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MINPP1
G6PC3
LDHAL6B
FBP2
ACSS1
ADPGK
HKDC1
TPI1
BPGM
G6PC2
ACSS2
PGM2
PKM
PKLR
PGM1
PGK2
PGK1
PGAM1
PFKP
PFKM
PFKL
PDHB
PDHA1
PCK2
PCK1
ALDH7A1
LDHC
LDHB
LDHA
HK3
HK2
HK1
GPI
GCK
GAPDHS
GAPDH
G6PC
ALDOC
ALDOB
ALDOA
ALDH3A2
ALDH9A1
ALDH3B2
ALDH3B1
FBP1
ALDH1A3
ALDH1B1
ALDH3A1
ALDH2
ENO3
ENO2
ENO1
DLD
DLAT
LDHAL6A
GALM
ADH6
ADH5
ADH4
ADH1C
ADH1B
ADH1A
AKR1A1

hsa00010: Glycolysis / Gluconeogenesis
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H6PD

RGN

FBP2

TKTL2

TKTL1

TKT

TALDO1

RBKS

PRPS2

PRPS1

PGM2

PGM1

PGD

PFKP

PFKM

PFKL

DERA

IDNK

GPI

PGLS

G6PD

ALDOC

RPIA

ALDOB

ALDOA

FBP1

hsa00030: Pentose phosphate pathway
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SCARB1
AKR1C3
PLA2G4C
STAR
BMP6
PTGS2
PRKX
PRKACG
PRKACB
PRKACA
PLA2G4A
HSD17B7
LHCGR
LHB
LDLR
INSR
INS
IGF1R
IGF1
HSD17B2
HSD17B1
HSD3B2
HSD3B1
PLA2G4D
GNAS
GDF9
PLA2G4F
FSHR
ALOX5
ADCY4
CYP19A1
CYP17A1
CYP11A1
CYP2J2
CYP1B1
CYP1A1
ADCY9
ADCY8
ADCY7
ADCY6
ADCY5
ADCY3
CGA
ADCY2
ADCY1

hsa04913: Ovarian steroidogenesis
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SLC23A1

SCARB1

LRAT

SLC5A6

SLC19A3

CUBN

TCN2

BTD

SLC19A1

RBP2

LMBRD1

ABCC1

APOB

APOA4

APOA1

GIF

MMACHC

PLB1

SLC52A3

SLC46A1

SLC19A2

hsa04977: Vitamin digestion and absorption
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GABBR2
GNG8
PDE8B
CACNA1B
CACNA1A
GNB4
PRKX
GNG12
GABRQ
PRKCG
PRKCB
PRKCA
PRKACG
PRKACB
PRKACA
GNG2
GNG13
PDE1B
PDE8A
PDE7A
PDE4D
PDE4B
PDE4A
PDE3B
PDE3A
PDE2A
PDE1C
PDE1A
PDE11A
OPRM1
ARRB2
ARRB1
KCNJ9
KCNJ6
KCNJ5
KCNJ3
GRK6
GRK5
GRK4
GNGT2
GNGT1
GNG11
GNG7
GNG5
GNG4
GNG3
GNB3
GNB2
GNB1
GNAS
GNAO1
GNAI3
GNAI2
GNAI1
PDE7B
GABRR2
GABRR1
GABRP
GABRG3
GABRG2
GABRG1
GABRD
GABRB3
GABRB2
GABRB1
GABRA5
GABRA4
GABRA3
GABRA2
GABBR1
GABRR3
ADCY4
DRD1
GRK3
GRK2
SLC32A1
ADORA1
ADCY9
ADCY8
ADCY7
ADCY6
ADCY5
ADCY3
PDE10A
ADCY2
ADCY1
GNB5

hsa05032: Morphine addiction
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GSTO1
NAT1
KYAT1
CBR1
UGT2A3
UGT2B17
UGT2B15
UGT2B4
SULT2A1
SULT1A1
SULT1A2
CYP3A43
PTGS2
KYAT3
UGT1A1
UGT1A8
UGT2B28
MGST3
MGST2
MGST1
ARNT
GSTK1
HSD11B1
GSTT2
GSTP1
GSTM5
GSTM4
GSTM3
GSTM2
GSTM1
GSTA4
GSTA3
GSTA1
ALDH3B2
ALDH3B1
ALDH1A3
ALDH3A1
EPHX1
AKR1C2
CYP3A5
CYP3A4
CYP2E1
CYP2C18
CYP2C9
CYP2C8
CYP2C19
CYP2A13
CYP3A7
CYP2A6
CYP1B1
CYP1A2
CYP1A1
ADH6
ADH5
ADH4
ADH1C
ADH1B
ADH1A
GSTO2
NAT2

hsa05204: Chemical carcinogenesis
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LPGAT1
PTDSS1
LPIN2
PGS1
PCYT1B
DGKI
CDS2
PLPP3
PLPP2
PLPP1
PLA2G4C
SELENOI
DGKD
DGKE
DGKZ
GPAT3
PLA2G12B
GNPAT
PLA2G6
PLA2G12A
PTDSS2
LPCAT1
MBOAT7
TAZ
LPIN3
ETNPPL
PLA2G2F
PCYT2
GPAM
CHPT1
ADPRM
AGPAT4
AGPAT3
GPCPD1
ETNK1
AGPAT5
ETNK2
LPCAT2
CRLS1
PLD2
PLD1
PLA2G5
PLA2G4A
PLA2G2A
PLA2G1B
PCYT1A
PLA2G3
ACHE
LCAT
PNPLA7
PLA2G4D
GPD2
GPD1
PLA2G2D
PLA2G4F
LPCAT4
LCLAT1
PISD
PLA2G15
PLD3
LPIN1
GPD1L
PHOSPHO1
DGKQ
DGKH
DGKG
DGKB
DGKA
MBOAT1
PLB1
GPAT2
DGKK
GPAT4
MBOAT2
PLD4
LYPLA2
CHKB
CHKA
PLA2G16
PNPLA6
AGPAT2
AGPAT1
LYPLA1
CDIPT
PEMT
CDS1
CEPT1
LPCAT3

