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c d e

Gene functional categories (a & b)

genes and ncRNAs linked to BPSL1661 and 
upregulated during nutrient deprivation

genes and ncRNAs linked to BPSL1661 and 
downregulated during nutrient deprivation

genes and ncRNAs linked to BPSL1661 alone 

trans co-selection network from discovery data trans co-selection network from validation data




