Table S1: Coverage data from the nine UK C. burnetii isolates sequenced in this study after
remapping of sequence reads onto the NM-I reference genome. Remapping and coverage analysis
was performed as described in the Methods section. Deletion events in MST33 isolates (right panel) that
have previously been described for related Dutch outbreak strains by Kuley et al. (Front Microbiol 8,
2017. doi: 10.3389/fmich.2017.01526) are highlighted in bold.
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CBU_0072 _ ankyrin repeat-containing protein [ 10-74%
CBU_0162 hypothetical cytosolic protein W o9%
CBU_0184 membrane-associated protein
CBU 0282 transcriptional regulator
CBU_0291b hypothetical protein
CBU_0417 hypothetical protein
CBU_0562a - hypothetical protein
CBU_0563 hypothetical protein
CBU_0598 NAD+ pyrophosphatase; bis(5'-adenosyl)-triphosphatase
CBU_0599 myo-inositol 1-(4-)phosphatase
CBU_0686 pyruvate dehydrogenase E1 component subunit beta
CBU_0691 methyltransferase
CBU_0752a hypothetical protein
CBU_0877 " hypothetical protein
CBU_0880 hypothetical protein
CBU 0918 hypothetical protein
CBU_0931 glycerol-3-phosphate dehydrogenase
CBU_0956a maltose phosphorylase
CBU_0959 Ber family multidrug resistance transporter
CBU_1016 hypothetical protein
CBU_1017 hypothetical ATPase
CBU_1018 hypothetical protein
CBU_1019 hypothetical protein
CBU_1021 nucleotidyltransferase
CBU_1039 cytochrome o ubiquinol oxidase subunit |
CBU_1061a membrane-associated protein
CBU_1100a hypothetical protein
CBU_1103 membrane-bound lytic murein transglycosylase D
CBU_1111 membrane-bound lytic murein transglycosylase A
CBU_1112 endo/excinuclease domain-containing protein
CBU_1152 anthranilate synthase component |
CBU_1173 hypothetical protein
CBU_1178 hypothetical protein
CBU_1210 hypothetical cytosolic protein; frameshifted ORF
CBU_1409 hypothetical protein
CBU_1478 peroxiredoxin reductase (NAD(P)H)
CBU_1486 hypothetical protein
CBU_1551 bis(5'-nucleosyl)-tetraphosphatase (asymmetrical)
CBU_1699a 1S110 family transposase IS1111A
CBU_1723 thiol:disulfide interchange protein
CBU_1858 oligopeptide ABC transporter permease
CBU_1867a hypothetical protein
CBU_2084 - hypothetical protein
CBU_2085 hypothetical protein