hsa00564: Glycerophospholipid metabolism
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CDC42FGF19CDC25BRAPGEF2MAP4K4CACNA2D4TAOK2CD14MAPKAPK2CACNA2D2RPS6KA5MAP3K13MAP3K6MAP3K14RPS6KA4CACNA1GCACNA1HCACNA1IFGF16FGF17FGF18LAMTOR3PLA2G4CMKNK1MAPKAPK5IKBKGMAP4K3PTPN5CASP3DUSP16FGF23MAPKAPK3CACNG1IL1R2CACNB4CACNB3CACNB2CACNB1CACNA2D1CACNA1SMAP3K12CACNA1FCACNA1ECACNA1DCACNA1CCACNA1BCACNA1ATRAF6TRAF2TP53TNFRSF1ATNFTGFBR2TGFBR1TGFB3TGFB2TGFB1MAP3K7STK4STK3BRAFSRFSOS2SOS1MAP2K4MAPK12BDNFRRASRPS6KA3RPS6KA2RPS6KA1RELBRELACACNG6CACNG7CACNG8RASGRF2RASGRF1RASA2RASA1RAP1BRAP1ARAF1RAC3RAC2RAC1MAP4K2PTPRRPTPN7TAOK1PRKXMAP2K7MAP2K6MAP2K5MAP2K3MAP2K2MAP2K1MAPK13MAPK10MAPK9MAPK11MAPK8MAPK7GNG12MAPK3MAPK1PRKCGCACNA2D3PRKCBPRKCAPRKACGPRKACBPRKACAPPP5CPPP3R2PPP3R1PPP3CCPPP3CBPPP3CAPPM1BPPM1APLA2G4AMAP3K20NLKPDGFRBPDGFRAPDGFBPDGFATAOK3ECSITPAK2PAK1NTRK2NTRK1NTF4NTF3NRASNGFNFKB2NFKB1NFATC3NFATC1NF1ATF4GADD45BMYCMAP3K11MAP3K5MAP3K4MAP3K3MAP3K1MEF2CMAXMAPTARRB2ARRB1STMN1KRASJUNDJUNFASLGIL1R1IL1BIL1AIKBKBFASHSPB1HSPA6HSPA2HSPA1LHRASNR4A1GRB2MKNK2PLA2G4DGNA12RPS6KA6CACNG4CACNG5FGF22FGF21FGF20RASGRP3PLA2G4FMAPK8IP2FOSFLNCFLNBMAPK8IP3FLNATAB2MRASRRAS2FGFR4FGFR2FGFR3FGFR1FGF14FGF13FGF12FGF11FGF10FGF9FGF8FGF7FGF6FGF5FGF4FGF3FGF2FGF1MECOMAKT2AKT1ELK4ELK1EGFREGFDUSP9DUSP8DUSP7DUSP6DUSP5DUSP4DUSP3DUSP2DUSP1DDIT3GADD45ADAXXMAPK14CRKLCRKATF2MAP3K8RASGRP4CHUKDUSP10MAP4K1GADD45GMAP3K2TAB1CACNG2CACNG3RASGRP2RASGRP1PPP5D1AKT3

hsa04010: MAPK signaling pathway
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NRG2
CBLB
CBL
PIK3R3
NCK2
CAMK2G
CAMK2D
CAMK2B
CAMK2A
TGFA
BTC
STAT5B
STAT5A
BRAF
SRC
SOS2
SOS1
SHC1
MAP2K4
RPS6KB2
RPS6KB1
RAF1
PTK2
BAD
PAK5
MAP2K7
MAP2K2
MAP2K1
MAPK10
MAPK9
MAPK8
MAPK3
MAPK1
PRKCG
PRKCB
PRKCA
PLCG2
SHC3
PLCG1
PIK3R2
PIK3R1
PIK3CG
PIK3CD
PIK3CB
PIK3CA
PAK3
PAK2
PAK1
NRAS
NCK1
MYC
SHC4
KRAS
AREG
JUN
ARAF
HRAS
NRG1
GSK3B
GRB2
ABL2
SHC2
GAB1
ABL1
MTOR
CBLC
PIK3R5
AKT2
AKT1
EREG
ERBB4
ERBB3
ERBB2
ELK1
EIF4EBP1
EGFR
EGF
HBEGF
NRG4
CRKL
CRK
NRG3
PAK4
CDKN1B
CDKN1A
AKT3

hsa04012: ErbB signaling pathway
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CDH1CDC42FGF19MAGI2FARP2RAPGEF5DOCK4RAPGEF2BCAR1MAGI1LPAR2F2RL3KRIT1FGF16FGF17FGF18SKAP1PIK3R3PARD6BPARD6GTLN2RASSF5CALML3FGF23PDGFDVEGFCVEGFBVEGFAVAV2VASPACTG1TLN1TIAM1THBS1TEKBRAFSRCSIPA1ARAP3MAPK12RRASACTBRAP1GAPRAP1BRAP1ARALGDSRALBRALARAF1RAC3RAC2RAC1SIPA1L2LPAR5PARD3MAP2K6MAP2K3MAP2K2MAP2K1PDGFCMAPK13MAPK11MAPK3MAPK1PRKCZPRKD1PRKCIPRKCGPRKCBPRKCAAPBB1IPPLCG1PLCB4PLCB3PLCB2PIK3R2PIK3R1PIK3CGPIK3CDPIK3CBPIK3CAPGFPFN2PFN1CALML5RAPGEF6PDGFRBPDGFRAPDGFBPDGFAANGPT4PLCE1PARD6AP2RY1NRASNGFRNGFAFDNKITLGMETLCP2RHOAKRASKITKDRPFN4ITGB3ITGB2ITGB1ITGAMITGALITGA2BINSRINSIGF1RIGF1ID1HRASHGFGRIN2BGRIN2AGRIN1RAPGEF1ANGPT2LPAR4ANGPT1GNASGNAQGNAO1GNAI3GNAI2GNAI1LATFGF22FGF21FGF20MAGI3SIPA1L1PRKD2RASGRP3FYB1PRKD3FPR1LPAR3PIK3R5FLT4PLCB1FLT1SIPA1L3MRASFGFR4FGFR2FGFR3FGFR1FGF14FGF13FGF12FGF11FGF10FGF9FGF8FGF7FGF6FGF5FGF4FGF3FGF2FGF1F2RAKT2AKT1EPHA2ADCY4EGFREGFEFNA5EFNA4EFNA3EFNA2EFNA1LPAR1DRD2CALML6CTNNB1CSF1RCSF1MAPK14CRKLCRKADORA2BADORA2ACNR1ADCY9ADCY8ADCY7ADCY6ADCY5RAPGEF4ADCY3ADCY2ADCY1RGS14RAPGEF3RASGRP2AKT3

hsa04015: Rap1 signaling pathway
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RBX1EIF4E2MKNK1PIK3R3CUL2CAMK2GCAMK2DCAMK2BCAMK2AHKDC1VHLVEGFATLR4TIMP1TFRCTFTEKELOBELOCSTAT3SLC2A1RPS6KB2RPS6KB1RPS6RELABCL2MAP2K2MAP2K1MAPK3MAPK1PRKCGPRKCBPRKCAEGLN1PLCG2PLCG1PIK3R2PIK3R1PIK3CGPIK3CDPIK3CBPIK3CAPGK1PFKLPFKFB3PDK1PDHBPDHA1ANGPT4SERPINE1NOX3NPPANOS3NOS2NFKB1LTBRARNTLDHAINSRINSIL6RIL6IGF1RIGF1IFNGR2IFNGR1IFNGHMOX1HK3HK2HK1HIF1AMKNK2ANGPT2ANGPT1NOX1GAPDHMTORPIK3R5FLT1ALDOAAKT2AKT1ERBB2EPOEP300ENO3ENO2ENO1EIF4EBP1EIF4EEGFREGFEDN1CYBBCREBBPEGLN3EGLN2CDKN1BCDKN1AAKT3

hsa04066: HIF−1 signaling pathway
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HOMER1HOMER2HOMER3G6PC3ATG12CCNB2CCNG2CCND2CCNB1TNFSF10S1PR4IRS2CCNB3PIK3R3IRS4CATSETD7USP7TGFBR2TGFBR1TGFB3TGFB2TGFB1STK11STK4STAT3BRAFSOS2SOS1BNIP3SLC2A4SKP2SGK1MAPK12BCL6CCND1RBL2RAG2RAG1RAF1G6PC2PTENMAP2K2MAP2K1MAPK13MAPK10MAPK9MAPK11MAPK8MAPK3MAPK1PRKAG1PRKAB2PRKAB1PRKAA2PRKAA1PRKAG3PLK1PIK3R2PIK3R1PIK3CGPIK3CDPIK3CBPIK3CANLKPDPK1PRKAG2PCK2PCK1NRASATMGADD45BFOXO4MDM2SMAD4SMAD3SMAD2KRASARAFIRS1INSRINSIL10IL7RIL6FASLGIKBKBIGF1RIGF1PRMT1HRASGRM1GRB2FBXO25G6PCGABARAPL1PIK3R5SIRT1FOXO3FOXO1FOXG1AKT2AKT1EP300EGFREGFS1PR1GADD45ACSNK1EMAPK14CREBBPPLK3AGAP2FBXO32CHUKGABARAPL2GABARAPGADD45GPLK2PLK4KLF2CDKN2DCDKN2BCDKN1BCDKN1ACDK2SGK2BCL2L11AKT3

