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Details for rank 1 candidate in search 20060404153232-16C4-192168001107

1. FTTSGHO729 678247 679656 [+1 L=1410 r=-1.200] (FTTO659 678247 679656 +)
=====>ref|ZP_00634898.1| Protein of unknown function DUF195 [Shewanella denitrificans
0S-217]gb|EAN70605.1] Protein of unknown function DUF195 [Shewanella denitrificans
0S-217] Score = 364 bits (935), Expect = 3e-99====>ref|YP_169676.1] DNA recombination
protein RmuC family protein [Francisella tularensissubsp. tularensis Schu 4] Score = 908 bits
(2347), Expect = 0.0

Sanple ID: Schu4 245 [Pass: 1]
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Note: click on the [ symbol to change column format.

Measured Avg/ Computed Error [Resi dues M ssed
Mass(M Mono Mass El(ppm Start To Cut Peptide sequence

881. 504 M  881.508 -4 308 314 1 SI REHI K
1449. 775 M 1449. 734 28 54 65 0 El TEDTLLNQEK
1546. 798 M 1546. 766 21 93 104 1 AYNYI EEl KNYK
1939. 958 M 1940. 032 - 38 154 170 1 LTERNQESLNSVLNPVK

Unmatched Monoisotopic Masses:

864.467 868.484 996.563 1141.604 1183.696 1261.709 1314.696 1495.779 1685.880
1802.840 2313.157

Search again using unmatched masses:
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