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Details for rank 1 candidate in search 20060330145456-1C90-192168001107
1. FTTSGH1393 1252948 1254090 [+1 L=1143 r=-1.227] (FTT1234 1252948 1254090 +)
=====>ref|YP_222152.1] choloylglycine hydrolase family protein [Brucella abortus biovar 1str.
9-941] Score = 166 bits (420), Expect = 1e-39====>ref|YP_170192.1| choloylglycine
hydrolase family protein [Francisella tularensissubsp. tularensis Schu 4] Score = 765 bits
(1976), Expect = 0.0

Sanple ID: Schu4 166 [ Pass: 0]
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Note: click on the [ symbol to change column format.

Measured Avg/ Computed Error [Resi dues M ssed
Mass(M Mono Mass El(ppm Start To Cut Peptide sequence

1233. 704 M 1233.671 27 328 337 1 DLNNNKLY!1 K

1492. 769 M 1492. 767 2 149 160 1 QAL QQYKVWEDK

1837. 933 M 1837.902 17 312 327 0 LGNQTMFDHTAFTVI K
(1) +oav

2500. 331 M 2500. 224 43 41 60 1 TMVMEVWGFNVWEWOL | YT PKGTK
(1) +oav

Unmatched Monoisotopic Masses:

843.902 856.520 864.510 868.514 1158.680 1179.631 1208.717 1255.550 1263.733
1277.759 1288.187 1307.747 1323.712 1340.744 1374.056 1383.829 1395.952 1405.736
1417.979 1427.112 1434.824 1457.810 1470.194 1530.958 1554.924 1561.833 1621.915
1638.900 1702.431 1707.802 1982.846 1993.970 2009.103 2249.065 2383.963 2526.962
2705.061

Search again using unmatched masses:
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