hsa04068: FoxO signaling pathway
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MRC2SEC22BATP6V1G1SCARB1CD36VAMP3ATP6V1FCD14HGSATP6V0D1ATP6V0E1MARCOTUBA1CTUBB6STX7EEA1RILPCANXCALRCOLEC12TUBB1TUBAL3DYNC2H1COLEC11RAB7ATUBA1ATUBB2ATUBA4AC3C1RACTG1TLR4TLR2THBS4THBS3THBS2THBS1TFRCTAP2TAP1CLEC7ASFTPDACTBRAC1RAB5CRAB5BRAB5ASEC61A2ATP6AP1ATP6V0A1STX18ATP6V1G2ATP6V0BATP6V1E1PIK3C3ATP6V1C1ATP6V0CATP6V1B2ATP6V1B1ATP6V1ATUBA8ATP6V1HATP6V1DDYNC1LI1ATP6V0A4NOX3OLR1NOS1NCF4NCF2MSR1MRC1MPOMBL2M6PRLAMP2LAMP1ITGB5ITGB3ITGB2ITGB1ITGAVITGAMITGA5ITGA2TUBB2BRAB7BHLA−GHLA−FHLA−EHLA−DRAHLA−DQB1HLA−DQA1HLA−DPB1HLA−DPA1HLA−DOBHLA−DOAHLA−DMBHLA−DMAHLA−CHLA−BHLA−ACD209SEC61A1NOX1ATP6V1C2ATP6V0D2STX12ATP6V0A2SEC61GPLA2R1FCGR3BFCGR2BFCGR1AFCARTUBBPIKFYVEDYNC1LI2DYNC1I2DYNC1I1DYNC1H1ATP6V0E2CYBBCYBACTSSCTSLCOMPCORO1ASEC61BTUBB4BTUBB4ATUBB3TUBA1BTLR6CLEC4MTCIRG1

hsa04145: Phagosome
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FGF19TCL1BCREB5EIF4E2GNG8CD19G6PC3OSMRLPAR2CCNE2CREB3L1CCNE1CCND3CCND2FGF16FGF17FGF18COL27A1IKBKGITGA8ITGA10PIK3R3CREB3L3CASP9TCL1AFGF23PDGFDYWHAZYWHAHYWHAGYWHAEYWHABVWFVTNVEGFCVEGFBVEGFATSC2TSC1HSP90B1TP53TNXBTNRTLR4TLR2THBS4THBS3THBS2THBS1TEKSYKSTK11BRCA1SPP1SOS2SOS1CREB3L2SGK1MLST8TNNRXRARPS6KB2RPS6KB1RPS6RHEBBCL2L1RELABCL2CCND1GNB4RBL2RAF1RAC1G6PC2RPTORPTK2PTENBADLPAR5RELNPRLRPRLMAP2K2MAP2K1PDGFCGNG12MAPK3MAPK1PRKCZPKN2PKN1PPP2R2DPRKCAPRKAA2PRKAA1PPP2R5EPPP2R5DPPP2R5CPPP2R5BPPP2R5APPP2R3APPP2R2CPPP2R2BPPP2R2APPP2R1BPPP2R1APPP2CBPPP2CAPPP2R3CDDIT4GNG2PIK3R2PIK3R1PIK3CGPIK3CDPIK3CBPIK3CAPGFGNG13PDPK1PDGFRBPDGFRAPDGFBPDGFAANGPT4PCK2PCK1COL5A3OSMNRASNOS3NGFRNGFNFKB1ATF4MYCMYBMTCP1KITLGMETMDM2MCL1LAMC2LAMC1LAMB3LAMB2LAMB1LAMA5LAMA4LAMA3LAMA2KRASKITKDRJAK3JAK2JAK1ITGB8ITGB7ITGB5ITGB4ITGB3ITGB1ITGAVITGA9ITGA7ITGA5ITGA4ITGA3ITGA2BITGA2ITGA1IRS1ITGA6INSRINSIL7RIL7IL6RIL6IL4RIL4IL3RAIL3IL2RGIL2RBFASLGIL2RAIL2IKBKBIGF1RIGF1IFNB1IFNAR2IFNAR1IFNA21IFNA5IBSPTNCHSP90AB1HSP90AA1HRASNR4A1HGFGYS2GYS1PKN3GSK3BGRB2ANGPT2LPAR4LAMA1ANGPT1PPP2R3BGNGT2GNGT1GNG11GNG7GNG5GNG4GNG3GNB3GNB2GNB1FGF22GHRGH1FGF21FGF20COL6A5COL24A1G6PCMTORLPAR3PIK3R5FN1FLT4PHLPP1FLT1FOXO3PHLPP2ITGA11LAMB4FGFR4FGFR2FGFR3FGFR1FGF14FGF13FGF12FGF11FGF10FGF9FGF8FGF7FGF6FGF5FGF4FGF3FGF2FGF1F2RAKT2AKT1EPOREPOCRTC2EIF4EBP1EIF4EEIF4BEPHA2EGFREGFEFNA5EFNA4EFNA3EFNA2EFNA1LPAR1CREB3L4CSH2CSF3RCSF3CSF1RCSF1ATF6BATF2CREB1COL6A6COMPCOL11A2COL11A1COL6A3COL6A2COL6A1COL5A2COL5A1COL4A6COL4A5COL4A4COL4A3COL4A2COL4A1COL3A1COL2A1COL1A2COL1A1PIK3AP1THEM4CHUKCHRM2CHRM1CDC37CHADYWHAQGNB5CREB3LAMC3CDKN1BCDKN1ACDK6CDK4CDK2LPAR6SGK2BCL2L11AKT3

hsa04151: PI3K−Akt signaling pathway
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CREB5CD36ADIPOQG6PC3STRADARAB11BCREB3L1CCNA1CCNA2FBP2IRS2PIK3R3IRS4CREB3L3AKT1S1CAMKK1ULK1CAB39LSCD5ADIPOR2TSC2TSC1MAP3K7STK11SREBF1SLC2A4CREB3L2SCDRPS6KB2RPS6KB1RHEBCCND1RAB2AG6PC2RPTORPPP2R2DPRKAG1PRKAB2PRKAB1PRKAA2PRKAA1STRADBPPP2R5EPPP2R5DPPP2R5CPPP2R5BPPP2R5APPP2R3APPP2R2CPPP2R2BPPP2R2APPP2R1BPPP2R1APPP2CBPPP2CAPPP2R3CPPARGPRKAG3PIK3R2PIK3R1PIK3CGPIK3CDPIK3CBPIK3CAPFKPPFKMPFKLPFKFB4PFKFB3PFKFB2PFKFB1CAB39PDPK1RAB14PRKAG2ADIPOR1PCK2PCK1RAB8ALIPELEPRLEPIRS1INSRINSIGF1RIGF1ACACBHNF4AHMGCRACACAGYS2GYS1PPP2R3BG6PCMTORPIK3R5MLYCDSIRT1TBC1D1FOXO3FOXO1FBP1FASNAKT2AKT1CRTC2ELAVL1EIF4EBP1EEF2CREB3L4ADRA1ACREB1CPT1ACPT1CPPARGC1ARAB10CFTRCAMKK2CREB3AKT3

hsa04152: AMPK signaling pathway
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PIWIL1

