetical	protein Aminoglycoside	6-N-acetyltransferase hypothetical	protein Dihydrofolate	reductase	type	V	(Fragment) TrhK QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Exonuclease	superfamily Nucleotidyltransferase	domain-containing	protein IS6-like Restriction	endonuclease Cytosine-specific	methyltransferase hypothetical	protein Putative	hemolysin	expression	modulating	protein hypothetical	protein Nitroreductase KikA hypothetical	protein KorB TraL DNA-binding	protein	KorA 99.1 5
QnrB2__878038__Klebsiella_pneumoniae RepA Basic	proline-rich	protein Resolvase IntI1-like Dihydrofolate	reductase QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Peptide	ABC	transporter	substrate-binding	protein hypothetical	protein QnrB2 Phage	shock	protein	F	(Fragment) Dihydropteroate	synthase	Sul1	(Fragment) Dihydrofolate	synthase	1	(Fragment) Acetyltransferase,	GNAT	family	(Fragment) Resolvase IS6-like Restriction	endonuclease Cytosine-specific	methyltransferase Insertion	element	IS1	protein	InsB Putative	hemolysin	expression	modulating	protein hypothetical	protein hypothetical	protein KikA hypothetical	protein KorB TraL DNA-binding	protein	KorA hypothetical	protein99.5 76
QnrB7__733370__Klebsiella_pneumoniae QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) Methionine	aminopeptidase Uncharacterised	protein Cytosine-specific	methyltransferase Insertion	element	IS1	protein	InsB Putative	hemolysin	expression	modulating	protein Putative	DNA	replication	terminus	site-binding	protein hypothetical	protein KikA hypothetical	protein KorB TraL DNA-binding	protein	KorA Conjugal	transfer	protein TraA hypothetical	protein 99.1 4
QnrB7__1838403__Citrobacter_freundii_plasmid hypothetical	protein Resolvase hypothetical	protein Aminoglycoside	6-N-acetyltransferase hypothetical	protein Dihydrofolate	reductase	type	V	(Fragment) TrhK QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) IS6-like Restriction	endonuclease Cytosine-specific	methyltransferase Insertion	element	IS1	protein	InsB Putative	hemolysin	expression	modulating	protein hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein hypothetical	protein IS1	transposase	orfB 99.1 61
QnrB7__1834712__Klebsiella_pneumoniae_plasmid hypothetical	protein Resolvase hypothetical	protein Aminoglycoside	6-N-acetyltransferase hypothetical	protein Dihydrofolate	reductase	type	V	(Fragment) TrhK QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Exonuclease	superfamily IS6-like Restriction	endonuclease Cytosine-specific	methyltransferase hypothetical	protein Putative	hemolysin	expression	modulating	protein hypothetical	protein Ankyrin	repeat	family	protein transposase-like Transposase hypothetical	protein 99.1 11
QnrB7__1862539__Escherichia_coli Aminoglycoside	6-N-acetyltransferase Dihydrofolate	reductase	type	V	(Fragment) Putative	aminoglycoside	adenyltransferase QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) Nucleotidyltransferase	domain-containing	protein 99.1 1
QnrB7__840177__Klebsiella_pneumoniae Alcohol	dehydrogenase IntI1-like Aminoglycoside	N(6	)-acetyltransferase Rifampicin	ADP-ribosylatin	transferase Dihydrofolate	reductase	type	V	(Fragment) Putative	aminoglycoside	adenyltransferase QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) Resolvase IS6-like Invertase/recombinase hypothetical	protein 99.1 1
QnrB7__845760__Klebsiella_pneumoniae Alcohol	dehydrogenase IntI1-like Aminoglycoside	N(6	)-acetyltransferase Rifampicin	ADP-ribosylatin	transferase Dihydrofolate	reductase	type	V	(Fragment) Putative	aminoglycoside	adenyltransferase QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Oxidoreductase QnrB7 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) Resolvase hypothetical	protein Plasmid	pRiA4b	ORF-3-like	protein IS26-like ISKpn19-like Resolvase hypothetical	protein Quinolone	resistance	protein	QnrS2 hypothetical	protein Uncharacterised	protein IS3-like IS3-like ISCro1-like 99.1 1
QnrB7__856670__Klebsiella_pneumoniae IS91-like Oxidoreductase QnrB7 QACEdelta1	(Fragment) Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) hypothetical	protein IS6-like hypothetical	protein Macrolide	2'-phosphotransferase MFS	transporter Macrolide	phosphotransferase 99.1 1
QnrB2__490003__Klebsiella_pneumoniae Beta-carotene	15,15'-monooxygenase Putative	transcriptional	regulator Rifampicin	ADP-ribosylatin	transferase Diguanylate	cyclase Biotin-dependent	carboxylase	uncharacterized	domain-containing	protein QACEdelta1	(Fragment) Dihydropteroate	synthase hypothetical	protein hypothetical	protein hypothetical	protein QnrB2 hypothetical	protein Dihydropteroate	synthase hypothetical	protein chromate	transport	protein-like hypothetical	protein N-acetylmuramoyl-L-alanine	amidase hypothetical	protein D-amino	acid	dehydrogenase Alpha/beta	hydrolase 100.0 3
QnrB2__751898__Klebsiella_pneumoniae Transposase,	IS6	family IntI1-like Aminoglycoside	N(6	)-acetyltransferase Rifampicin	ADP-ribosylatin	transferase Diguanylate	cyclase Biotin-dependent	carboxylase	uncharacterized	domain-containing	protein QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like hypothetical	protein hypothetical	protein QnrB2 hypothetical	protein Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) hypothetical	protein Methionine	aminopeptidase hypothetical	protein hypothetical	protein MFS	transporter Macrolide	phosphotransferase IS6-like Transposase Relaxase	/helicase	(Fragment) Tetracycline	repressor	protein	tetR TetA hypothetical	protein 99.5 6
QnrB2__934951__Klebsiella_pneumoniae IntI1-like Dihydrofolate	reductase QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Peptide	ABC	transporter	substrate-binding	protein hypothetical	protein QnrB2 Phage	shock	protein	F	(Fragment) Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) hypothetical	protein IS6-like Macrolide	2'-phosphotransferase MFS	transporter Macrolide	phosphotransferase 100.0 3

