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Details for rank 1 candidate in search 20060404162025-1E00-192168001107

1. FTTSGH1181 1070076 1069615 [-1 L= 462 r=-1.186] (FTT1060c 1070067 1069615 -)
=====>ref|[NP_253619.1| 50S ribosomal protein L9 [Pseudomonas aeruginosa
PAO1]gb]AAG08317.1] 50S ribosomal protein L9 [Pseudomonas aeruginosa PAO1] Score = 157
bits (396), Expect = le-37====>ref|YP_170041.1] 50S ribosomal protein L9 [Francisella
tularensis subsp. tularensisSchu 4] Score = 287 bits (734), Expect = 8e-77

Sanple ID: Schud4 259 [Pass: 1]

Measured pepti des : 12

Mat ched pepti des 3

M n. sequence coverage: 19%

Note: click on the [ symbol to change column format.

Measured Avg/ Computed Error [Resi dues M ssed
Mass(M Mono Mass El(ppm Start To Cut Peptide sequence

934. 497 M 934.527 -32 31 38 0 NFLI PFCGK
2012.121 M 2012.104 8 12 30 0 VENLGVLGDI VNVKPGYAR
2269. 257 M  2269. 242 7 10 30 1 EKVENLGVLGDI VNVKPGYAR

Unmatched Monoisotopic Masses:
962.459 1144.613 1174.750 1178.641 1182.539 1479.785 1638.919 1667.925 1703.527

Search again using unmatched masses:
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