SPIRE2

CPEB4

SOS2

SOS1

CPEB1

SPIRE1

FMN2

MAP2K1

MAPK3

MAPK1

PIWIL2

ETV7

NOTCH4

NOTCH3

NOTCH2

NOTCH1

KRAS

GRB2

CPEB3

ETV6

ETS2

ETS1

EGFR

PIWIL4

CPEB2

hsa04320: Dorso−ventral axis formation
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CDC42
MAPKAPK2
SH2D2A
SPHK1
PLA2G4C
PIK3R3
CASP9
MAPKAPK3
VEGFA
SRC
MAPK12
RAF1
RAC3
RAC2
RAC1
PXN
PTK2
PTGS2
BAD
SPHK2
MAP2K2
MAP2K1
MAPK13
MAPK11
MAPK3
MAPK1
PRKCG
PRKCB
PRKCA
PPP3R2
PPP3R1
PPP3CC
PPP3CB
PPP3CA
PLCG2
PLCG1
PLA2G4A
PIK3R2
PIK3R1
PIK3CG
PIK3CD
PIK3CB
PIK3CA
NRAS
NOS3
NFATC2
KRAS
KDR
HSPB1
HRAS
PLA2G4D
SHC2
PLA2G4F
PIK3R5
AKT2
AKT1
MAPK14
AKT3

hsa04370: VEGF signaling pathway
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GAB2SOCS3MAP3K14SQSTM1TNFRSF11ASOCS1TNFSF11IKBKGPIK3R3CAMK4FOSL1CALCRLILRA6TYROBPTYK2TRAF6TRAF2TNFRSF1ATNFTGFBR2TGFBR1TGFB2TGFB1TECBTKMAP3K7SYKSTAT2STAT1SPI1MAPK12RELBRELARAC1MAP2K7MAP2K6MAP2K1MAPK13MAPK10MAPK9MAPK11MAPK8MAPK3MAPK1SIRPGPPP3R2PPP3R1PPP3CCPPP3CBPPP3CAPPARGTREM2ACP5PLCG2PIK3R2PIK3R1PIK3CGPIK3CDPIK3CBPIK3CANOX3TNFRSF11BNFKBIANFKB2NFKB1NFATC2NFATC1NCF4NCF2MITFLCP2LCKJUNDJUNBJUNJAK1ITGB3IL1R1IL1BIL1AIKBKBLILRA5IFNGR2IFNGR1IFNGIFNB1IFNAR2IFNAR1BLNKGRB2NOX1FYNFOSL2LILRA4FOSBPIK3R5FOSTAB2FHL2FCGR3BFCGR2BFCGR1AAKT2AKT1CYLDCYBBCYBACTSKCSF1RCSF1MAPK14SIRPACREB1OSCARCHUKLILRA2LILRA1LILRB4LILRB5LILRB1TAB1IRF9SIRPB1LILRB2AKT3

hsa04380: Osteoclast differentiation
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CDC42BCAR1ROCK2MYL10MYLK3CCND3CCND2ACTN3ACTN2ACTN1CAV3CAV2CAV1MYLK2COL27A1ITGA8ITGA10PIK3R3TLN2CAPN2ACTN4PDGFDZYXVWFVTNVEGFCVEGFBVEGFAVCLVAV2VAV1VASPTNXBTNRACTG1TLN1THBS4THBS3THBS2THBS1BRAFSRCSPP1SOS2SOS1SHC1PARVGTNNROCK1ACTBBCL2CCND1RASGRF1RAP1BRAP1ARAF1RAC3RAC2RAC1MYL7PXNPTK2PTENBADPAK5RELNMAP2K1PDGFCMAPK10MAPK9MAPK8MAPK3MAPK1PRKCGPRKCBPRKCAPARVAPPP1CCPPP1CBPPP1CAPPP1R12CSHC3PIK3R2PIK3R1PIK3CGPIK3CDPIK3CBPIK3CAPGFPDPK1PDGFRBPDGFRAPDGFBPDGFAPAK3PAK2PAK1COL5A3PPP1R12BPPP1R12AMYLKMYL5MYL2METSHC4ARHGAP5LAMC2LAMC1LAMB3LAMB2LAMB1LAMA5LAMA4LAMA3LAMA2RHOAKDRJUNITGB8ITGB7ITGB5ITGB4ITGB3ITGB1ITGAVITGA9ITGA7ITGA5ITGA4ITGA3ITGA2BITGA2ITGA1ITGA6ILKIGF1RIGF1MYLK4IBSPTNCXIAPBIRC3BIRC2HRASHGFMYLPFPARVBGSK3BARHGAP35RAPGEF1GRB2LAMA1SHC2COL6A5COL24A1FYNPIK3R5PIP5K1CFN1FLT4FLT1FLNCFLNBFLNAITGA11LAMB4AKT2AKT1ERBB2ELK1EGFREGFDOCK1DIAPH1CTNNB1CRKLCRKCOL6A6COMPCOL11A2COL11A1COL6A3COL6A2COL6A1COL5A2COL5A1COL4A6COL4A5COL4A4COL4A3COL4A2COL4A1COL3A1COL2A1COL1A2COL1A1CHADMYL12AVAV3MYL9MYL12BLAMC3PAK4AKT3

hsa04510: Focal adhesion
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CDH1
CDC42
FARP2
WASL
WASF1
ACTN3
IQGAP1
ACTN2
ACTN1
TCF7L1
NECTIN4
ACTN4
YES1
WAS
VCL
ACTG1
TJP1
TGFBR2
TGFBR1
TCF7L2
TCF7
MAP3K7
SRC
SNAI1
SNAI2
ACTB
RAC3
RAC2
RAC1
NECTIN2
NECTIN1
PTPRM
PTPRJ
PTPRF
PTPRB
PTPN6
PTPN1
PARD3
MAPK3
MAPK1
ACP1
NLK
LEF1
AFDN
MET
SMAD4
SMAD3
SMAD2
LMO7
RHOA
INSR
IGF1R
CTNNA3
NECTIN3
FYN
FGFR1
FER
ERBB2
EP300
EGFR
CTNNB1
CTNNA2
CTNNA1
CSNK2B
CSNK2A2
CSNK2A1
CREBBP
SSX2IP
WASF3
SORBS1
BAIAP2
WASF2

hsa04520: Adherens junction
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ROCK2MYLK3F2RL3SNAP23VAMP8PLA2G4CMYLK2COL27A1PIK3R3FERMT3TLN2VWFVASPACTG1TLN1BTKTBXAS1TBXA2RSYKSTIM1SRCP2RY12MAPK12ROCK1ACTBRAP1BRAP1APTGS1PTGIRPRKXMAPK13MAPK11MAPK3MAPK1PRKG2PRKG1PRKCZPRKCIPRKACGPRKACBPRKACAPPP1CCPPP1CBPPP1CAAPBB1IPPLCG2PLCB4PLCB3PLCB2PLA2G4APIK3R2PIK3R1PIK3CGPIK3CDPIK3CBPIK3CAGP6COL5A3P2RY1P2RX1NOS3PPP1R12AMYLKLYNLCP2RHOAITPR3ITPR2ITPR1ITGB3ITGB1ITGA2BITGA2MYLK4GUCY1B1GUCY1A1GUCY1A2ARHGAP35PLA2G4DGP9GP5GP1BAGNASGNAQGNAI3GNAI2GNAI1COL24A1PLA2G4FFYNPIK3R5ARHGEF12PLCB1FGGFGBFGAFCER1GF2RAKT2AKT1ADCY4MAPK14COL11A2COL11A1COL5A2COL5A1COL3A1COL2A1COL1A2COL1A1ADCY9ADCY8ADCY7ADCY6ADCY5ADCY3ADCY2ADCY1GNA13MYL12AMYL12BRASGRP2RASGRP1AKT3