QnrB2__526335__Klebsiella_pneumoniae IncF	plasmid	conjugative	transfer	pilus	assembly	protein	TraC Conjugal	transfer	protein Conjugation	signal	peptide Type	IV	secretion-like	conjugative	transfer	sex	pilus	assembly	protein	TraW Cyclic	di-GMP	phosphodiesterase	YfgF Daunorubicin/doxorubicin	resistance	ATP-binding	protein	DrrA Dihydropteroate	synthase hypothetical	protein hypothetical	protein hypothetical	protein QnrB2 hypothetical	protein Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) transposase-like Aminotransferase	class	III Urf2	protein PbsX	family	transcriptional	regulator Mercuric	resistance	regulator	protein	MerD Phage	integrase	family	protein MerC Mercuric	transport	protein	periplasmic	component MerT Protein	ArsC	1 hypothetical	protein 99.5 1
QnrB7__580358__Klebsiella_pneumoniae hypothetical	protein Protein	YaiN S-(hydroxymethyl)glutathione	dehydrogenase Putative	enzyme S-formylglutathione	hydrolase Transposon	Tn552	DNA-invertase	binR Acriflavin	resistance	protein Peptide	transport	periplasmic	protein	sapA hypothetical	protein QnrB7 Putative	transcriptional	activator IS3000-like hypothetical	protein Tunicamycin	resistance Aminoglycoside	3-N-acetyltransferase	(Fragment) transposase-like transposase-like hypothetical	protein 99.5 4
QnrB32__714984__Citrobacter_freundii Peptide	transport	periplasmic	protein hypothetical	protein QnrB32 Psp	operon	transcriptional	activator	PspF Dihydropteroate	synthase	Sul1	(Fragment) 100.0 1
QnrB7__910764__Citrobacter_sp._AAK_AS5 Exoribonuclease	II Oxidoreductase Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Cyclic	diguanylate	phosphodiesterase	domain	protein Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	permease	protein	SapC Peptide	transport	system	permease	protein	SapB Peptide	transport	periplasmic	protein	SapA hypothetical	protein QnrB7 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD Phage	shock	protein	E Putative	enzyme UPF0283	membrane	protein	CKO	01392 Transcriptional	regulatory	protein	TyrR Probable	thiol	peroxidase Mandelate	racemase/muconate	lactonizing	enzyme,	N-terminal	domain	protein Protein	MpaA 99.5 3
QnrB7__620986__Citrobacter_portucalensis hypothetical	protein Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD IS3-like Peptide	transport	system	permease	protein	SapB Hypothetical	conserved	protein TIGR00156	family	protein Oxidoreductase QnrB7 DUF4917	domain-containing	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD Phage	shock	protein	E Putative	enzyme UPF0283	membrane	protein	CKO	01392 Transcriptional	regulatory	protein	TyrR Probable	thiol	peroxidase Mandelate	racemase/muconate	lactonizing	enzyme,	N-terminal	domain	protein Protein	MpaA 98.6 2
QnrB7__743914__unknown hypothetical	protein IS3000-like Calcium/calmodulin	dependent	kinase	II	Association	family	protein QnrB7 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD Phage	shock	protein	E hypothetical	protein 99.5 11
QnrB4__1846252__Klebsiella_pneumoniae Peptide	transport	system	permease	protein	SapB Peptide	transport	periplasmic	protein	SapA TIGR00156	family	protein hypothetical	protein Transmembrane	protein	YcaP CinA Oxidoreductase QnrB4 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator Probable	hydrogenase	nickel	incorporation	protein	HypA Dihydropteroate	synthase IS91-like 100.0 7
QnrB4__643000__Klebsiella_pneumoniae_MGH_65 hypothetical	protein hypothetical	protein Peptide	transport	system	permease	protein	SapB hypothetical	protein TIGR00156	family	protein hypothetical	protein Transmembrane	protein	YcaP CinA Oxidoreductase QnrB4 hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein IS6-like IS6-like DNA	helicase 100.0 1
QnrB4__645340__Klebsiella_pneumoniae hypothetical	protein EreC QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Peptide	transport	periplasmic	protein	sapA TIGR00156	family	protein hypothetical	protein Transmembrane	protein	YcaP CinA Oxidoreductase QnrB4 hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein IS6-like IS6-like DNA	helicase Virulence-associated	protein	vagC Ribonuclease	VapC Fructokinase Ribokinase-like	domain-containing	protein 100.0 4
QnrB4__719270__Klebsiella_pneumoniae hypothetical	protein Rifampin	ADP-ribosyltransferase EreC IS91-like Peptide	transport	periplasmic	protein	sapA TIGR00156	family	protein hypothetical	protein Transmembrane	protein	YcaP CinA Oxidoreductase QnrB4 hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein IS6-like IS6-like DNA	helicase Virulence-associated	protein	vagC Ribonuclease	VapC Fructokinase hypothetical	protein 100.0 1
QnrB4__864881__Klebsiella_pneumoniae QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like hypothetical	protein Peptide	transport	system	permease	protein	SapB Peptide	transport	periplasmic	protein	sapA TIGR00156	family	protein hypothetical	protein Transmembrane	protein	YcaP CinA Oxidoreductase QnrB4 hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator hypothetical	protein Dihydropteroate	synthase	type	1	(Fragment) Dihydrofolate	synthase	1	(Fragment) hypothetical	protein hypothetical	protein IS5-like 100.0 14
QnrB4__773058__Klebsiella_oxytoca QACEdelta1	(Fragment) Dihydropteroate	synthase IS91-like Transmembrane	protein	YcaP CinA Oxidoreductase QnrB4 hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator hypothetical	protein Dihydropteroate	synthase Orf5	protein 100.0 2
QnrB4__911476__Enterobacter_hormaechei IS91-like Peptide	transport	periplasmic	protein	sapA TIGR00156	family	protein hypothetical	protein Transmembrane	protein	YcaP CinA Oxidoreductase QnrB4 rRNA	methylase hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator Probable	hydrogenase	nickel	incorporation	protein	HypA Dihydropteroate	synthase 100.0 26
QnrB4__1837276__Klebsiella_pneumoniae_plasmid Integrase Aminoglycoside	6-N-acetyltransferase IS91-like hypothetical	protein Peptide	transport	system	permease	protein	SapB Peptide	transport	periplasmic	protein	SapA TIGR00156	family	protein hypothetical	protein Transmembrane	protein	YcaP CinA Oxidoreductase QnrB4 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator Probable	hydrogenase	nickel	incorporation	protein	HypA Dihydropteroate	synthase Orf5	protein chromate	transport	protein-like PadR	family	transcriptional	regulator hypothetical	protein 100.0 141
QnrB4__493266__Klebsiella_pneumoniae transposase-like UPF0126	inner	membrane	protein	YadS transposase-like Peptide	transport	periplasmic	protein	sapA TIGR00156	family	protein hypothetical	protein Transmembrane	protein	YcaP CinA Oxidoreductase QnrB4 hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator hypothetical	protein Dihydropteroate	synthase Orf5	protein 100.0 2
QnrB4__862976__Klebsiella_pneumoniae Damage-inducible	protein hypothetical	protein Resolvase IntI1-like DfrA1 hypothetical	protein QACEdelta1	(Fragment) Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) IS6-like QnrB4 hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator hypothetical	protein Dihydropteroate	synthase Acetyltransferase,	GNAT	family	(Fragment) IS6-like Hemolysin	activation	protein 100.0 8
QnrB4__569097__Klebsiella_pneumoniae hypothetical	protein Conjugal	transfer	nickase/helicase	TraI TraX	protein Fertility	inhibition	protein Uncharacterised	protein IS1-like Putative	transposase Putative	oxidoreductase	YghA QnrB4 hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator hypothetical	protein Dihydropteroate	synthase hypothetical	protein hypothetical	protein 100.0 1
QnrB4__1641344__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein Transposase,	IS4	family	protein IS91-like IS6-like hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein Peptide	transport	periplasmic	protein TIGR00156	family	protein hypothetical	protein Transmembrane	protein	YcaP CinA Oxidoreductase QnrB4 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator Probable	hydrogenase	nickel	incorporation	protein	HypA Dihydropteroate	synthase Ankyrin	repeat	family	protein hypothetical	protein hypothetical	protein 100.0 1
QnrB4__1527529__Escherichia_coli Dihydrofolate	reductase	type	A7 Ankyrin	repeat	family	protein QnrB4 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator Probable	hydrogenase	nickel	incorporation	protein	HypA 3-methyl-2-oxobutanoate	hydroxymethyltransferase hypothetical	protein chromate	transport	protein-like hypothetical	protein hypothetical	protein 100.0 1
QnrB4__1839316__Escherichia_coli_plasmid Cytosine-specific	methyltransferase IS1294-like Dihydrofolate	reductase	type	A7 Integrase/recombinase Ankyrin	repeat	family	protein QnrB4 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator Probable	hydrogenase	nickel	incorporation	protein	HypA Dihydropteroate	synthase Orf5	protein chromate	transport	protein-like PadR	family	transcriptional	regulator hypothetical	protein 100.0 1
QnrB4__1643130__Escherichia_coli Tir transposase-like Programmed	cell	death	toxin	PemK transposase-like hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein Dihydrofolate	reductase	type	A7 Integrase/recombinase Ankyrin	repeat	family	protein CadC	family	transcriptional	regulator Uncharacterised	protein Fosfomycin	resistance	protein	FosA IS6-like QnrB4 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A hypothetical	protein Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein hypothetical	protein Tail	completion	protein Glycine	cleavage	system	transcriptional	activator Probable	hydrogenase	nickel	incorporation	protein	HypA Dihydropteroate	synthase hypothetical	protein chromate	transport	protein-like PadR	family	transcriptional	regulator hypothetical	protein 100.0 22
QnrB4__1643137__Shigella_flexneri Hemolysin	expression	modulating	protein Protein	of	uncharacterised	function	(DUF2726) Negative	regulator	of	repA1 Thiol:disulfide	interchange	protein Tir transposase-like Programmed	cell	death	toxin	PemK transposase-like hypothetical	protein Ankyrin	repeat	family	protein hypothetical	protein Dihydrofolate	reductase	type	A7 Integrase/recombinase Ankyrin	repeat	family	protein QnrB4 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator Probable	hydrogenase	nickel	incorporation	protein	HypA Dihydropteroate	synthase hypothetical	protein chromate	transport	protein-like PadR	family	transcriptional	regulator hypothetical	protein 100.0 9

QnrB4__1832555__Enterobacter_cloacae Transposase	(Fragment) QnrB4 Putative	transcriptional	activator Transposase	(Fragment) 100.0 1
QnrB4__1641128__Klebsiella_pneumoniae Phage	integrase	family	protein Uncharacterised	protein IS1-like Putative	transposase hypothetical	protein Mercuric	resistance	regulator	protein	MerD Mercuric	ion	transport	protein Urf2	protein DNA	helicase Ankyrin	repeat	family	protein Peptide	transport	periplasmic	protein TIGR00156	family	protein hypothetical	protein Transmembrane	protein	YcaP CinA Oxidoreductase QnrB4 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Ankyrin	repeat	family	protein Siderophore-interacting	protein DNA	replication	protein Membrane	protein Putative	penicillin-binding	protein Transposase 100.0 1

