‘osu BBO5 (30/2.47)
’07SOSU NS04 (13/1.56)
losu_TB06 (34/2.00)
[OSUJVSJO (23/1.72)
losu_TB27 (36/2.44)
0SU_TB26 (31/1.61)

i ‘osu TB51 (10/0.75)
usc 1879 (10/0.71)
lusc_TB91 (8/0.56)

1 ‘osu BB01 (35/2.01)
flosu_BB09 (43/2.29)

Losu_1B12 (26/1.59)

I osu_BB07 (3/0.38)
usc TB67 (7/0.47)

OSU_TB15 (26/0.72)
gosu TB21 (27/0.76)

[

OSU_TB10 (45/1.75)
MPNDO1 (40/0.91)
US(; TB74 (2/0.17)
USC_TB78 (6/0.59)
usc_7B84 (9/0.55)
USC_TB70 (1/0.08)
usc 1876 (1/0.10)
OSU_TB30 (3/0.26)
OSU_TB56 (4/0.31)
Wysc_TB81 (4/0.15)
I:osu TB36 (3/0.22)
OSU_TB39 (6/0.32)
OSU_TB35 (19/1.31)
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OSU_NS06 (40/2.43)
0SU_NS08 (1/0.10)
OSU_TB62 (14/0.86)
1USC_TB89 (15/1.17)
MPMJO1 (24/0.76)
USC_TB88 (9/0.71)
OSU_TB04 (10/0.79)
98050 _TB46 (4/0.58)
0SU_TB18 (11/0.71)
0SU_NS01 (0/0.00)
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{ -Dehalococcoides_mccartyi_ 195
| Dehalogenimonas_formicexedens
EKtedonobacter racemifer_DSM_44963
Thermogemmatispora_onikobensis
Chloroflexus_aurantiacus_J_10_fl
Kouleothrix_aurantiaca
Herpetosiphon_geysericola
Thermomicrobium_roseum_DSM_5159
’:Lepto/inea tardivitalis
QSL Longilinea_arvoryzae
Levilinea_saccharolytica
Bellilinea_caldifistulae
-Anaerolinea_thermolimosa
Thermoflexus_hugenholtzii_JAD2
Caldilinea_aerophila_DSM_14535
1 1—Ljtorilinea_aerophila
-Ardenticatena_maritima
Gloeobacter_kilaueensis_JS1
Synechococcus_elongatus_PCC_6301
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