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Details for rank 1 candidate in search 20060330155524-1B78-192168001107
1. FTTSGH1626 1487705 1488187 [+2 L= 483 r=-1.208] (FTT1441 1487705 1488187 +)

=====>ref|YP_096401.1| bacterioferritin (cytochrome b1l) [Legionella pneumophila
subsp.pneumophila str. Philadelphia 1] Score = 173 bits (439), Expect =
le-42====>ref|YP_170379.1] hypothetical protein FTT1441 [Francisella tularensis
subsp.tularensis Schu 4] Score = 317 bits (811), Expect = 1le-85====>gb|AAT77116.1|
bacterioferritin [Francisella tularensis subsp. tularensis]Length = 146 Score = 288 bits (736),
Expect = 5e-77

Sanple ID: Schu4 185 [Pass: 0]
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Note: click on the [ symbol to change column format.

Measured Avg/ Computed Error [Resi dues M ssed
Mass(M Mono Mass El(ppm Start To Cut Peptide sequence

1092. 613 M 1092. 581 29 132 140 0 SI'| LEEYAR
1260. 719 M 1260. 674 36 33 43 0 | LELEMSGVVR
(1) +oav

Unmatched Monoisotopic Masses:

763.474 1277.768 1337.768 1373.874 1395.794 1417.860 1470.015 1621.912 1638.913
1702.282 1707.829 1838.916

Search again using unmatched masses:
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