QnrB4__1837031__Klebsiella_pneumoniae_plasmid hypothetical	protein hypothetical	protein hypothetical	protein IS1-like Putative	transposase Ankyrin	repeat	family	protein Peptide	transport	system	permease	protein	SapB Peptide	transport	periplasmic	protein	SapA TIGR00156	family	protein hypothetical	protein Transmembrane	protein	YcaP CinA Oxidoreductase QnrB4 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein hypothetical	protein hypothetical	protein Glycine	cleavage	system	transcriptional	activator Probable	hydrogenase	nickel	incorporation	protein	HypA Dihydropteroate	synthase Exonuclease	superfamily IS6-like 100.0 3
QnrB4__866574__Klebsiella_pneumoniae Integrase	(Fragment) 3'-kinase Aminoglycoside	3'-phosphotransferase Transposon	DNA-invertase IS6-like Peptide	transport	system	permease	protein	SapB Peptide	transport	periplasmic	protein	sapA TIGR00156	family	protein hypothetical	protein hypothetical	protein CinA Oxidoreductase QnrB4 hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator hypothetical	protein Dihydropteroate	synthase hypothetical	protein Resolvase IS6-like 100.0 22

QnrB4__921028__Escherichia_coli hypothetical	protein Peptide	transport	system	permease	protein	SapB Peptide	transport	periplasmic	protein	sapA TIGR00156	family	protein hypothetical	protein Transmembrane	protein	YcaP CinA Oxidoreductase QnrB4 hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD hypothetical	protein Beta-lactamase Glycine	cleavage	system	transcriptional	activator Integrase	(Fragment) Aminoglycoside	6'-N-acetyl	transferase hypothetical	protein Erythromycin	esterase IS1247-like Aminoglycoside	N3'-acetyltransferase 100.0 3
QnrB12__586019__Citrobacter_youngae_ATCC_29220 Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Diguanylate	phosphodiesterase Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD IS3-like Peptide	transport	system	permease	protein	SapB Hypothetical	conserved	protein TIGR00156	family	protein Competence/damage-inducible	domain	protein	CinA Oxidoreductase QnrB12 hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD Sugar	phosphorylase ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Inner	membrane	ABC	transporter	permease	protein	YcjO Inner	membrane	ABC	transporter	permease	protein	YcjP Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Putative	transient	receptor	potential	locus hypothetical	protein 98.1 2
QnrB12__1799249__Citrobacter_werkmanii Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Diguanylate	phosphodiesterase Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	permease	protein	SapC Peptide	transport	system	permease	protein	SapB Peptide	transport	periplasmic	protein	SapA TIGR00156	family	protein CinA Oxidoreductase QnrB12 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD Sugar	phosphorylase ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Inner	membrane	ABC	transporter	permease	protein	YcjO Inner	membrane	ABC	transporter	permease	protein	YcjP Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Putative	transient	receptor	potential	locus hypothetical	protein 99.5 1
QnrB12__484933__Citrobacter_werkmanii_NBRC_105721 Diguanylate	phosphodiesterase Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD IS3-like Peptide	transport	system	permease	protein	SapB Hypothetical	conserved	protein TIGR00156	family	protein hypothetical	protein Transmembrane	protein	YcaP CinA Oxidoreductase QnrB12 hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD Sugar	phosphorylase ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Inner	membrane	ABC	transporter	permease	protein	YcjO Inner	membrane	ABC	transporter	permease	protein	YcjP Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Putative	transient	receptor	potential	locus hypothetical	protein 99.5 18
QnrB68__715030__Citrobacter_braakii hypothetical	protein Oxidoreductase Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Diguanylate	phosphodiesterase Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	permease	protein	SapC Peptide	transport	system	permease	protein	SapB Peptide	transport	periplasmic	protein	SapA hypothetical	protein QnrB68 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD Sugar	phosphorylase ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Inner	membrane	ABC	transporter	permease	protein	YcjO Inner	membrane	ABC	transporter	permease	protein	YcjP Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Putative	transient	receptor	potential	locus hypothetical	protein 98.6 1
QnrB28__641952__Citrobacter_freundii_MGH_56 Oxidoreductase Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Diguanylate	phosphodiesterase Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD IS3-like Peptide	transport	system	permease	protein	SapB Hypothetical	conserved	protein TIGR00156	family	protein Oxidoreductase QnrB28 hypothetical	protein hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD ATP-dependent	DNA	helicase	RecQ ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Inner	membrane	ABC	transporter	permease	protein	YcjO Inner	membrane	ABC	transporter	permease	protein	YcjP Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Putative	transient	receptor	potential	locus hypothetical	protein 100.0 3
QnrB19__646063__Citrobacter_freundii Cytochrome	c-type	protein Oxidoreductase Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Cyclic	diguanylate	phosphodiesterase	domain	protein Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD IS3-like Peptide	transport	system	permease	protein	SapB Hypothetical	conserved	protein QnrB19 hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD ATP-dependent	DNA	helicase	RecQ ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Inner	membrane	ABC	transporter	permease	protein	YcjO Inner	membrane	ABC	transporter	permease	protein	YcjP Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Putative	transient	receptor	potential	locus hypothetical	protein 96.3 13
QnrB19__645541__Citrobacter_sp._MGH99 Cytochrome	c-type	protein Oxidoreductase Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Cyclic	diguanylate	phosphodiesterase	domain	protein Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD IS3-like Peptide	transport	system	permease	protein	SapB Hypothetical	conserved	protein QnrB19 hypothetical	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD Putative	sucrose	phosphorylase	(Sucroseglucosyltransferase) IS630-like hypothetical	protein ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Inner	membrane	ABC	transporter	permease	protein	YcjO Inner	membrane	ABC	transporter	permease	protein	YcjP Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ 96.3 1
QnrB12__1809765__Citrobacter_sp._DNRA3 Putative	oxidoreductase Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Cyclic	diguanylate	phosphodiesterase	domain	protein Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	permease	protein	SapC Peptide	transport	system	permease	protein	SapB Peptide	transport	periplasmic	protein	SapA TIGR00156	family	protein Oxidoreductase QnrB12 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD Sugar	phosphorylase ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Inner	membrane	ABC	transporter	permease	protein	YcjO Inner	membrane	ABC	transporter	permease	protein	YcjP Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Putative	transient	receptor	potential	locus hypothetical	protein 99.5 4
QnrB7__486538__Enterobacter_hormaechei_subsp._steigerwaltii Transposase Oxidoreductase QnrB7 DUF4917	domain-containing	protein Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD Sugar	phosphorylase ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Inner	membrane	ABC	transporter	permease	protein	YcjO Inner	membrane	ABC	transporter	permease	protein	YcjP Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Putative	transient	receptor	potential	locus hypothetical	protein 99.1 23
QnrB1__780914__Citrobacter_portucalensis Exoribonuclease	II Oxidoreductase Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Cyclic	diguanylate	phosphodiesterase	domain	protein Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	permease	protein	SapC Peptide	transport	system	permease	protein	SapB Peptide	transport	periplasmic	protein	SapA hypothetical	protein QnrB1 Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD ATP-dependent	DNA	helicase	RecQ ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Inner	membrane	ABC	transporter	permease	protein	YcjO Inner	membrane	ABC	transporter	permease	protein	YcjP Uncharacterized	zinc-type	alcohol	dehydrogenase-like	protein	YcjQ Putative	transient	receptor	potential	locus hypothetical	protein 99.1 1

