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Legend:
1x — one G2 — Consensus procedure
Nx — multiple MP — MatchingPair reports

CC - Character coding methods R-F_C — Robinson-Foulds_Cluster reports

Figure S1:. Flowchart illustrating the PCC method, where six reports are
produced: one Consel, two TreeCmp (MP and R-F_C) and three consensuses
(where, BRIEF is a condensed report and HISTG is the final histogram report).




