[bookmark: _GoBack]Supplemental Table 7. GO terms for the 151 transcripts significantly (FDR, p < 0.001) up-regulated in wild-type spherules compared to mutant spherules indicate enrichment of biological process specific to proton transport across the membrane, response to oxidative stress and amino acid/carboxylic acid transport.
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GO:0140115 export across plasma membrane 4 4 100 48.32 Infinity 1.75E-07 7.22E-06 4.33E-05 A. n 1015
GO:0120029 proton export across plasma membrane 4 4 100 48.32 Infinity 1.75E-07 7.22E-06 4.33E-05 A. n 1015
GO:0120029 proton export across plasma membrane 3 3 100 60.62 Infinity 4.41E-06 8.59E-04 3.99E-03 A. f293
GO:0006865 amino acid transport 4 3 75 36.24 145.23 3.41E-05 9.37E-04 8.43E-03 A. n 1015
GO:0140115 export across plasma membrane 8 4 50 30.31 61.1 4.75E-06 8.59E-04 4.29E-03 A. f293
GO:0046942 carboxylic acid transport 6 3 50 24.16 48.4 1.66E-04 3.72E-03 4.09E-02 A. n 1015
GO:0015849 organic acid transport 6 3 50 24.16 48.4 1.66E-04 3.72E-03 4.09E-02 A. n 1015
GO:0006979 response to oxidative stress 19 6 31.6 15.26 22.83 1.53E-06 4.71E-05 3.77E-04 A. n 1015
GO:0009308 amine metabolic process 57 7 12.3 7.44 8.68 3.86E-05 4.99E-03 3.49E-02 A. f293
GO:0055085 transmembrane transport 761 55 7.2 3.49 5.61 2.15E-18 5.31E-16 5.31E-16 A. n 1015
GO:0006810 transport 915 56 6.1 2.96 4.62 2.04E-15 1.76E-13 5.03E-13 A. n 1015
GO:0051234 establishment of localization 916 56 6.1 2.95 4.61 2.14E-15 1.76E-13 5.29E-13 A. n 1015
GO:0051179 localization 926 56 6 2.92 4.55 3.50E-15 2.16E-13 8.63E-13 A. n 1015
GO:0055085 transmembrane transport 632 37 5.9 3.55 4.51 6.81E-12 6.16E-09 6.16E-09 A. f293
GO:0008150 biological process 4496 116 2.6 1.25 3.09 1.51E-06 4.71E-05 3.72E-04 A. n 1015
GO:0006810 transport 1088 39 3.6 2.17 2.6 1.84E-06 8.31E-04 1.66E-03 A. f293
GO:0051234 establishment of localization 1116 39 3.5 2.12 2.53 3.44E-06 8.59E-04 3.11E-03 A. f293
GO:0051179 localization 1234 39 3.2 1.92 2.25 3.68E-05 4.99E-03 3.33E-02 A. f293
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