QnrB12__929796__Citrobacter_sp._wls619 hypothetical	protein Oxidoreductase Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI EAL	domain	protein Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	permease	protein	SapC Peptide	transport	system	permease	protein	SapB Peptide	transport	periplasmic	protein	SapA Calcium/calmodulin	dependent	kinase	II	Association	family	protein QnrB12 DNA-binding	protein Serine	racemase Endoribonuclease	L-PSP	family	protein TetR	family	transcriptional	regulator Arginase Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	PspD	family	protein Thiosulfate	sulfurtransferase	PspE Putative	enzyme UPF0283	membrane	protein	CKO	01392 94.0 1
QnrB12__476528__Shigella_flexneri_1235-66 hypothetical	protein Putative	cytoplasmic	protein Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI EAL	domain	protein Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	permease	protein	SapC Peptide	transport	system	permease	protein	SapB Hypothetical	conserved	protein hypothetical	protein Calcium/calmodulin	dependent	kinase	II	Association	family	protein QnrB12 DNA-binding	protein Serine	racemase Endoribonuclease	L-PSP	family	protein TetR	family	transcriptional	regulator Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspBPhage	shock	protein	C Phage	shock	PspD	family	protein Thiosulfate	sulfurtransferase	PspE Putative	enzyme TnpA	protein Threonine	aldolase 93.0 1
QnrB12__512068__Citrobacter_pasteurii hypothetical	protein Host	specificity	protein	J hypothetical	protein hypothetical	protein Cor	protein Tail	fiber Peptide	transport	system	permease	protein	SapB Hypothetical	conserved	protein hypothetical	protein Calcium/calmodulin	dependent	kinase	II	Association	family	protein QnrB12 DNA-binding	protein Serine	racemase Endoribonuclease	L-PSP	family	protein TetR	family	transcriptional	regulator Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	PspD	family	protein Thiosulfate	sulfurtransferase	PspE Putative	enzyme TnpA	protein Transcriptional	regulatory	protein	TyrR 92.6 2
QnrB19__614658__Enterobacter_hormaechei_subsp._xiangfangensis hypothetical	protein DSBA	oxidoreductase Antitoxin Plasmid	stabilization	system	protein,	RelE/ParE	family Integrase hypothetical	protein hypothetical	protein IS630-like Protein-N(Pi)-phosphohistidine--sugar	phosphotransferase hypothetical	protein hypothetical	protein QnrB19 IS6-like transposase-like transposase-like 100.0 5
QnrB19__764174__Klebsiella_pneumoniae Putative	DEOR	transcriptional	regulator	YgbI Aerotaxis	receptor ISEc9-like hypothetical	protein QnrB19 hypothetical	protein 100.0 2
QnrB19__1568500__Salmonella_enterica_subsp._enterica_serovar_Othmarschen Ankyrin	repeat	family	protein IS3-like IS1133	transposase	OrfB ISEc9-like hypothetical	protein QnrB19 Aminoglycoside	3'-phosphotransferase PTS	N-acetylgalactosamine	transporter	subunit	IID hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Putative	lipoprotein hypothetical	protein Nuc TraG Conjugal	transfer	protein	TraF Conjugal	transfer	protein	TraO TraE 100.0 2
QnrB19__1791347__Serratia_marcescens hypothetical	protein ISEc9-like hypothetical	protein QnrB19 Beta-lactamase Streptomycin	3''-adenylyltransferase SMI1	/	KNR4	family	(SUKH-1) 100.0 4
QnrB2__1048146__Salmonella_enterica_subsp._enterica_serovar_Agona Phage	shock	protein	F	(Fragment) QnrB2 Calcium/calmodulin	dependent	kinase	II	Association	family	protein Peptide	ABC	transporter	substrate-binding	protein Transposase hypothetical	protein hypothetical	protein ABC	transporter	ATP-binding	protein Transposase transposase-like hypothetical	protein 99.5 6
QnrB19__1197190__Salmonella_enterica_subsp._enterica_serovar_Mbandaka Methionine	synthase hypothetical	protein Conjugal	transfer	pilin	subunit	TraA QnrB19 hypothetical	protein ABC	transporter	ATP-binding	protein hypothetical	protein hypothetical	protein 100.0 1404
QnrB19__763375__Klebsiella_pneumoniae Aerotaxis	receptor Transposon	Tn1721	resolvase transposase-like Insertion	element	IS1	protein	InsB QnrB19 Phage	shock	protein	F	(Fragment) Protein	of	uncharacterised	function	(DUF2913) Putative	RepA	protein Phospholipase	D	family	protein Conjugal	transfer	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 3
QnrB19__764154__Klebsiella_pneumoniae IS110-like Glutathione	synthetase QnrB19 Phage	shock	protein	F	(Fragment) Protein	of	uncharacterised	function	(DUF2913) Putative	RepA	protein hypothetical	protein Phospholipase	D	family	protein Conjugal	transfer	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
QnrB19__1794451__Klebsiella_pneumoniae Transposase	Tn3	family	protein Transposase	transposon	tn1721	(Partial)	(Fragment) hypothetical	protein hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein Putative	transposase QnrB19 Phage	shock	protein	F	(Fragment) Protein	of	uncharacterised	function	(DUF2913) Putative	RepA	protein Phospholipase	D	family	protein Conjugal	transfer	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 2
QnrB19__764299__Klebsiella_quasipneumoniae Aerotaxis	receptor Transposon	Tn1721	resolvase transposase-like hypothetical	protein ISEc9-like QnrB19 Phage	shock	protein	F	(Fragment) 100.0 1
QnrB19__764217__Klebsiella_pneumoniae hypothetical	protein Uncharacterised	protein Uncharacterised	protein Uncharacterised	protein Toxin	CcdB Protein	ccda Virulence-associated	protein	vagC Ribonuclease	VapC Putative	ATP-dependent	endonuclease	of	the	OLD	family DNA	helicase IS1-like Putative	transposase QnrB19 hypothetical	protein 100.0 1
QnrB19__1890396__Escherichia_coli hypothetical	protein QnrB19 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 6

QnrB19__860901__Klebsiella_pneumoniae TnpA transposase-like Exc1 Rop	family	protein Orf4	protein hypothetical	protein hypothetical	protein transposase-like transposase-like QnrB19 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 29
QnrB19__1884993__Bifidobacterium_longum hypothetical	protein QnrB19 hypothetical	protein Regulatory	protein	rop	(Fragment) 100.0 1
QnrB19__1612864__Escherichia_coli QnrB19 Conjugal	transfer	pilin	subunit	TraA 100.0 1
QnrB19__1639406__Escherichia_coli hypothetical	protein QnrB19 Conjugal	transfer	pilin	subunit	TraA hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 2
QnrB68__685166__Citrobacter_freundii hypothetical	protein Oxidoreductase Enoyl-[acyl-carrier-protein]	reductase	[NADH]	FabI Cyclic	diguanylate	phosphodiesterase	domain	protein Peptide	transport	system	ATP-binding	protein	SapF Peptide	transport	system	ATP-binding	protein	SapD Peptide	transport	system	permease	protein	SapC Peptide	transport	system	permease	protein	SapB Hypothetical	conserved	protein hypothetical	protein QnrB68 hypothetical	protein hypothetical	protein hypothetical	protein Psp	operon	transcriptional	activator	PspF Phage	shock	protein	A Envelope	stress	response	membrane	protein	PspB Phage	shock	protein Phage	shock	protein	PspD ATP-dependent	DNA	helicase	RecQ ABC-type	sugar	transport	system,	periplasmic	binding	protein	YcjN Inner	membrane	ABC	transporter	permease	protein	YcjO Inner	membrane	ABC	transporter	permease	protein	YcjP hypothetical	protein 99.5 20
QnrB19__1839469__Escherichia_coli Putative	XRE	family	plasmid	maintenance	system	antidote	protein Plasmid	maintenance	system	killer	family	protein hypothetical	protein QnrB19 hypothetical	protein hypothetical	protein Cupin	domain	protein LPS	O-antigen	length	regulator Transposase	InsH	for	insertion	sequence	element	IS5 Transposase	InsH	for	insertion	sequence	element	IS5H 100.0 33
QnrB19__1635622__Salmonella_enterica_subsp._enterica_serovar_Worthington hypothetical	protein QnrB19 100.0 1
QnrB19__764310__Klebsiella_quasipneumoniae hypothetical	protein Putative	membrane	protein ISEc9-like hypothetical	protein QnrB19 hypothetical	protein 100.0 6
QnrB19__675568__Salmonella_enterica hypothetical	protein QnrB19 hypothetical	protein 100.0 1
QnrB19__827665__Raoultella_ornithinolytica hypothetical	protein hypothetical	protein QnrB19 hypothetical	protein 100.0 4
QnrB19__1839498__Escherichia_coli QnrB19 hypothetical	protein RNA	polymerase DNA-binding	protein 100.0 1
QnrB19__1835200__Escherichia_coli_plasmid hypothetical	protein Minor	pilin	of	type	IV	secretion	VirB5 Eex Conjugal	transfer	protein 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]	imidazole-4-carboxamide	isomerase TraO hypothetical	protein TraG Endonuclease Transposase	for	transposon	Tn1721 Ankyrin	repeat	family	protein QnrB19 Ankyrin	repeat	family	protein hypothetical	protein FipA:	fertility	inhibition	of	IncP	plasmids	protein TraI TraJ TraK Prevention	of	the	induction	of	SOS	response,with	a	inserted	of	17	bp	at	position	99 StdB StbC 100.0 13

QnrB19__1853628__Escherichia_coli Orf4	protein hypothetical	protein QnrB19 hypothetical	protein Orf4	protein 100.0 7
QnrB19__716098__Escherichia_coli hypothetical	protein hypothetical	protein QnrB19 hypothetical	protein 100.0 14
QnrB19__772354__Klebsiella_pneumoniae hypothetical	protein Orf4	protein hypothetical	protein QnrB19 hypothetical	protein Orf4	protein 100.0 28
QnrB19__708035__Escherichia_coli hypothetical	protein QnrB19 hypothetical	protein 100.0 1

