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Meta-analysis of hypoxic transcriptomes from public databases

() Hidemasa Bono

doi: herps:/idolorg/10.1101/267310

This article is a preprint and has not been peerreviewed [what does this mean?]

Abstract Info/History Metrics Y Preview POF

Abstract

Hypoxia is an insufficient level of oxygen supply in the cell, and hypoxia-inducible factor is a
central regulator of oxygen homeostasis. In order to elucidate functional insights in hypoxic
response in data-driven way, we attempted meta-analysis of hypoxic transcriptome for public
expression data which have been archived as microarray and RNA-seq data in public
databases, NCBI Gene Expression Omnibus (GEO) and EBI ArrayExpress. While various
hypoxic conditions (oxygen concentration and duration of hypoxia) and cell lines are taken in
the stored data. we manually curated possible pairs of transcriptome before and after hypoxic
stress from microarray and RNA-seq data. As a result, we got 37 pairs in human and 53 pairs
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