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	Developmental stage
	Tissue distribution
	LPS stimulation

	β
	α
	Pearson' R
	α
	Pearson' R
	α
	Pearson' R

	
	CG1_10010727
	0.8436
	
	
	CG1_10008246
	0.9831

	CG1_10012180
	CG1_10008246
	0.9335
	
	
	
	

	
	CG1_10023513
	0.8235
	CG1_10023513
	0.8879
	
	

	
	CG1_10013155
	0.3535
	
	
	
	

	CG1_10012179
	CG1_10005638
	0.8314
	CG1_10005638
	0.6913
	CG1_10005638
	0.9212

	
	
	
	
	
	CG1_10021391
	0.4845

	
	CG1_10005638
	0.1851
	CG1_10005638
	0.0119
	
	

	CG1_10014761
	CG1_10013155
	0.1449
	
	
	CG1_10013155
	0.9958


Footnote: This table showed the whole positive Pearson correlation coefficients of co-expression of oyster α and β integrin genes based on RNA-seq data derived from developmental stages, tissue distribution, and LPS stimulation, respectively.