QnrB19__670038__Klebsiella_aerogenes hypothetical	protein MobA hypothetical	protein hypothetical	protein hypothetical	protein QnrB19 hypothetical	protein hypothetical	protein 100.0 4
QnrB19__1109209__Salmonella_enterica hypothetical	protein StbB StbA TraK TraJ TraI	relaxase FipA transposase-like Type	I	restriction	modification	system	DNA-methyltransferase	subunit	M QnrB19 Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance hypothetical	protein Sigma	70	factor-like	protein Transposase Transposase IS3-like IS1133	transposase	OrfB Aminoglycoside	3'-phosphotransferase 3'-kinase hypothetical	protein Mercuric	resistance	transcriptional	regulator	MerR MerT Mercuric	transport	protein	periplasmic	component MerC	mercury	resistance	family	protein 100.0 1
QnrB19__1855833__Enterobacter_kobei ISEc9-like QnrB19 Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance hypothetical	protein hypothetical	protein Sigma	70	factor-like	protein Transposase Transposase 100.0 8
QnrB19__762984__Klebsiella_quasipneumoniae Tn3	family	transposase ISEc9-like hypothetical	protein QnrB19 transposase-like hypothetical	protein 100.0 1
QnrB19__1183298__Salmonella_enterica_subsp._enterica_serovar_Uganda Chromosome	partitioning	protein	ParA Peptide	transporter IncH1	plasmid	conjugative	transfer	protein	TrhZ hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Mediator	of	plasmid	stability hypothetical	protein hypothetical	protein hypothetical	protein QnrB19 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid	maintenance	system	killer	protein hypothetical	protein 100.0 1
QnrB19__976031__Salmonella_enterica hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein HNH	endonuclease Conjugative	transfer	protein ISEc9-like hypothetical	protein QnrB19 hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein Plasmid	maintenance	system	killer	protein hypothetical	protein 100.0 1
QnrB19__846302__Klebsiella_pneumoniae QnrB19 Transposase	(Fragment) Putative	transposase	for	transposon 100.0 1
QnrB19__752081__Citrobacter_sp._CFNIH10 Two-component	system	response	regulator	protein Taurine-binding	periplasmic	protein Taurine	import	ATP-binding	protein	TauB Taurine	transport	system	permease	protein	TauC Alpha-ketoglutarate-dependent	taurine	dioxygenase Acyltransferase Delta-aminolevulinic	acid	dehydratase hypothetical	protein hypothetical	protein QnrB19 hypothetical	protein IS6-like Beta-lactamase Putative	ISKpn6-TnpA Outer	membrane	autotransporter Inhibitor	of	hydrogen	peroxide	resistance D-alanyl-D-alanine-carboxypeptidase/endopeptidase	AmpH Isochorismatase 100.0 2
QnrB19__752082__Citrobacter_sp._CFNIH10 4-alpha-glucanotransferase Maltodextrin	phosphorylase Type	VI	secretion	system	protein Putative	membrane	protein hypothetical	protein hypothetical	protein Transcriptional	regulator	MalT hypothetical	protein hypothetical	protein QnrB19 hypothetical	protein IS6-like Beta-lactamase Putative	ISKpn6-TnpA HTH-type	transcriptional	regulator	MalT Putative	LysR	family	transcriptional	regulator Citrate	transporter Protein	of	uncharacterised	function	(DUF1446) 100.0 1

QnrB19__1794440__Klebsiella_pneumoniae hypothetical	protein Toxin-antitoxin	system,	toxin	component DNA-binding	protein hypothetical	protein transposase-like Putative	transposase QnrB41	(Fragment) 22	kDa	relaxation	protein Relaxation	protein Probable	endopeptidase	NlpC Replication	initiation	protein Entry	exclusion	protein	1 hypothetical	protein QnrB19 Phage	shock	protein	F	(Fragment) Protein	of	uncharacterised	function	(DUF2913) Putative	RepA	protein hypothetical	protein Phospholipase	D	family	protein Conjugal	transfer	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 6
QnrB19__1833321__Citrobacter_sp._plasmid Replication	initiation	protein Entry	exclusion	protein	1 hypothetical	protein QnrB19 22	kDa	relaxation	protein Relaxation	protein Probable	endopeptidase	NlpC 100.0 6
QnrB19__1680635__Salmonella_enterica_subsp._enterica_serovar_Derby hypothetical	protein QnrB19 22	kDa	relaxation	protein Relaxation	protein Probable	endopeptidase	NlpC Replication	initiation	protein Entry	exclusion	protein	1 100.0 16

QnrB19__680333__Klebsiella_pneumoniae QnrB19 Phage	shock	protein	F	(Fragment) hypothetical	protein 100.0 1
QnrB19__786420__Citrobacter_freundii_complex_sp._CFNIH12 Histidinol	dehydrogenase Histidinol-phosphate	aminotransferase Histidine	biosynthesis	bifunctional	protein	HisB Imidazole	glycerol	phosphate	synthase	subunit	HisH 1-(5-phosphoribosyl)-5-[(5-phosphoribosylamino)methylideneamino]	imidazole-4-carboxamide	isomerase Imidazole	glycerol	phosphate	synthase	subunit	HisF Histidine	biosynthesis	bifunctional	protein	HisIE LPS	O-antigen	chain	length	determinant	protein	WzzB Protein	CapI ISEc9-like hypothetical	protein QnrB19 hypothetical	protein hypothetical	protein 100.0 1

