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91 A I I ‘ A I I C IiR/EH%RI\%EIOM“'LPS‘ le-6  |-1.431e+01J0.0000  [731.0  [3.84%  [837.3 3.20% file  |pdf
L= o —.—Q . & °Xp [(matrix),

TT C Foxh1(Forkhead)/hESC- motif
92 T C I A I I — FOXH1-ChIP-Seq le-s  [-1.270e+01)0.0000  |s612.0  [29.51% [7323.1 28.03%  [file  |pdf
Anaa 1Y rRAiA Il a= (GSE29422)/Homer matrix
C I I I <1 Sox6(HMG)/Myotubes-Sox6 moatif
03 C AA —TC oX6(HMG)Myotubes-Sox6- |, 5 11 y65e+01/0.0000  [11242.0 [59.12% [15023.6  [57.50% [l [pdr
ITT Ul =< ChIP-Seq(GSE32627)/Homer matrix
C Fa\ T TC oy . motif
04 AA ATAQ — fgég?fgg%:ﬁ;m Sed g [Li11e+01j0.0000  [14084.0 [74.07% [18999.4 |7272%  [fle  |pdr
e ST A=K matrix
. motif
95 CgT A ATCQ gﬁf;as{"r?;"zf’?/ Retina-Crx- 1, 4 [.1.031e+01}0.0001 15702.0 [82.58% [21281.9  [81.46%  |ile  [pdf
S " -Seq/Home (matrix)|

ﬂ T motif
" = A I C A I Oeo@OUHomeobox)Beell- |1cy [og32e+000.0001 28200 [14.83% o184 [1385% [l [par
= _ ! matrix
motif
o7 X I I A (:A I CA A REI(HTHYNPC-REI-ChIP- 1y 4 1o 66440000001 p215.0  [1165% [8i1s6  [10.78%  [ile  |pdr
b A== (B N = Seq/Homer

matrix

tif

AP-2alpha(AP2)/Hela- motit
98 - I C‘ ‘ I A C le-d  [-9365¢t00(0.0002  [11227.0 [59.04% 150734  [57.69%  [sile df
—=H W — AP2alpha-ChIP-Seq/Homer p— pdi

matrix

FAN motif
100 A C ‘ I (_:z g““%bili)/Km‘J““D‘ChIP‘ le-3  [-7.963¢+00(0.0007  [778.0  [4.09%  [946.9 3.62%  [file  |pdf
b« fa-Pp-N. == eq/Home

(matrix)|

motif
101 GIA C A IC RXRINR/DRDSTILI-RXR- 110 3 |7 907040000008 |11122.0 [58.49% [14964.3  [57.28%  [file  |pdr
b A—-— ChIP-Seq/Homer

- —=2_= (matrix)|

102 MyoD(HLH)/Myotube-MyoD- [le-2  |-6.326e+00{0.0038 8060.0  [42.39% |10801.6 41.34% motif |pdf
ChIP-Seq/Homer file
(matrix)|

C motif
99 CCA Tg SOX/ZI_([HMG)/mES-SOXZ-ChIP- le-3  |-8.476¢+00[0.0005 7253.0  |38.14% 9641.3 36.90% file pdf
o T o= 1 eq/Homer
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—w — —— I =W - _
motif
103 AA I CAAA I CA "gi{ig)lr{n/gRl)/Hela-TRLChIP- le-2  |-6.129¢+00[0.0045 1366.0  |7.18% 1740.8 6.66% file pdf
- - = ————— a (matrix)|

I I I Hoxb4/ES-Hoxb4-ChIP-Se
104 A A C? 4 fie2  |-5.559¢+00[0.0080 1563.0  |8.22% 2011.3 7.70% file df
MMNEAC _I TAGA (GSE34014)/Homer o R e
A C A Six1(Homeobox)/Myoblast- motif
105 — A T I Six1-ChIP-Chip le-2  |-5.464¢+00[0.0087 2305.0 [12.12% |3006.4 11.51% file pdf
w = - - n E20150)/Homer matrix
el | I AA I | C GSE20150)/ i
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Homer Known Motif Enrichment Results

