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PRM2_RATTU MVRYRMRSPS ESPHQGPGQD HESEEQG--- -QGQELNPER VEDYGRTHRG --HHRHRRCS

PRM2_MOUSE MVRYRMRSPS EGPHQGPGQD HEREEQG--- -QGQGLSPER VEDYGRTHRG HHHHRHRRCS

PRM2_RATFU MVRYRMRSPS EGPHQGPGQD HEREEQG--- -QGQELSPER VEDYGRTHRG --HHRHRRCS

PRM2_ALOSE MVRYHVRSPS ERPHREYRQL VNGQEQGRHG QEEQGMSAEG VEGYGRTHQG CYGYRRRLCS

PRM2_CALJA MVRYRVRSPS ERPHEEYRQL VNWQEQGRNG QEEQGLSAEG GEVYGRTHQG YSSYRRRRCS

PRM2_SEMEN MVRYRMRSLS ERPHEVHGQQ VYGQEQGHNG QEEQGLSPEH VEVYERTHQG YSHHRRRRCS

PRM2_ERYPA MVRYRTRSLS ERPHEVHGQQ VHGQDQGHNG QEEQGLSPEH VEVYERTHQG HSHHRRRRCS

PRM2_MACNE MVRYRMRSLS ERPHEVHGQQ VHGQDQGHNG QEEQGLNPEH VEVYERTHRG HSHHRRRRCS

PRM2_MACFU MVRYRMRSLS ERPHEVHGQQ VHGQDQGHNG QEEQGLNPEH VEVYERTHRG HSHHRRRRCS

PRM2_MACMU MVRYRMRSLS ERSHEVHGQQ VHGQDQGHNG QEEQGLNPEH VEVYERTH-G HSHYRRRHCS

PRM2_GORGO MVRCRVRSPS ERSHEVYRQQ LHGQEQGHHG QEEQGLSPEH VEVYERTH-G HSHYRRRHCS

PRM2_PANPA MVRYRVRSPS EPSHEVYRQQ LHGQEQGHHG QEEQGLSPEH VEVYERTH-G HSHYRRRHCS

PRM2_PANTR MVRYRVRSPS EPSHEVYRQQ LHGQEQGHHG QEEQGLSPEH VEVYERTH-G HSHYRRRHCS

PRM2_HUMAN MVRYRVRSLS ERSHEVYRQQ LHGQEQGHHG QEEQGLSPEH VEVYERTH-G QSHYRRRHCS

PRM2_PONPY MVRYCVRSLS ERSHEVYGQQ LHGQEQGHHD QEEQGLSPEQ VEVYERTQ-G HSHYRRRHCS

PRM2_HYLLA MVRYCVRSLS ERSHEVYGQQ LRGQEQGHHG QEEQGLSPED VEVYERTH-G HSHYRRRHCS
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PRM2_RATTU RKRLHRIHKR R-RSCRRRRR HSCCHRRRHR RGCRRSRRRR RCRCRKCRRQ CH

PRM2_MOUSE RKRLHRIHKR R-RSCRRRRR HSCRHRRRHR RGCRRSRRRR RCRCRKCRRH HH

PRM2_RATFU RKRLHRIHKR R-RSCRRRRR HSCCHRRRHR RGCRRSRRRR RCKCRKCRRH CH

PRM2_ALOSE RRRLYRVHRR QRRSCRRRC- --CRYRRRNR RGCRT-RRRT ------CRRH --

PRM2_CALJA RRRRYRIHRR RSRSCRRRRR RSCRYRRRPR RGCRSRRRRR ------CRRY --

PRM2_SEMEN RRRLYRIHRR RHRSCRRRRR RSCRHRRRHR RGCRT-RRRR ------CRRY --

PRM2_ERYPA QRRLHRIHRR RHRSCRRRRR RSCRHRRRHR RGCRT-RRRR ------CRRY --

PRM2_MACNE RRRLHRIHRR RHRSCRRRRR RSCRHRRRHR RGCRT-RRRR ------CRRH --

PRM2_MACFU RRRLHRIHRR RHRSCRRRRR RSCRHRRRHR RGCRT-RRRR ------CRRH --

PRM2_MACMU RRRLHRIHRR RHRSCRRRRR RSCRHRRRHR RGCRT-RRRR ------CRRH --

PRM2_GORGO RRRLRRIHRQ QHRSCRRRKR RSCRHRRRHR KGCRT-RRRT ------CRRH --

PRM2_PANPA RRRLRRIHRQ QHRSCRRRKR RSCRHRRRHR RGCRT-RRRT ------CRKH --

PRM2_PANTR RRRLRRIHRQ QHRSCRRRKR RSCRHRRKHR RGCRT-RRRT ------CRRH --

PRM2_HUMAN RRRLHRIHRR QHRSCRRRKR RSCRHRRRHR RGCRT-RKRT ------CRRH --

PRM2_PONPY RRRLHRIHRQ QHRSCKRRRR HSCRHRRKHR RGCRT-RRRT ------CRRH --

PRM2_HYLLA RRRLHRIHRQ QHRSCGRRRR RSCRQRRRHR RGCRT-RRRR ------CRRH --

Supplemental Figure 3. Alignment of Eutherian P2 type sperm protamines.