QnrB19__1144010__Salmonella_enterica hypothetical	protein Glucosidase	YgjK hypothetical	protein QnrB19 Aminoglycoside	3-N-acetyltransferase	(Fragment) Tunicamycin	resistance hypothetical	protein hypothetical	protein Sigma	70	factor-like	protein Transposase Transposase Toxin	RelE2 hypothetical	protein Aminoglycoside	3'-phosphotransferase PTS	N-acetylgalactosamine	transporter	subunit	IID hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 100.0 1
QnrB19__1372576__Escherichia_coli QnrB19 Regulatory	protein	rop	(Fragment) MobC hypothetical	protein IS91-like Putative	transposase	for	insertion	sequence	element	IS801	domain	protein MbkB	protein MobD hypothetical	protein 100.0 1
QnrB19__1603689__Shigella_sonnei hypothetical	protein MobD hypothetical	protein QnrB19 Conjugal	transfer	pilin	subunit	TraA Regulatory	protein	rop	(Fragment) MobC Mobilization	protein	MobA 100.0 517
QnrB19__1424666__Escherichia_coli YccB hypothetical	protein Cell	division	protein	SepF Inner	membrane	protein	YqcE Plasmid	segregation	oscillating	ATPase	ParF hypothetical	protein ProQ/FINO	family	protein Acetyltransferase hypothetical	protein hypothetical	protein Ankyrin	repeat	family	protein QnrB19 hypothetical	protein 100.0 2
QnrB32__1828786__Serratia_fonticola hypothetical	protein hypothetical	protein Putative	inner	membrane	protein Nodulin	21-like	protein TPR	repeats	containing	protein Oxidoreductase,	short-chain	dehydrogenase/reductase	family Biliverdin-producing	heme	oxygenase Long-chain-fatty-acid--CoA	ligase Thermostable	hemolysin	delta-VPH QnrB32 StbD	replicon	stabilization	protein	(Antitoxin	to	StbE)RelE/StbE	replicon	stabilization	toxin Putative	glutathione	S-transferase,	YfcF Succinate-semialdehyde	dehydrogenase	[NADP(+)]	GabD 4-aminobutyrate	aminotransferase	PuuE Transcriptional	regulator	GabR	of	GABA	utilization	(GntR	family	with	aminotransferase-like	domain) Putrescine	importer	PuuP Maltose-6'-phosphate	glucosidase PTS	system	maltose-and	glucose-specific	EIICB	component 70.1 1
QnrB32__685470__Serratia_fonticola Repressor	protein	from	bacteriophage	origin hypothetical	protein Phage	integrase	family	site-specific	recombinase hypothetical	protein Putative	cytoplasmic	protein Putative	transmembrane	protein hypothetical	protein Putative	inner	membrane	protein QnrB32 StbD	replicon	stabilization	protein	(Antitoxin	to	StbE)RelE/StbE	replicon	stabilization	toxin Putative	glutathione	S-transferase,	YfcF Succinate-semialdehyde	dehydrogenase	[NADP(+)]	GabD 4-aminobutyrate	aminotransferase	PuuE C4-dicarboxylate	ABC	transporter	permease Putrescine	importer	PuuP Maltose-6'-phosphate	glucosidase hypothetical	protein 70.6 1
QnrB32__1828753__Serratia_fonticola Phage	integrase Uncharacterised	protein hypothetical	protein Putative	transmembrane	protein hypothetical	protein Putative	inner	membrane	protein QnrB32 StbD	replicon	stabilization	protein	(Antitoxin	to	StbE)RelE/StbE	replicon	stabilization	toxin Putative	glutathione	S-transferase,	YfcF Succinate-semialdehyde	dehydrogenase	[NADP(+)]	GabD 4-aminobutyrate	aminotransferase	PuuE Arginine-ornithine	antiporter Putrescine	importer	PuuP Maltose-6'-phosphate	glucosidase PTS	system	maltose-and	glucose-specific	EIICB	component 70.6 1
QnrB32__1791016__Serratia_fonticola Ribonuclease	G Putative	inner	membrane	protein Prophage	Lp2	protein	6 Nodulin	21-like	protein TPR	repeats	containing	protein Oxidoreductase,	short-chain	dehydrogenase/reductase	family Biliverdin-producing	heme	oxygenase Long-chain-fatty-acid--CoA	ligase Thermostable	hemolysin	delta-VPH QnrB32 Putative	glutathione	S-transferase,	YfcF Succinate-semialdehyde	dehydrogenase	[NADP(+)]	GabD 4-aminobutyrate	aminotransferase	PuuE Arginine-ornithine	antiporter Putrescine	importer	PuuP Exoenzymes	regulatory	protein	AepA	in	lipid-linked	oligosaccharide	synthesis	cluster ABC	transporter	ATP-binding	protein 70.1 1
QnrB32__735885__Serratia_fonticola hypothetical	protein hypothetical	protein Putative	inner	membrane	protein Nodulin	21-like	protein TPR	repeats	containing	protein Oxidoreductase,	short-chain	dehydrogenase/reductase	family Biliverdin-producing	heme	oxygenase Long-chain-fatty-acid--CoA	ligase Thermostable	hemolysin	delta-VPH QnrB32 StbD	replicon	stabilization	protein	(Antitoxin	to	StbE)RelE/StbE	replicon	stabilization	toxin Putative	glutathione	S-transferase,	YfcF Succinate-semialdehyde	dehydrogenase	[NADP(+)]	GabD 4-aminobutyrate	aminotransferase	PuuE C4-dicarboxylate	ABC	transporter	permease Putrescine	importer	PuuP Exoenzymes	regulatory	protein	AepA	in	lipid-linked	oligosaccharide	synthesis	cluster hypothetical	protein 70.6 3
QnrB32__1828776__Serratia_fonticola hypothetical	protein ABC-type	multidrug	transport	system,	permease	component ABC-type	transporter,	ATPase	component Multidrug	resistance	efflux	pump Putative	transmembrane	protein hypothetical	protein Putative	inner	membrane	protein QnrB32 StbD	replicon	stabilization	protein	(Antitoxin	to	StbE)RelE/StbE	replicon	stabilization	toxin Putative	glutathione	S-transferase,	YfcF Succinate-semialdehyde	dehydrogenase	[NADP(+)]	GabD 4-aminobutyrate	aminotransferase	PuuE Arginine-ornithine	antiporter Putrescine	importer	PuuP Exoenzymes	regulatory	protein	AepA	in	lipid-linked	oligosaccharide	synthesis	cluster hypothetical	protein 70.6 1
QnrB4__1602669__Enterobacteriaceae_bacterium hypothetical	protein Na+	driven	multidrug	efflux	pump Putative	secreted	protein TetR	family	transcriptional	regulator Stress-induced	acidophilic	repeat	motif-containing	protein NAD(P)H	dehydrogenase	(quinone) Protein	YccJ Glutamate	transport	membrane-spanning	protein Permease	component	of	a	glutamate/aspartate	transporter ATP-binding	component	of	an	ABC	superfamily	phosphate	transporter Amino	acid	ABC	transporter	substrate-binding	protein,	PAAT	family Putative	secreted	protein hypothetical	protein hypothetical	protein QnrB4 Putative	membrane	protein Cyanate	transporter LysR	family	transcriptional	regulator Metallo-beta-lactamase	superfamily	protein Methyltransferase	domain	protein UPF0386	protein	YjhX hypothetical	protein Putative	oxidoreductase	YghA Isomerase TetR	family	transcriptional	regulator CadC	family	transcriptional	regulator Uncharacterised	protein 86.4 1
QnrB7__485658__Kluyvera_intermedia_NBRC_102594_=_ATCC_33110 Glutamate	transport	membrane-spanning	protein Permease	component	of	a	glutamate/aspartate	transporter ATP-binding	component	of	an	ABC	superfamily	phosphate	transporter Amino	acid	ABC	transporter	substrate-binding	protein,	PAAT	family Putative	secreted	protein hypothetical	protein QnrB7 Putative	membrane	protein Putative	inner	membrane	protein LysR	family	transcriptional	regulator Metallo-beta-lactamase	superfamily	protein Cell	envelope	integrity	inner	membrane	protein	TolA Chloramphenicol	acetyltransferase Diguanylate	cyclase/phosphodiesterase Oxidoreductase Aminomethyltransferase Probable	transcriptional	regulatory	protein	YeeN 88.2 1

QnrB12__508610__Yersinia_mollaretii Aerobic	respiration	control	sensor	protein Glyoxalase Biosynthetic	peptidoglycan	transglycosylase Conserved	putative	exported	protein DnaA	initiator-associating	protein	DiaA UPF0102	protein	ERS008437	03945 Penicillin-binding	protein	activator	LpoA Ribosomal	RNA	small	subunit	methyltransferase	I hypothetical	protein QnrB12 Multidrug	ABC	transporter	permease Acyltransferase Transcriptional	regulator NADP-dependent	alcohol	dehydrogenase Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega Inner	membrane	protein	yqjF Inner	membrane	protein	YqjK Inner	membrane	protein	yqjE Putative	membrane	protein	YqjD Periplasmic	protein	YqjC Modulator	protein	MzrA 73.8 1
QnrB12__535936__Yersinia_enterocolitica Aerobic	respiration	control	sensor	protein Glyoxalase Biosynthetic	peptidoglycan	transglycosylase Conserved	putative	exported	protein DnaA	initiator-associating	protein	DiaA UPF0102	protein	ERS008437	03945 Penicillin-binding	protein	activator	LpoA Ribosomal	RNA	small	subunit	methyltransferase	I hypothetical	protein QnrB12 Multidrug	ABC	transporter	permease Secretion	protein	HlyD	family	protein Transcriptional	regulator NADP-dependent	alcohol	dehydrogenase Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega Inner	membrane	protein	yqjF Inner	membrane	protein	YqjK Inner	membrane	protein	yqjE Putative	membrane	protein	YqjD Periplasmic	protein	YqjC Modulator	protein	MzrA 73.8 4
QnrB12__508601__Yersinia_mollaretii Aerobic	respiration	control	sensor	protein Glyoxalase Biosynthetic	peptidoglycan	transglycosylase Conserved	putative	exported	protein DnaA	initiator-associating	protein	DiaA UPF0102	protein	ERS008437	03945 Penicillin-binding	protein	activator	LpoA Ribosomal	RNA	small	subunit	methyltransferase	I hypothetical	protein QnrB12 Multidrug	ABC	transporter	permease Acyltransferase Transcriptional	regulator NADP-dependent	alcohol	dehydrogenase Pirin-like	protein	yhaK HTH-type	transcriptional	activator	AllS Glutathione	S-transferase,	omega Inner	membrane	protein	yqjF Inner	membrane	protein	YqjK Inner	membrane	protein	yqjE Putative	membrane	protein	YqjD Periplasmic	protein	YqjC Modulator	protein	MzrA 73.8 1
QnrB71__919007__Buttiauxella_sp._JUb87 Cobalt-precorrin-6Y	C15-methyltransferase Cobalt-precorrin-4	C11-methyltransferase Probable	cobalt-factor	III	C(17)-methyltransferase Sirohydrochlorin	cobaltochelatase Cobalt-precorrin-2	C20-methyltransferase Cobalt	transport	protein	CbiM Cobalt	transport	protein	CbiN Cobalt	ECF	transporter	energizing	module	transmembrane	component Cobalt	import	ATP-binding	protein	CbiO Cobyric	acid	synthase Bifunctional	adenosylcobalamin	biosynthesis	protein Adenosylcobinamide-GDP	ribazoletransferase Nicotinate-nucleotide--dimethylbenzimidazole	phosphoribosyltransferase QnrB71 Acyl-CoA	dehydrogenase Putative	dTDP-glucose	pyrophosphorylase hypothetical	protein Uncharacterized	conserved	protein	UCP021525 hypothetical	protein IS110-like FleQ	family	flagellar	regulatory	protein Flagellar	hook-basal	body	complex	protein	FliE Flagellar	M-ring	protein hypothetical	protein 85.5 2
QnrB37__919005__Serratia_sp._BIGb0156 Glutathionylspermidine	synthase UPF0441	protein	YgiB Outer	membrane	channel	protein ADP-ribose	diphosphatase YqiB 3',5'-cyclic	adenosine	monophosphate	phosphodiesterase	CpdA Esterase DNA	topoisomerase	4	subunit	B QnrB37 hypothetical	protein Chloramphenicol	acetyltransferase Diguanylate	cyclase/phosphodiesterase Oxidoreductase Quinol	monooxygenase	YgiN NADPH	quinone	reductase	MdaB Integral	membrane	sensor	signal	transduction	histidine	kinase Two	component	transcriptional	regulator,	winged	helix	family TIGR00156	family	protein DNA	topoisomerase	4	subunit	A 91.1 1
QnrB32__776575__Pantoea_coffeiphila hypothetical	protein 5-methyltetrahydropteroyltriglutamate--homocysteine	methyltransferase Uncharacterised	protein Predicted	kinase Uncharacterised	protein Carboxymuconolactone	decarboxylase LysR	family	transcriptional	regulator TetR	family	transcriptional	regulator N-ethylmaleimide	reductase Epimerase Glutathione	transferase	GstA DNA-binding	transcriptional	regulator,	LysR	family QnrB32 Acetyltransferase Transcriptional	regulator Transporter,	small	conductance	mechanosensitive	ion	channel	MscS	family	protein Transcriptional	regulator,	MarR	family Alcohol	dehydrogenase Putative	lipoprotein Short-chain	dehydrogenase/reductase	SDR 70.3 1
QnrB68__521344__Dickeya_sp._MK7 hypothetical	protein Cell	division	protein	FtsP 2,5-diketo-D-gluconate	reductase	A Group	III	alcohol	dehydrogenase FMN	reductase Putative	HTH-type	transcriptional	regulator	yqhC Conserved	inner	membrane	protein Cystathionine	beta-lyase,	PLP-dependent Transcriptional	regulator,	MerR	family Membrane	spanning	protein	in	TonB-ExbB-ExbD	complex QnrB68 Fructose	repressor	FruR,	LacI	family Invertase PTS	sugar	transporter Maltoporin	(Maltose/maltodextrin	high-affinity	receptor,	phage	lambda	receptor	protein) Fructokinase Predicted	nuclease	of	the	RNAse	H	fold,	HicB	family hypothetical	protein 70.4 4