Homer de novo Motif Results

Gene Ontology Enrichment Results

Known Motif Enrichment Results (txt file

Total Target Sequences = 23765, Total Background Sequences = 24649

0,
# Target ’I@afgfe is # % of
RankIMotif Name P_valuc log q-val_ue o Se'quences Sequences Background|Background Motlf PDF
P-pvalue |(Benjamini)|with ith Sequences [Sequences |[File
Motif 1V\V/10 e [with Motif |with Motif
A AC T OCT4-SOX2-TCF-NANOG motif
1 A I I C A A A ((POU/Homeobox/HMG)/mES-|1e-339 |-7.813e+02{0.0000  [5454.0  [22.95% [3325.1 13.49%  [ile  [pdf
- _— e 2 L il = A—-—_A; ChIP-Seq/Homer (matrix)
c CT T motif
A TCC Elk4(ETS)/Hela-Elk4-ChIP-Seq . .
2 X7 Lo (GSE31477)Homer 16244 |-5.6340+0200.0000  [8137.0  [3424% (60495 [24.55%  [file  [pdf
— - N N matrix
C T JE— motif
3 TA P félélgas%l){/ganfur‘l ChIP-Seq; . 578 |5.263¢+0200.0000  [8088.0  [34.04% 60789  |24.67%  |ile  [pdr
et = R = ome (matrix)
C A ( :T T . BT g motif
4 ¥ —C fgégﬁgggﬁoi lglr ChIP-Seq ). 27|-5.238¢1020.0000 141620 |59.60% [12115.4  [49.17%  [ile  |par
A=A lVVIFTA (matrix)
motif
5 AACC A A I gﬁ?}’sﬁafgﬁﬁ Lr‘rkat'GABPa' 1e-177 [-4.097¢+02)0.0000  [12045.0 |50.69% [10229.3  |41.51%  [file  |pdf
L N ol m BV = q matrix
motif
6 CCT T-Cr 22"?&%@%;‘;%3;’3(3}‘” " [1e-170-3.934e+0200.0000  |18849.0 [7932% [17593.4  [71.40%  [ile  [pdr
=5 —_— = q [(matrix),
motif
7 AC A A | ~ CROETS)VCAP-ERG-CHIP- e 166 [3.836e+02(0.0000 177660 [1476% (163935 [66.53%  [ile  [pdr
=" AC$ cqrtiomer matrix
( : motif
3 CC A I g gox/zlgHX?)/mES'S"xz'ChIP' le-165 |-3.801e+02]0.0000 12787.0 [53.81% [11071.1  [44.93%  |ile  |pdf
- T — X ¢q/Home matrix
motif
9 ?é?g?ﬁ;ﬁgixiz'cmp'seq le-164 [-3.778¢+02)0.0000 139250 [58.60% [12260.0  |49.76%  [file  |pdf
=M WIN (matrix)
motif
10 AAcg A A I EEI\]’,%ET/S}}/C‘;IS:“S'ETVL le-163 [-3.7746+02/0.0000  [15972.0 [67.21% [144385  |58.60%  |ile  [|pdf
$$ - —-—:ﬂ:ﬁ -weqrHome (matrix)|
11 EWS:FLI1-fusion Te-162|-3.749¢1020.0000  [8751.0 |36.83% [1057.5  [28.64%  |motif |pdf
(ETS)/SK_N_MC-EWS:FLI1- file
ChIP-Seq/Homer (matrix)|
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CACAGGAAAL

AA motif
12 — c AA I ETS(ETS)/Promoter/Homer le-158 |-3.658¢+02/0.0000 51450 [21.65% [3715.5 15.08% file pdf
= - =