hsa04611: Platelet activation
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CD74
CD8A
CD4
RFXANK
KLRC4
CANX
CALR
TNF
TAPBP
TAP2
TAP1
RFXAP
RFX5
PSME2
PSME1
B2M
LGMN
NFYC
NFYB
NFYA
CIITA
KLRD1
KLRC3
KIR3DL1
KIR2DL4
KIR2DL3
IFNG
HSP90AB1
HSP90AA1
HSPA6
HSPA5
HSPA4
HSPA2
HSPA1L
HLA−G
HLA−F
HLA−E
HLA−DRA
HLA−DQB1
HLA−DQA1
HLA−DPB1
HLA−DPA1
HLA−DOB
HLA−DOA
HLA−DMB
HLA−DMA
HLA−C
HLA−B
HLA−A
PDIA3
CTSS
CTSL
CTSB
CREB1
KIR3DL3
IFI30
PSME3

hsa04612: Antigen processing and presentation
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IKBKE
CD40
CD86
CD80
CD14
FADD
RIPK1
IKBKG
PIK3R3
CASP8
TRAF6
TRAF3
TNF
TLR5
TLR4
TLR3
TLR2
TLR1
MAP3K7
STAT1
SPP1
MAP2K4
CXCL11
CCL5
CCL4
MAPK12
RELA
RAC1
MAP2K7
MAP2K6
MAP2K3
MAP2K2
MAP2K1
MAPK13
MAPK10
MAPK9
MAPK11
MAPK8
MAPK3
MAPK1
TOLLIP
TLR9
PIK3R2
PIK3R1
PIK3CG
PIK3CD
PIK3CB
PIK3CA
TLR8
TLR7
IRAK4
NFKBIA
NFKB1
MYD88
CXCL9
LBP
JUN
IRF7
IRF5
IRF3
IRAK1
CXCL10
IL12B
IL12A
CXCL8
IL6
IL1B
IKBKB
IFNB1
IFNAR2
IFNAR1
IFNA21
IFNA5
TBK1
LY96
PIK3R5
FOS
TAB2
AKT2
AKT1
CTSK
TICAM1
MAPK14
MAP3K8
CHUK
TIRAP
TAB1
TLR6
AKT3

hsa04620: Toll−like receptor signaling pathway
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TBKBP1
IKBKE
ISG15
ATG5
ATG12
FADD
RIPK1
TRADD
IKBKG
CASP10
CASP8
SIKE1
NLRX1
DHX58
TRIM25
TRAF6
TRAF3
TRAF2
TNF
MAP3K7
AZI2
IFIH1
MAPK12
RELA
MAVS
IFNK
MAPK13
MAPK10
MAPK9
MAPK11
MAPK8
OTUD5
RNF125
PIN1
NFKBIB
NFKBIA
NFKB1
MAP3K1
IRF7
IRF3
CXCL10
IL12B
IL12A
CXCL8
IKBKB
IFNW1
IFNB1
IFNA21
IFNA5
TMEM173
IFNE
TBK1
TKFC
DDX58
DDX3X
CYLD
MAPK14
CHUK
TANK

hsa04622: RIG−I−like receptor signaling pathway
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SOCS5OSMRPIAS2SOCS3CCND3CCND2SOCS2CBLBCBLSOCS1PIAS1TSLPPIK3R3SPRY4STAMTYK2THPOSTAT6STAT5BSTAT5ASTAT4STAT3STAT2STAT1SOS2SOS1CRLF2BCL2L1CCND1IL22RA1PTPN11PTPN6IFNKPRLRPRLIL26IL20RBIL20RAPIK3R2PIK3R1PIK3CGPIK3CDPIM1PIK3CBPIK3CAPIAS4IL23AIL22IL21RIL20OSMMYCMPLSPRED3LIFRLIFLEPRLEPJAK3JAK2JAK1IL15RAIL15IL13RA2IL13RA1IL13IL12RB2IL12RB1IL12BIL12AIL11RAIL11IL10RBIL10RAIL10IL9RIL7RIL7IL6STIL6RIL6IL5RAIL5IL4RIL4IL3RAIL3IL2RGIL2RBIL2RAIL2IFNW1IFNGR2IFNGR1IFNGIFNB1IFNAR2IFNAR1IFNA21IFNA5IFNESOCS7IL19GRB2IFNL1IFNL2GHRGH1CBLCPIK3R5CLCF1AKT2AKT1EPOREPOEP300SPRED2IFNLR1SPRED1IL23RCTF1CSH2CSF3RCSF3CSF2RBCSF2RACSF2CREBBPCNTFRCNTFSOCS4IL22RA2CISHIL24PIAS3IRF9STAM2SPRY2SPRY1AKT3

hsa04630: Jak−STAT signaling pathway
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hsa04664: Fc epsilon RI signaling pathway
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hsa04666: Fc gamma R−mediated phagocytosis
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hsa04668: TNF signaling pathway
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hsa04721: Synaptic vesicle cycle
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hsa04810: Regulation of actin cytoskeleton
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hsa04910: Insulin signaling pathway
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hsa04912: GnRH signaling pathway
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hsa04914: Progesterone−mediated oocyte maturation
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hsa04917: Prolactin signaling pathway
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hsa05014: Amyotrophic lateral sclerosis (ALS)
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hsa05034: Alcoholism
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hsa05100: Bacterial invasion of epithelial cells
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hsa05110: Vibrio cholerae infection
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CDC42
ATP6V1G1
ATP6V1F
ATP6V0D1
MAP3K14
ATP6V0E1
IKBKG
JAM3
CASP3
TJP1
ADAM17
SRC
MAP2K4
CCL5
MAPK12
RELA
RAC1
JAM2
PTPRZ1
PTPN11
MAPK13
MAPK10
MAPK9
MAPK11
MAPK8
ATP6AP1
ATP6V0A1
ATP6V1G2
PLCG2
PLCG1
ATP6V0B
ATP6V1E1
ATP6V1C1
ATP6V0C
ATP6V1B2
ATP6V1B1
ATP6V1A
ATP6V1H
ATP6V1D
F11R
ATP6V0A4
PAK1
NFKBIA
NFKB1
MET
LYN
JUN
CXCR2
CXCR1
CXCL8
IKBKB
CXCL1
GIT1
ATP6V1C2
ATP6V0D2
ATP6V0A2
EGFR
HBEGF
ATP6V0E2
IGSF5
CSK
MAPK14
CHUK
NOD1
TCIRG1
ADAM10