QnrB32__485592__Serratia_ficaria_NBRC_102596 hypothetical	protein hypothetical	protein Acetyltransferase Membrane	protein Putative	inner	membrane	protein Putative	membrane	protein Major	facilitator	superfamily	protein LacI	family	transcriptional	regulator AP	endonuclease Putative	oxidoreductase Uncharacterised	protein Protein	of	uncharacterised	function QnrB32 Cold	shock-like	protein Nicotinamidase Universal	stress	protein	UspA Cyclopentanol	dehydrogenase Gamma-glutamylputrescine	oxidoreductase Aldehyde	dehydrogenase	PuuC Putrescine	utilization	regulator Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Gamma-glutamylputrescine	synthetase	PuuA hypothetical	protein 84.1 1
QnrB19__656421__Serratia_rubidaea Maltose/maltodextrin	ABC	transporter,	permease	protein	MalF Maltose/maltodextrin	ABC	transporter,	permease	protein	MalG Alpha-glucosidase Maltose/maltodextrin	transport	ATP-binding	protein	MalK Alpha-amylase Transcriptional	regulator,	TetR	family Putative	hydrolase	or	acyltransferase	of	alpha/beta	superfamily hypothetical	protein hypothetical	protein GNAT	family	acetyltransferase UPF0386	protein	GM31	22685 QnrB19 Transcriptional	regulator,	LysR	family Quinone	oxidoreductase Quinate	dehydrogenase Coenzyme	PQQ	synthesis	protein	F Coenzyme	PQQ	synthesis	protein	E Coenzyme	PQQ	synthesis	protein	D Pyrroloquinoline-quinone	synthase Coenzyme	PQQ	synthesis	protein	B 83.6 1
QnrB19__750972__Serratia_sp._MYb239 Cys	regulon	transcriptional	activator	CysB Maltose/maltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE Maltose/maltodextrin	ABC	transporter,	permease	protein	MalF Maltose/maltodextrin	ABC	transporter,	permease	protein	MalG Alpha-glucosidase Maltose/maltodextrin	transport	ATP-binding	protein	MalK Nucleoside	triphosphatase hypothetical	protein hypothetical	protein Uncharacterised	protein GNAT	family	acetyltransferase UPF0386	protein	GM31	22685 QnrB19 Transcriptional	regulator,	LysR	family Quinone	oxidoreductase hypothetical	protein Membrane	protein Quinate	dehydrogenase Coenzyme	PQQ	synthesis	protein	F Coenzyme	PQQ	synthesis	protein	E hypothetical	protein 84.6 1
QnrB1__153273__Salmonella_enterica 10	kDa	chaperonin 60	kDa	chaperonin	2 IS91-like ABC	transporter	ATP-binding	protein TnpR	protein transposase-like hypothetical	protein Calcium/calmodulin	dependent	kinase	II	Association	family	protein QnrB1 hypothetical	protein 99.1 5
QnrB19__684816__Klebsiella_pneumoniae hypothetical	protein hypothetical	protein QnrB19 Phage	shock	protein	F	(Fragment) MarR	family	transcriptional	regulator,	transcriptional	regulator	for	hemolysin Major	facilitator	superfamily	permease HlyD	family	secretion	protein NodT	family	RND	efflux	system	outer	membrane	lipoprotein Methyltransferase ATP-dependent	RNA	helicase	HrpA hypothetical	protein 100.0 9
QnrB68__600713__Dickeya_fangzhongdai hypothetical	protein hypothetical	protein Predicted	nuclease	of	the	RNAse	H	fold,	HicB	family Fructokinase Maltoporin	(Maltose/maltodextrin	high-affinity	receptor,	phage	lambda	receptor	protein) PTS	sugar	transporter Invertase Fructose	repressor	FruR,	LacI	family QnrB68 Membrane	spanning	protein	in	TonB-ExbB-ExbD	complex Membrane	spanning	protein	in	TonB-ExbB-ExbD	complex Cystathionine	beta-lyase,	PLP-dependent Conserved	inner	membrane	protein Putative	HTH-type	transcriptional	regulator	yqhC FMN	reductase Group	III	alcohol	dehydrogenase 2,5-diketo-D-gluconate	reductase	A Cell	division	protein	FtsP hypothetical	protein 70.9 3
QnrB68__603012__Dickeya_fangzhongdai Fructose	repressor	FruR,	LacI	family QnrB68 Membrane	spanning	protein	in	TonB-ExbB-ExbD	complex Membrane	spanning	protein	in	TonB-ExbB-ExbD	complex Cystathionine	beta-lyase,	PLP-dependent Conserved	inner	membrane	protein Putative	HTH-type	transcriptional	regulator	yqhC FMN	reductase Group	III	alcohol	dehydrogenase 2,5-diketo-D-gluconate	reductase	A Cell	division	protein	FtsP hypothetical	protein 70.9 1
QnrB70__749390__Serratia_rubidaea hypothetical	protein Coenzyme	PQQ	synthesis	protein	E Coenzyme	PQQ	synthesis	protein	F Quinate	dehydrogenase hypothetical	protein Enterobacterial	putative	membrane	protein	(DUF943) Quinone	oxidoreductase Transcriptional	regulator,	LysR	family QnrB70 Uncharacterised	protein hypothetical	protein Integral	membrane	protein Putative	hydrolase	or	acyltransferase	of	alpha/beta	superfamily Transcriptional	regulator,	TetR	family Alpha-amylase Maltose/maltodextrin	transport	ATP-binding	protein	MalK Alpha-glucosidase Maltose/maltodextrin	ABC	transporter,	permease	protein	MalG Maltose/maltodextrin	ABC	transporter,	permease	protein	MalF hypothetical	protein 82.7 1
QnrB19__1636199__Serratia_sp._KUDC3025 Coenzyme	PQQ	synthesis	protein	B Pyrroloquinoline-quinone	synthase Coenzyme	PQQ	synthesis	protein	D Coenzyme	PQQ	synthesis	protein	E Coenzyme	PQQ	synthesis	protein	F Quinate	dehydrogenase Quinone	oxidoreductase Transcriptional	regulator,	LysR	family QnrB19 hypothetical	protein hypothetical	protein hypothetical	protein Maltose/maltodextrin	transport	ATP-binding	protein	MalK Alpha-glucosidase Maltose/maltodextrin	ABC	transporter,	permease	protein	MalG Maltose/maltodextrin	ABC	transporter,	permease	protein	MalF Maltose/maltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE hypothetical	protein 84.1 1
QnrB19__758306__Serratia_rubidaea hypothetical	protein Coenzyme	PQQ	synthesis	protein	E Coenzyme	PQQ	synthesis	protein	F Quinate	dehydrogenase Membrane	protein hypothetical	protein Quinone	oxidoreductase Transcriptional	regulator,	LysR	family QnrB19 UPF0386	protein	GM31	22685 GNAT	family	acetyltransferase Uncharacterised	protein hypothetical	protein hypothetical	protein Nucleoside	triphosphatase Maltose/maltodextrin	transport	ATP-binding	protein	MalK Alpha-glucosidase Maltose/maltodextrin	ABC	transporter,	permease	protein	MalG Maltose/maltodextrin	ABC	transporter,	permease	protein	MalF Maltose/maltodextrin	ABC	transporter,	substrate	binding	periplasmic	protein	MalE Cys	regulon	transcriptional	activator	CysB 85.0 1

