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Details for rank 1 candidate in search 20060404162506-1F0C-192168001107

1. FTTSGH1760 1619463 1618780 [-1 L= 684 r=-1.196] (FTT1557 1619463 1618780 -)
=====>ref|YP_123579.1] hypothetical protein Ipp1255 [Legionella pneumophila str.
Paris]ref|YP_126605.1] hypothetical protein Ipl1254 [Legionella pneumophila str. Lens] Score =
208 bits (530), Expect = le-52====>ref|YP_170481.1] Two-component response regulator
[Francisella tularensis subsp.tularensis Schu 4] Score = 439 bits (1130), Expect = e-122

Sanple ID: Schu4 261 [Pass: 0]
Measur ed peptides . 15

Mat ched pepti des 7

M n. sequence coverage: 24%

COVERRGE MAF AHO ERROR HAP

5000
DATA —
—MATCH — (0~
T
= o
—— . ==
f.r
_ — 500
= —_— | T
700 ZE00DA O 225 0 +43.4
RESIDUE MUMBER ERR (PPM)

Note: click on the [ symbol to change column format.

Measured Avg/ Computed Error [Resi dues M ssed
Mass(M Mono Mass El(ppm Start To Cut Peptide sequence

994. 667 M 994. 653 14 73 81 0 VPI'I LLTAR
1292. 893 M 1292. 854 31 70 81 1 G KVPI'| LLTAR
1327. 805 M 1327.761 33 205 215 0 I NI PNFI QTI R
1455. 888 M 1455. 855 22 204 215 1 KI' NI PNFI QT1 R
1479. 930 M 1479. 877 36 158 171 0 ELALLAI LVONAGR
1608. 010 M 1607.971 24 157 171 1 KELALLAI LVONAGR
1677. 699 M 1677. 752 -31 133 147 0 FGDYSFNPSSETVTK

Unmatched Monoisotopic Masses:
787.553 1263.713 1604.871 1635.977 1667.858 1896.008 1994.041 2763.271

Search again using unmatched masses:
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