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Table S1: Activity predictor scores of generated peptides for different λ values

λ = 0 λ = 0.5 λ = 1
0.949±0.008 0.952±0.012 0.950±0.012
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Figure S1: The purities of the peptides were quantified using a high-performance liquid chro-
matograph. We found over 80% purities for AMP2 and AMP9NC, over 70% for AMP8NC,
60% for AMP1 and over 90% purity for other peptides including AMP4. In this analysis,
a mixture of solvent A (0.1% TFA in water) and B (0.1% TFA in acetonitrile) was used as
the mobile phase; and a linear gradient from 0% to 100% B for 60 min at a flow rate of 1.0
mL/min was applied.
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Figure S2: A typical feature of 310-helical structure was observed for most peptides including
AMP4. The spectra were obtained using a circular dichroism spectropolarimeter (J1500,
JASCO). We used 1cm pathlength cuvette for 0.1mg/ml AMP2, AMP3 and AMP4 and
0.1cm pathlength cuvette for the other peptides (1mg/ml).
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Figure S3: Activity predictor performance. (a) Receiver operating characteristic curve
(ROC); (b) Precision-recall curve for activity predictor (PR). For ROC the corresponding
area under curve AUC=0.86, whereas for PR AUC=0.89.
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