QnrB32__610191__Shigella_boydii Putrescine	importer	PuuP Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Xanthine/uracil/vitamin	C	permease Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase QnrB32 Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein hypothetical	protein MFS	transporter LysR	family	transcriptional	regulator 3-oxoacyl-ACP	reductase Tautomerase Putative	membrane	protein Putative	membrane	protein Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein hypothetical	protein Uncharacterised	protein hypothetical	protein hypothetical	protein 81.3 5
QnrB32__606922__Serratia_marcescens HTH-type	transcriptional	regulator	PuuR Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase QnrB32 Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein hypothetical	protein MFS	transporter LysR	family	transcriptional	regulator 3-oxoacyl-ACP	reductase Tautomerase Putative	membrane	protein Putative	membrane	protein Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein hypothetical	protein hypothetical	protein hypothetical	protein hypothetical	protein 81.3 1
QnrB32__1791340__Serratia_marcescens TetR	family	transcriptional	regulator Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD HTH-type	transcriptional	regulator	PuuR Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase hypothetical	protein Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein QnrB32 Gluconolaconase Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Protein	of	uncharacterised	function	(DUF3279) hypothetical	protein MFS	transporter hypothetical	protein Probable	diguanylate	cyclase	YedQ Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein Cell	envelope	integrity	inner	membrane	protein	TolA Putative	lipoprotein	YgdR Uncharacterized	lipoprotein	ygdR Universal	stress	protein	F 80.4 1
QnrB32__1791360__Serratia_marcescens hypothetical	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD HTH-type	transcriptional	regulator	PuuR Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein QnrB32 Gluconolaconase Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein hypothetical	protein MFS	transporter Putative	membrane	protein Probable	diguanylate	cyclase	YedQ Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein Cell	envelope	integrity	inner	membrane	protein	TolA Putative	lipoprotein	YgdR Uncharacterized	lipoprotein	ygdR Universal	stress	protein	F Isocitrate	dehydrogenase 81.3 3
QnrB32__1791351__Serratia_marcescens Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD HTH-type	transcriptional	regulator	PuuR Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein Uncharacterised	protein QnrB32 Gluconolaconase Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein hypothetical	protein MFS	transporter Probable	diguanylate	cyclase	YedQ Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein Colicin	transporter Putative	lipoprotein	YgdR Uncharacterized	lipoprotein	ygdR Toxic	protein	SymE Lactate	dehydrogenase 80.4 18
QnrB32__555280__Serratia_marcescens hypothetical	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Xanthine/uracil/vitamin	C	permease V-type	ATP	synthase	beta	chain Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Uncharacterised	protein QnrB32 Gluconolaconase Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein hypothetical	protein Virulence-associated	protein	E Putative	membrane	protein Pyruvate	dehydrogenase Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein Colicin	transporter Putative	lipoprotein	YgdR Uncharacterized	lipoprotein	ygdR Universal	stress	protein	F hypothetical	protein 80.4 4
QnrB37__863444__Serratia_marcescens Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein Threonine	efflux	protein QnrB37 Putative	exported	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein hypothetical	protein MFS	transporter Putative	membrane	protein Putative	membrane	protein Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein Colicin	transporter Lipoprotein Uncharacterized	lipoprotein	ygdR Universal	stress	protein	F hypothetical	protein 80.8 1
QnrB37__796971__Serratia_marcescens Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein Threonine	efflux	protein QnrB37 Putative	exported	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Putative	oxidoreductase AP	endonuclease LacI	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein MFS	transporter Putative	membrane	protein Uncharacterised	protein hypothetical	protein 80.8 5
QnrB37__1865640__Serratia_marcescens Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD HTH-type	transcriptional	regulator	PuuR Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein Uncharacterised	protein QnrB37 Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Putative	oxidoreductase AP	endonuclease LacI	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein MFS	transporter Putative	membrane	protein Putative	membrane	protein Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein Colicin	transporter 80.8 3
QnrB37__685837__Serratia_marcescens hypothetical	protein hypothetical	protein Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Nicotinamidase Cold	shock-like	protein Uncharacterised	protein QnrB37 Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Putative	oxidoreductase AP	endonuclease LacI	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein MFS	transporter Putative	membrane	protein Putative	membrane	protein Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein Colicin	transporter 80.8 11
QnrB37__943719__Serratia_ureilytica hypothetical	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein Threonine	efflux	protein QnrB37 Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Putative	oxidoreductase AP	endonuclease LacI	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein MFS	transporter Putative	membrane	protein Uncharacterised	protein Acetyltransferase Uncharacterised	protein Colicin	transporter 80.8 2
QnrB32__797960__Serratia_marcescens Putrescine	importer	PuuP Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator hypothetical	protein Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA hypothetical	protein Threonine	efflux	protein QnrB32 Gluconolaconase Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Putative	oxidoreductase AP	endonuclease LacI	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein hypothetical	protein MFS	transporter LysR	family	transcriptional	regulator 3-oxoacyl-ACP	reductase Tautomerase Putative	membrane	protein81.3 19
QnrB32__821986__Serratia_marcescens Uncharacterised	protein Putative	S-adenosyl-L-methionine-dependent	methyltransferase	TehB Proline	hydroxylase Bifunctional	transcriptional	activator/DNA	repair	enzyme	Ada Neutral	amino-acid	efflux	system Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA hypothetical	protein Threonine	efflux	protein QnrB32 Gluconolaconase Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Putative	oxidoreductase AP	endonuclease LacI	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein hypothetical	protein 81.3 2
QnrB32__784442__Serratia_marcescens Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein Threonine	efflux	protein QnrB32 Gluconolaconase Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Putative	oxidoreductase AP	endonuclease LacI	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein MFS	transporter LysR	family	transcriptional	regulator 3-oxoacyl-ACP	reductase Tautomerase Putative	membrane	protein81.8 2
QnrB32__608951__Serratia_marcescens Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein MarR	family	transcriptional	regulator QnrB32 Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Putative	oxidoreductase AP	endonuclease LacI	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein MFS	transporter LysR	family	transcriptional	regulator 3-oxoacyl-ACP	reductase Tautomerase Putative	membrane	protein Putative	membrane	protein 81.3 2
QnrB32__592493__Serratia_marcescens hypothetical	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Xanthine/uracil/vitamin	C	permease Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein MarR	family	transcriptional	regulator QnrB32 Gluconolaconase Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Putative	oxidoreductase AP	endonuclease LacI	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein MFS	transporter Pyruvate	dehydrogenase Uncharacterised	protein hypothetical	protein 81.8 2
QnrB32__597093__Serratia_marcescens_subsp._marcescens_ATCC_13880 hypothetical	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein MarR	family	transcriptional	regulator QnrB32 Gluconolaconase Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Putative	oxidoreductase AP	endonuclease LacI	family	transcriptional	regulator Uncharacterised	protein hypothetical	protein MFS	transporter LysR	family	transcriptional	regulator 3-oxoacyl-ACP	reductase Tautomerase hypothetical	protein 81.8 5

QnrB37__646351__Serratia_sp._HMSC15F11 hypothetical	protein Gamma-glutamylputrescine	synthetase	PuuA hypothetical	protein Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein Threonine	efflux	protein QnrB37 hypothetical	protein hypothetical	protein Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Haloacid	dehalogenase hypothetical	protein MFS	transporter Putative	membrane	protein Putative	membrane	protein Uncharacterised	protein Acetyltransferase Uncharacterised	protein hypothetical	protein Cell	envelope	integrity	inner	membrane	protein	TolA Putative	lipoprotein	YgdR Uncharacterized	lipoprotein	ygdR hypothetical	protein 80.8 31
QnrB32__943740__Serratia_sp._S9 hypothetical	protein Gamma-glutamylputrescine	synthetase	PuuA Gamma-glutamyl-gamma-aminobutyrate	hydrolase	PuuD Putrescine	utilization	regulator Aldehyde	dehydrogenase	PuuC Gamma-glutamylputrescine	oxidoreductase Cyclopentanol	dehydrogenase Universal	stress	protein	UspA Hydrolase Cold	shock-like	protein QnrB32 Gluconolaconase Uncharacterised	protein Glutathione-dependent	formaldehyde-activating	enzyme Uncharacterised	protein hypothetical	protein MFS	transporter Putative	membrane	protein Putative	membrane	protein Uncharacterised	protein Acetyltransferase	(GNAT)	family	protein Uncharacterised	protein hypothetical	protein Cell	envelope	integrity	inner	membrane	protein	TolA Putative	lipoprotein	YgdR Uncharacterized	lipoprotein	ygdR hypothetical	protein 81.3 1
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