hsa05120: Epithelial cell signaling in Helicobacter pylori infection
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CDC42
ROCK2
CD14
KLC4
WASL
WASF1
RILP
CASP1
ARPC5L
MYH14
DYNC2H1
RAB7A
WAS
TLR5
ACTG1
TLR4
TJP1
KLC2
CCL4
MAPK12
ROCK1
ACTB
RELA
RAC1
NLRC4
MAPK13
MAPK10
MAPK9
MAPK11
MAPK8
MAPK3
MAPK1
PKN2
PKN1
PFN2
PFN1
DYNC1LI1
NOS2
NFKB1
MYH10
MYH9
MYD88
LBP
RHOG
KLC1
PFN4
JUN
IL18
CXCL8
IL6
IL1B
IL1A
IFNGR2
IFNGR1
IFNG
RAB7B
PKN3
CXCL3
CXCL2
CXCL1
PYCARD
FOS
PLEKHM2
FLNC
FLNB
FLNA
DYNC1LI2
DYNC1I2
DYNC1I1
DYNC1H1
KLC3
CSF2
MAPK14
ARPC1A
WASF2
ARPC2
ARPC1B
ARPC3
ARPC4
ARPC5

hsa05132: Salmonella infection
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CD14
CASP7
CASP3
CASP1
CALML3
C5
C4BPB
C4BPA
TRAF6
C3
C2
C1S
C1R
C1QC
C1QB
TNF
C1QA
SERPING1
TLR4
CXCL5
CXCL6
MAPK12
RELA
MAPK13
MAPK10
MAPK9
MAPK11
MAPK8
MAPK3
MAPK1
CALML5
IL23A
IRAK4
NOS2
NFKB1
MYD88
RHOA
JUN
ITGB2
ITGB1
ITGAM
ITGA5
IRF3
IRF1
IRAK1
IL12B
IL12A
IL10
CXCL8
IL6
IL1B
IL1A
IRF8
PYCARD
GNAI3
GNAI2
GNAI1
LY96
FOS
CALML6
TICAM1
MAPK14
TIRAP
NLRP3
CFL2
CFL1
NOD1

hsa05133: Pertussis
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SEC22B
CD14
CASP9
CASP8
CASP7
CASP3
CASP1
RAB1B
VCP
C3
TNF
TLR5
TLR4
TLR2
BNIP3
RELA
RAB1A
NLRC4
SAR1A
CYCS
SAR1B
NFKBIA
NFKB2
NFKB1
NAIP
MYD88
ARF1
ITGB2
ITGAM
IL18
IL12B
IL12A
CXCL8
IL6
IL1B
HSPD1
HSPA6
HSPA2
HSPA1L
HSF1
APAF1
CXCL3
CXCL2
CXCL1
PYCARD
BCL2L13
EEF1A2
EEF1A1
CR1
CLK1
HBS1L

hsa05134: Legionellosis
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GNA14CD247CD3GCD3ECD3DCFLARFADDIKBKGPIK3R3CASP8CALRTRAF6C3C1QCTNFRSF1AC1QBTNFC1QATLR4TLR2TGFBR2TGFBR1TGFB3TGFB2TGFB1MAP2K4CCL5CCL2MAPK12BDKRB2RELAMAPK13MAPK10MAPK9MAPK11MAPK8MAPK3MAPK1PPP2R2DPPP2R2CPPP2R2BPPP2R2APPP2R1BPPP2R1APPP2CBPPP2CATLR9PLCB4PLCB3PLCB2PIK3R2PIK3R1PIK3CGPIK3CDPIK3CBPIK3CAIRAK4SERPINE1NOS2NFKBIANFKB1MYD88SMAD3SMAD2JUNIRAK1IL12BIL12AIL10CXCL8IL6FASLGIL2IL1BIKBKBFASIFNGR2IFNGR1IFNGIFNB1GNASGNAQGNAO1GNALGNAI3GNAI2GNAI1GNA15GNA11PIK3R5FOSPLCB1AKT2AKT1ACETICAM1MAPK14CHUKADCY1TLR6AKT3

hsa05142: Chagas disease (American trypanosomiasis)
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GNA14
CD14
CD1D
ACTN3
ACTN2
ACTN1
COL27A1
PIK3R3
CASP3
ACTN4
RAB7A
IL1R2
VCL
C9
C8G
C8B
C8A
TNF
TLR4
TLR2
TGFB3
TGFB2
TGFB1
SERPINB4
SERPINB3
RELA
RAB5C
RAB5B
RAB5A
PTK2
PRKX
PRKCG
PRKCB
PRKCA
PRKACG
PRKACB
PRKACA
PLCB4
PLCB3
PLCB2
PIK3R2
PIK3R1
PIK3CG
PIK3CD
PIK3CB
PIK3CA
SERPINB13
SERPINB10
SERPINB9
SERPINB6
SERPINB2
COL5A3
NOS2
NFKB1
LAMC2
LAMC1
LAMB3
LAMB2
LAMB1
LAMA5
LAMA4
LAMA3
LAMA2
ARG2
ARG1
ITGB2
ITGAM
IL12B
IL12A
IL10
CXCL8
IL6
IL1R1
IL1B
IFNG
RAB7B
HSPB1
CXCL1
LAMA1
GNAS
GNAQ
GNAL
GNA15
GNA11
COL24A1
PIK3R5
FN1
PLCB1
LAMB4
SERPINB1
CTSG
CSF2
COL11A2
COL11A1
COL5A2
COL5A1
COL4A6
COL4A5
COL4A4
COL4A3
COL4A2
COL4A1
COL3A1
COL2A1
COL1A2
COL1A1
ADCY1
LAMC3

hsa05146: Amoebiasis
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MRC2CD74CD14ATP6V0D1BCL10SPHK1KSR1FADDRIPK2TRADDRFXANKCASP10CASP9EEA1CASP8CASP3CAMPCAMK2GCAMK2DCAMK2BCAMK2ACALML3RAB7AVDRTRAF6C3TNFRSF1ATNFTLR4TLR2TLR1TGFB3TGFB2TGFB1SYKSTAT1SRCCLEC7ACARD9NOD2BIDMAPK12RFXAPRFX5RELABCL2RAF1RAB5CRAB5BRAB5ABAXBADSPHK2MAPK13MAPK10MAPK9MAPK11MAPK8MAPK3MAPK1PPP3R2PPP3R1PPP3CCPPP3CBPPP3CACYCSTLR9ATP6AP1ATP6V0A1ATP6V0BPIK3C3ATP6V0CCALML5ATP6V1HIL23AIRAK4ATP6V0A4NOS2NFYCNFYBNFYANFKB1MYD88MRC1CIITALSP1LBPLAMP2LAMP1RHOAJAK2JAK1ITGB2ITGAXITGAMIRAK2IRAK1IL18IL12BIL12AIL10RBIL10RAIL10IL6IL1BIL1AIFNGR2IFNGR1IFNGIFNB1IFNA21IFNA5HSPD1HSPA9APAF1HLA−DRAHLA−DQB1HLA−DQA1HLA−DPB1HLA−DPA1HLA−DOBHLA−DOAHLA−DMBHLA−DMACD209CLEC4EATP6V0D2ATP6V0A2ARHGEF12PLA2R1FCGR3BFCGR2BFCGR1AFCER1GAKT2AKT1EP300CALML6CYP27B1CTSSCTSDMAPK14CREBBPCREB1CR1PLK3TIRAPCORO1AMALT1CEBPGCEBPBTLR6CLEC4MTCIRG1AKT3

