Table S1. Primers using in this study
	Description
	Primer sequence (5’–3’)
	Restriction site

	Preparation for α-complementation system

	Upstream primer for amplifying all α-peptides
	GACTGGTTCCAATTGACAAGC
	

	Downstream primer for amplifying α-peptide (1-33) 
	CCGCTCGAGTTAACGCCAGCTGGCGAAAGG
	

	Downstream primer for amplifying α-peptide (1-41)
	CCGCTCGAGTTAATCGGTGCGGGCCTCTTC
	

	Downstream primer for amplifying α-peptide (1-92)
	CCGCTCGAGTTAATCGTAACCGTGCATCTG
	

	Downstream primer for amplifying α-peptide (1-200)
	CCGCTCGAGTTACCGCCACATATCCTGATCTTCC
	

	Upstream primer for amplifying ω-peptide (34-1029)
	CCGGAATTCACCATGAATAGCGAAGAGGCCCGCAC
	EcoR I

	Upstream primer for amplifying ω-peptide (42-1029)
	CCGGAATTCACCATGCGCCCTTCCCAACAGTTGCG
	EcoR I

	Upstream primer for amplifying ω-peptide(93-1029)
	CCGGAATTCACCATGGCGCCCATCTACACCAACGT
	EcoR I

	Upstream primer for amplifying ω-peptide (201-1029)
	CCGGAATTCACCATGATGAGCGGCATTTTCCGTG
	EcoR I

	Downstream primer for amplifying all ω-peptide
	CCGCTCGAGTTATTTTTGACACCAGACCAACTGG
	

	Preparation for plasmid pAO815-EGFP-IRES-LacZ(1-92)

	[bookmark: _Hlk2591527]Upstream primer
	ACGAGCTGTACAAGTAATAC
	

	Downstream primer
	ACGACGGGATCTATCATTAC
	

	Preparation for plasmid pAO815-EGFP-LacZ(1-92) by Overlap extension PCR

	Upstream primer for amplifying LacZ(1-92) fragment
	ACAAGTAATACGTAATGATAGATCCCGTCGTTTTACA
	SnaB I

	Downstream primer for amplifying LacZ(1-92) fragment
	GTCATGTCTAAGGCGAATTCTTAAACGCCATCAAAAATAA
	EcoR I

	Upstream primer for amplifying EGFP fragment
	ATTATTCGAAACGAGGAATTCACCATGGTGAGCAAGGGCG
	EcoR I

	Downstream primer for amplifying EGFP fragment
	TCTATCATTACGTATTACTTGTACAGCTCGTCCATGC
	SnaB I

	RT-PCR for exclusion of cryptic splicing

	Gup
	ACCATGGTGAGCAAGGGCGA
	

	Gdown
	CTTGTACAGCTCGTCCATGC
	

	Iup
	GCATGGACGAGCTGTACAAG
	

	Idown
	 AAAACGACGGGATCTATCAT
	

	Lup
	ATGATAGATCCCGTCGTTTT
	

	Ldown
	CCGCTCGAGTTAATCGTAACCGTGCATCTG
	


[image: ]
[bookmark: _GoBack]Figure S1. Expression of the first reporter EGFP in 34 IRES vectors (A) and relative copy number of encoding α-peptide (1-92) sequence of 7 functional IRESes in transgenic strains (B). 
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