((matrix)|
A _ - _ motif
13 AC I ]S':LFHI{(En{SI)/ Jurkat-ELF1-ChIP-1, 15413 s61c+0200.0000  [7405.0  [1.16% [s8187  |23.61%  |le  |pdr
———a = :-":g‘-: cqtiome [(matrix),
<7 | CcCCA motif
14 A A A' : T gﬁ:ﬁ“g?%@%?&?ﬁ:f& le-142 [-3.274e+02[0.0000  [16931.0 [71.25% [15633.9  |63.45%  [file  |pdf
D < ~ ASE 4 matrix
motif
15 ACA A A ]sfsnl{(f;esr)/J“rkat'ETsI'ChIP' le-141]-3.252¢+02/0.0000  [13458.0 [56.63% [11931.5  [4842%  [file  [pdf
_— T ﬁ—-é— 4 matrix
tif
A MYB(HTH)/ERMY B-Myb- 0 0 o
16 Ac A TT ChIPScq(GSE22095) Homer  |1¢127[2:936e+0200.0000 (179720 [75.63% (168910 [68.55% fiile |odr
_— C matrix

motif
17 A T I c A% 8°Ei(ggg/g°r‘;°'ﬁxr)/mlas' le-122|-2.831e+02)0.0000  [8890.0 [37.41% [7449.1 30.23%  |ile  [pdf
AN B S il ci-ttt-segHome [(matrix)
T EWS:ERG-fusion motif
18 A I cc <SS (ETS)/CADO_ESI-EWS:ERG- |1e-106 [-2.448¢+02/0.0000  [11190.0 [47.09% [9870.3  [40.06%  |file  [pdf
e _— ChIP-Seq/Homer matrix
.| £xeccea
== W W B o s =¥

motif

EBFI(EBF)Near-E2A-ChIP- 1, 05| 2 419¢+0200.0000  [12778.0 [53.77% [11507.0  |46.70%  [rile  |par

3>

Seq/Homer | matrix
‘ : TCT ~ . motif
20 C AA =T C Sox6(HMG)/Myotubes-Sox6- {15515 391010210.0000  [17972.0 [75.63% [17070.4  |69.28%  [ile  |pdf
_._—.—T ChIP-Seq(GSE32627)/Homer o
- - —— N [(matrix)

matrix

tif
c Stat3(Stat)/mES-Stat3-ChIP- o 0 e

22 w I chg‘-‘ A A Seq/Homer 1e-93 |-2.161+02/0.0000 7438.0 [31.30% [6246.3 2535%  |le  |pdf
oy, e e T e e W=D

motif
21 ACA CC I < I zig,Eg(E/THSWC“P'SPDEF' le-101 |-2.329¢+02|0.0000  |13125.0 [55.23% [119004  [4830%  [file  [ndf
=1 WA meqromer