hsa05152: Tuberculosis
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CD81
IKBKE
SCARB1
EIF2AK3
CLDN9
CLDN1
CLDN2
CLDN6
CLDN8
CLDN10
SOCS3
RIPK1
TRADD
PIAS1
IKBKG
PIK3R3
TYK2
TRAF6
TRAF3
TRAF2
TP53
TNFRSF1A
TNF
CLDN5
TLR3
STAT3
STAT2
STAT1
BRAF
SOS2
SOS1
MAPK12
RXRA
RNASEL
RELA
RAF1
MAVS
BAD
EIF2AK2
MAPK13
MAPK10
MAPK9
MAPK11
MAPK8
MAPK3
MAPK1
PPP2R2D
PPP2R2C
PPP2R2B
PPP2R2A
PPP2R1B
PPP2R1A
PPP2CB
PPP2CA
PPARA
PIK3R2
PIK3R1
PIK3CG
PIK3CD
PIK3CB
PIK3CA
PDPK1
CLDN18
CLDN20
OAS3
OAS2
OAS1
NRAS
NFKBIA
NFKB1
EIF2AK4
LDLR
KRAS
JAK1
ARAF
IRF7
IRF3
IRF1
EIF3E
CXCL8
IKBKB
IFNB1
IFNAR2
IFNAR1
IFNA21
IFNA5
IFIT1
HRAS
GSK3B
TBK1
GRB2
EIF2AK1
CLDN15
DDX58
CLDN14
PIK3R5
AKT2
AKT1
EIF2S1
EGFR
EGF
CLDN19
TICAM1
MAPK14
CLDN23
CLDN7
CLDN3
CLDN4
CHUK
CLDN16
IRF9
CDKN1A
PSME3
NR1H3
OCLN
AKT3

hsa05160: Hepatitis C
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IKBKECREB5CCNE2CREB3L1CCNE1CCNA1CCNA2FADDIKBKGPIK3R3CREB3L3CASP10CASP9CASP8CASP3YWHAZYWHABVDAC3TP53TNFTLR4TLR3TLR2TGFBR1TGFB3TGFB2TGFB1STAT6STAT5BSTAT5ASTAT4STAT3STAT2STAT1SRCCREB3L2MAP2K4IFIH1RELABCL2CCND1RB1RAF1BAXMAVSPTENBADMAP2K2MAP2K1MAPK10MAPK9MAPK8MAPK3MAPK1PRKCGPRKCBPRKCACYCSATP6AP1PIK3R2PIK3R1PIK3CGPIK3CDPIK3CBPIK3CAPCNANRASNFKBIANFKB1NFATC4NFATC3NFATC2NFATC1ATF4MYD88MYCMMP9MAP3K1SMAD4SMAD3KRASJUNJAK1IRF7IRF3CXCL8IL6FASLGIKBKBFASIFNB1IFNAR1IFNA21IFNA5HSPG2BIRC5HRASAPAF1TBK1GRB2DDX58PIK3R5FOSPTK2BAKT2AKT1EP300ELK1EGR3EGR2E2F3E2F2E2F1DDX3XDDB2DDB1CREB3L4TICAM1ATF6BCREBBPATF2CREB1CHUKTIRAPYWHAQLAMTOR5CREB3CDKN1BCDKN1ACDK6CDK4CDK2CASP12AKT3

hsa05161: Hepatitis B
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CDH1CDC42RBX1FGF19ARNT2ARHGEF11TRAF4ROCK2GNG8LPAR2CCNE2PIAS2F2RL3CCNE1CCNA1FGF16FGF17FGF18FADDCBLBCBLPTCH2RUNX1T1IKBKGPIK3R3CUL2CASP9CASP8CASP3RASSF5TCF7L1FZD9FZD8FZD7FZD6FZD4FZD1AXIN2AXIN1WNT5BFGF23WNT10ANCOA4CCDC6FZD3BIRC7FZD5CXCR4PAX8ZBTB16WNT9BWNT9AWNT2BWNT11WNT10BWNT8BWNT7BWNT7AWNT6WNT5AWNT2WNT1VHLVEGFCVEGFBVEGFATRAF6TRAF5TRAF3TRAF2TRAF1HSP90B1TPRTPM3TP53TGFBR2TGFBR1TGFB3TGFB2TGFB1TGFATCF7L2TCF7ELOBELOCSTK4STAT5BSTAT5ASTAT3STAT1BRCA2BRAFSPI1SOS2SOS1SMOBMP4SLC2A1SKP2BMP2SHHHHIPCXCL12BIDRXRGRXRBRXRABDKRB2BDKRB1BCRROCK1BCL2L1RETRELABCL2CCND1GNB4RB1RARBRARARALGDSRALBRALARAF1RAD51RAC3RAC2RAC1BAXPTK2PTGS2PTGER4PTGER3PTGER2PTGER1PTENPTCH1BADLPAR5PRKXMAP2K2MAP2K1MAPK10MAPK9MAPK8GNG12MAPK3MAPK1PRKCGPRKCBPRKCAPRKACGPRKACBPRKACAPPARGPPARDEGLN1WNT4GNG2CYCSPMLPLD1PLCG2PLCG1PLCB4PLCB3PLCB2PIK3R2PIK3R1PIK3CGPIK3CDPIK3CBPIK3CAPGFGNG13SUFUPDGFRBPDGFRAPDGFBPDGFAWNT16LEF1NTRK1NRASNOS2NKX3−1NFKBIANFKB2NFKB1MYCMSH3MSH2MMP9MMP2MMP1MLH1MITFKITLGMETMDM2MAXSMAD4SMAD3SMAD2ARNTLAMC2LAMC1LAMB3LAMB2LAMB1LAMA5LAMA4LAMA3LAMA2RHOAKRASKITJUPJUNJAK1ARAFITGB1ITGAVITGA3ITGA2BITGA2ARITGA6CXCL8IL6FASLGIKBKBFASKLK3IGF1RIGF1HSP90AB1HSP90AA1BIRC5XIAPBIRC3BIRC2HRASAPCHIF1AHGFHDAC2HDAC1MSH6GSTP1GSK3BCTNNA3GRB2LPAR4LAMA1GNGT2GNGT1GNG11GNG7GNG5GNG4GNG3GNB3GNB2GNB1GNASGNAQGNAI3GNAI2GNAI1GNA12GNA11GLI3GLI2GLI1STK36FGF22FGF21FGF20APPL1RASGRP3FZD2ABL1MTORCBLCDAPK2LPAR3PIK3R5FOSARHGEF12FN1PLCB1FLT3LGFLT3FOXO1LAMB4FHFGFR2FGFR3FGFR1FGF14FGF13FGF12FGF11FGF10FGF9FGF8FGF7FGF6FGF5FGF4FGF3FGF2FGF1F2RMECOMETS1AKT2AKT1ERBB2EPAS1EP300ADCY4EGFREGFEDNRBEDNRALPAR1E2F3E2F2E2F1DVL3DVL2DVL1AGTR1DCCDAPK3DAPK1CTNNB1CTNNA2CTNNA1CTBP2CTBP1CSF3RCSF2RACSF1RCRKLCRKCREBBPCOL4A6COL4A5COL4A4COL4A3COL4A2COL4A1CKS2CKS1BRASGRP4ADCY9CHUKADCY8ADCY7EGLN3EGLN2FZD10ADCY6RASSF1ADCY5RALBP1ADCY3ADCY2ADCY1GNB5GNA13CEBPATFGLAMC3CDKN2BAPC2CDKN2ACDKN1BCDKN1ARASGRP2CDK6CDK4CDK2LPAR6RASGRP1AKT3

