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Best Permutation Chi-Square: 20,088
3 permutations out of 10000 exceed highest observed chi square.
Name chi Square Permutation p-value
rs2285474 19,068 j0.0003
rs2285473 12.699 0.00%4
Block 1: AG 2414 0.0085
fBlock 1: GA 12,162 0.0088
rs2285477 1058+ 0.0103
rs2285467 7.30% 0.0625
rs1%81534 5.2 0.1557
rs2285479 2712 0.6475
rs34393601 2.502 0.7351
rs2285472 0.7 09932
rs17817203 0.047 1.0000 L
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S3 Fig 3. Permutation based analysis for haplotype block association for rs2285477,
rs2285474 and rs2285473.

The X-axis corresponds to chi-square value of permutated SNPs and the Y-axis corresponds
to number of permutation. Permutation progress bar indicates the tallest bar with highest
permutated 2 at >900 permutation



