
    

 

 
 

Supplementary Information 

Exploration of CCA-added RNAs revealed the expression of mitochondrial non-coding 

RNAs regulated by CCA-adding enzyme 

 

Supplementary figure legends 

Figure S1. Sequences and secondary structures of identified CCA-RNAs (A) and NCCA-

RNAs (B).  

 

Figure S2. A possible mechanism for the non-template addition of 3′-terminal nucleotides 

of nccaR-1  

 

Figure S3. Probes for northern blots of CCA-RNAs  

 

Figure S4. Quantification of northern blots 

Northern blots from TRNT1 knockdown experiments (A, from Fig. 5B) and cellular treatments 

(B, from Fig. 6) were quantified and relative intensities are presented.  
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Table S1.  Identified sequences of CCA-RNAs and NCCA-RNAs  



    

 

 
 

 

 

  

Table S2.  Sequences of probes for northern blot 

Probe Sequence (5′–3′) 

ccaR-2 (probe #1) GCTAGTAACCACGTTCTCCTGAT 

ccaR-2 (probe #2) AGGACTCAACATACTAGTCAC 

nccaR-1 (probe #1) GAATGTCTGCACAGCCGCTTT 

nccaR-1 (probe #2) GCTTTCCACACAGACATCATAACAAA 

nccaR-2 (probe #1) GTTCAATATTACAGGCGAAC 

nccaR-2 (probe #2) GTGTGTTAATTAATTAATGCTTGTAGG 

Cyto tRNALysCUU GTCTCATGCTCTACCGACT 

Mito tRNAValUAC GTGTTAAGCTACACTCTG 

miR-16 GCCAATATTTACGTGCTGCTA 

U2 snRNA CCAACTCCTAGTTCCAAAAATCC 

U1 snRNA GTGATCATGGTATCTCCCCTGCCAG 

5S rRNA GTTCAGGGTGGTATGGCCGT 

Table S3.  Sequences of primers for standard RT-qPCR 

Target  Primer Sequence (5′–3′) 

TNRT1 
Forward  GATTCTAGGGAACCTGATGC 

Reverse  GATGTCATGGCCACTTACAG 

RPLP0 
Forward  CTATCATCAACGGGTACAAACGAG 

Reverse  CAGATGGATCAGCCAAGAAGG 

GAPDH 
Forward  GTCTTCACCACCATGGAGAAGG 

Reverse  ATGATCTTGAGGCTGTTGTCAT 