hsa05200: Pathways in cancer
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ARNT2NCOR1CD40CD86CD14CCNT2CCNT1CCND2BAIAP3CCNA1PER2LDB1PROM1RUNX1T1RUNX2SLC45A3SUPT3HDOT1LHIST1H3HHIST1H3EHIST3H3TAF15HMGA2NR4A3ASPSCR1IL1R2PAX8ZBTB17ZBTB16WT1NSD2UTYKDM6ATRAF1TP53TMPRSS2TSPAN7TGFBR2TFE3ZEB1TCF3SS18SSX1SPINT1SPI1SP1SIX1NFKBIZGOLPH3RXRGRXRBRXRABCL6BCL2L1RELABCL2A1RELRARAPTK2BMP2KPRCCGOLPH3LFEVPPARGPMLPLAUPLATCDK14SIX4PDGFAETV7WNT16KLF3PBX3PBX1PAX7PAX5PAX3NTRK1NGFRNFKB1ATMATF1MYCNMYCMPOMMP9MMP3MLLT3AFF1MLLT1KMT2AMLF1METMEN1MEIS1MEF2CMDM2MAXMAFSMAD1LYL1LMO2JUPITGB7ITGAMCXCL8IL6IL3IL2RBIGFBP3IGF1RIGF1ID2BIRC3HPGDHOXA11HOXA10TLX1HHEXHDAC2HDAC1H3F3AGZMBTLX3GRIA3NUPR1SIN3AFUT8FUSFLT3FLT1FLI1FOXO1JMJD1CFCGR1AEYA1EWSR1ETV6ETV5ETV4ETV1ERGELK4ELANEDUSP6PTCRADDX5DDIT3CSF2CSF1RCCR7CEBPECEBPBCEBPACDKN2CCDKN1BCDKN1ACDK9

hsa05202: Transcriptional misregulation in cancer
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hsa05205: Proteoglycans in cancer
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hsa05211: Renal cell carcinoma
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hsa05212: Pancreatic cancer
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hsa05214: Glioma
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hsa05215: Prostate cancer



B
LC

A

B
R

C
A

C
O

A
D

K
IC

H

K
IR

P

LU
A

D

LU
S

C

P
R

A
D

R
E

A
D

T
H

C
A

U
C

E
C

C
H

O
L

E
S

C
A

H
N

S
C

K
IR

C

LI
H

C

S
TA

D

G
S

E
13

90
4

G
S

E
26

37
8

G
S

E
26

44
0

G
S

E
46

07

G
S

E
81

21

G
S

E
96

92
CDH1
FGF19
FGF16
FGF17
FGF18
PIK3R3
FGF23
PDGFD
TP53
BRAF
CCND1
RB1
RAF1
PTEN
BAD
MAP2K2
MAP2K1
PDGFC
MAPK3
MAPK1
PIK3R2
PIK3R1
PIK3CG
PIK3CD
PIK3CB
PIK3CA
PDGFRB
PDGFRA
PDGFB
PDGFA
NRAS
MITF
MET
MDM2
KRAS
ARAF
IGF1R
IGF1
HRAS
HGF
FGF22
FGF21
FGF20
PIK3R5
FGFR1
FGF14
FGF13
FGF12
FGF11
FGF10
FGF9
FGF8
FGF7
FGF6
FGF5
FGF4
FGF3
FGF2
FGF1
AKT2
AKT1
EGFR
EGF
E2F3
E2F2
E2F1
CDKN2A
CDKN1A
CDK6
CDK4
AKT3

hsa05218: Melanoma
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hsa05221: Acute myeloid leukemia
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hsa05223: Non−small cell lung cancer
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hsa05230: Central carbon metabolism in cancer
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hsa05231: Choline metabolism in cancer
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hsa05340: Primary immunodeficiency
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hsa00052: Galactose metabolism
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hsa03008: Ribosome biogenesis in eukaryotes
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hsa04115: p53 signaling pathway
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LAPTM4ACD68CD63ENTPD4LITAFSCARB2NAPSAAP4M1ATP6V0D1AP3D1AP1M1AP1G2AP1S2CD164CTSFAP3B1GNPTGCLTCL1AP3B2GNPTABLAPTM5PSAPL1SMPD1SLC11A1SGSHSORT1DNASE2BMCOLN1PSAPLGMNPPT1LAPTM4BCTSAACP5ATP6AP1ATP6V0A1ATP6V0BACP2ATP6V0CATP6V1HNAGPAATP6V0A4SLC11A2NPC1NEU1NAGLUNAGAASAH1MANBAMAN2B1ARSBARSAM6PRLIPALAMP2LAMP1IGF2RIDUAIDSHYAL1HEXBHEXAGUSBSUMF1GNSGM2AGLB1GLALAMP3AP3M1SLC17A5GGA1GALNSGALCMFSD8GAAFUCA1ATP6V0D2PLA2G15ATP6V0A2ABCB9AP4E1GGA3GGA2ARSGABCA2DNASE2AGAAP1G1AP1B1CTSZCTSWCTSSCTSOCTSVCTSLCTSKCTSHCTSGCTSECTSDCTSBCTNSHGSNATAP1S3CLTCCLTBCLTACLN5CLN3TPP1AP3S1AP1S1AP4S1AP3M2CTSCAP4B1NPC2TCIRG1AP1M2

hsa04142: Lysosome



B
LC

A

B
R

C
A

C
O

A
D

K
IC

H

K
IR

P

LU
A

D

LU
S

C

P
R

A
D

R
E

A
D

T
H

C
A

U
C

E
C

C
H

O
L

E
S

C
A

H
N

S
C

K
IR

C

LI
H

C

S
TA

D

G
S

E
13

90
4

G
S

E
26

37
8

G
S

E
26

44
0

G
S

E
46

07

G
S

E
81

21

G
S

E
96

92
CDC42
BCAR1
ROCK2
MYL10
ESAM
CLDN9
CLDN1
CLDN2
CLDN6
CLDN8
CLDN10
ACTN3
ACTN2
ACTN1
PIK3R3
JAM3
RASSF5
ACTN4
CXCR4
EZR
VCL
VCAM1
VAV2
VAV1
VASP
TXK
CLDN5
ACTG1
THY1
SIPA1
CXCL12
MAPK12
ROCK1
ACTB
RAP1B
RAP1A
RAC2
RAC1
MYL7
JAM2
PXN
PTPN11
PTK2
MAPK13
MAPK11
PRKCG
PRKCB
PRKCA
PLCG2
PLCG1
PIK3R2
PIK3R1
PIK3CG
PIK3CD
PIK3CB
PIK3CA
PECAM1
CLDN18
F11R
NOX3
CLDN20
NCF4
NCF2
MYL5
MYL2
MSN
MMP9
MMP2
AFDN
CD99
RHOH
ARHGAP5
RHOA
ITK
ITGB2
ITGB1
ITGAM
ITGAL
ITGA4
ICAM1
MYLPF
CTNNA3
ARHGAP35
GNAI3
GNAI2
GNAI1
NOX1
CLDN15
CLDN14
PIK3R5
PTK2B
CYBB
CYBA
CTNNB1
CTNNA2
CTNNA1
CLDN19
MAPK14
CLDN23
CLDN7
CLDN3
CLDN4
RAPGEF4
CLDN16
MYL12A
VAV3
RAPGEF3
MYL9
MYL12B
OCLN
CDH5

hsa04670: Leukocyte transendothelial migration
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CDH1
RPS6KA5
VEGFA
TP53
THBS1
BRAF
CCND1
RB1
RAF1
MAP2K2
MAP2K1
MAPK3
MAPK1
NRAS
MYC
MMP9
MMP2
MMP1
MDM2
KRAS
ARAF
CXCL8
HRAS
DAPK2
FGFR3
ERBB2
EGFR
EGF
TYMP
E2F3
E2F2
E2F1
DAPK3
DAPK1
RASSF1
CDKN2A
CDKN1A
CDK4

hsa05219: Bladder cancer


