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Conclusion and Future Work Reproducibility and Resources

Using the methods presented in this poster, we have demonstrated how it is
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possible to identify mechanisms of actions of drugs as well as to propose novel ) , _
NeuroMMSig https.//neurommsiq.scail.fraunhofer.de

and drug repurposing candidates. Furthermore, the availability of the methods
Shared Mechanisms

as reusable Python and R packages enable them to be interchanged used with Analysis https://github.com/neurommsig-epilepsy/epicom
other drug discovery approaches and be run with numerous datasets. | https.//compath.scai.fraunhofer.de

Pathway Analysis hitos/path > hofer d
In the future, we aim to systematically validate our results coming from canonical ps./patime.Scal. irauniorer.de
pathway databases with each of our disease-specific knowledge assemblies in MSDRP https://qithub.com/asifemon/msdrp
NeuroMMSig.
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