[(matrix),
AAAT motif
A I CT TC | Bachl (bZIP)/K562-Bach1- . .
23 —.—TTA A A ChIP-Seq(GSE31477)/Homer 1e-90 |-2.074e+02]0.0000 1155.0 4.86% 627.6 2.55% file ) pdf
_——— — — _— el - matrix
24 Nrf2(bZIP)/Lymphoblast-Nrf2- |1e-87 |-2.014e+02{0.0000 1038.0 4.37% 547.3 2.22% motif [pdf
ChIP-Seq(GSE37589)/Homer file
(matrix)|
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1 \ e
motif
25 AA I AC I ‘ :A ' :A gifg_zs(:z/ggﬁsréz-mm- le-87 |-2.008e+02/0.0000  [1177.0  |4.95%  [651.3 2.64%  lfile  |pdf
<« A - = 2.8 q (matrix)|
motif
s G C GAAAL ERAERKSOEFLCHP | | soseinoono  [ssso0 pasise sors  [1ssae [ie  for
. -— _.1__—=-= q ome [(matrix),
. motif
27 é AC A AA I gflllfslita/ﬁfnsgr/cD4+'P°1H' le-76 |-1.768¢+02/0.0000  W673.0  [19.67% [3739.1  [1517%  [le  [pdf
1 rAC 4 [(matrix)
motif
b8 c ‘ YY1(Zf)/Promoter/Homer 1676 |-1.761e+020.0000  [1515.0 [6.38%  [048.9 3.85%  |fle |pdf
e = E= ((matrix)|
motif
29 C I A C AP-2alpha(AP2)/Hela- l1e-75 [-1.738¢+0200.0000  [10701.0 J45.03% [o646.6  [|39.15%  [file  |pdf
¢_—_: A PN AP2alpha-ChIP-Seq/Homer matrix
imotif
30 I C I ACAICA g/laf(‘?i(ggg)zgzl)e/;“’[;f‘?'c}‘m " 1e-70 |-1.614e+02[0.0000  [0799.0  J41.24% [8787.8  |35.66%  |ile  [pdf
-_— ==y < ome (matrix)|
c A 3 motif
31 TC:AI—.—C C ?&%ﬁ:ﬁ%@fg%ﬁir le-69 |-1.609¢+02/0.0000  [11178.0 |47.04% [10187.8  [41.35%  [file  [pdf
A b= - W - —r q matrix
C AC C . . : motif
32 == T a2 OO/CDESAG- e 6o [1.607¢+0200.0000 98330 f4138% (88240 [3s.81% [l [pdr
—‘?‘—$,q_ S cq/iomer (matrix)|
A e _ Imotif
33 A CCT SF%Z%“;ES Zix-ChIP 1e-69 |-1.601¢+02/0.0000 145200 [61.10% [13658.7  [55.43%  |[file  |pdf
LI =N cq/tiome (matrix)|
. motif
34 CAAQ I I I CCA A AA ?gggggg%ﬁi‘?cm'seq le-66 [-1.542¢+0200.0000  [16215.0 [68.24% [15488.7 [62.86%  [file  |pdf
gmatrlx
motif
35 I I ' A A ST’}E“St?tyCD“‘St‘““‘ChIP' le-65 |-1.510e+0200.0000  [12920.0 [54.41% [120352  |48.84%  |fle  [pdr
c —I—..:—_A e cq/tiome (matrix)|
TCC . T motif
36 AA I AC I ' Ac—.—A é“ﬁﬁgi%gﬁgfw clun- Ny 64 |-1.483e+020.0000  Be160  1522% |psadr  [11.54% [l |odr
—_= . = 4 (matrix)
37 NRFI(NRF)YMCF7-NRFI- _ [1c-63 |-1.470¢+02/0.0000 _ |1485.0 [6.25%  [971.0 3.94% motif |pdf
ChIP-Seq/Homer file
((matrix)|
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CICCCCATECEC

A TA HIF1b- motif
38 c c cc gﬁ;}’é?%g;’g;f;ﬁ%&er le-61 [-1.413¢+02J0.0000  [8173.0  [34.39% [7249.0  [29.42%  [ile  |pdf
= — - — = q (matrix)
39 AAT T c gﬁS,P'SA%TE"rI\A“'CEBPb' le-57 |-1.327¢+02J0.0000  [11131.0 [46.84% [10269.1  [41.68%  [fle  [pdf
Eldl:: - == — “Seqrome (matrix)

matrix

TTTT T C ] motif
41 Cc AAA C E&E?/P]ig?noter/Homer le-56 |-1.308e+02{0.0000 16292.0 168.56% |15680.0 63.64% file pdf
oA =L =

e — matrix

. tif
A TC AP-1(bZIP)/ThioMac- 0 % lile
40 P I AC I ‘ : A PU.1-ChIP-Seq/Homer le-57 |-1.327e+02{0.0000  [9866.0  [41.52% [8983.5  |36.46%  [file  [pdf
— h__d L —_ N

motif
42 g A A I A A AC ]S)B}Hlol:é ?Ce"'PU'l'ChIP' le-54 [-1.256e+02{0.0000 16603.0 [69.87% 16039.6  165.09% |file pdf
=AW é‘_‘:‘: = == - 4 matrix
motif
43 A Q AAA$ gﬁF (6(%]251;)1/ ;ﬂ;‘ggﬁii;cm le-53 |-1.239¢+02/0.0000 6823.0  [28.71% [5991.5 24.32% file pdf
(o) =Bt L o= A q (matrix)|

motif
44 A AARE(HLH)/mMES-cMye-ChIPH, 1o 1) 1330102100000 1320 [897%  [15969  [6.48% e [pdf
b 4 Seq/Homer matrix

T motif

45 C I TCAAA CHR/Cell-Cycle-Exp/Homer  [le-47 |-1.092¢+02/0.0000 10689.0 |44.98% [9937.3 40.33% file pdf

AT A .
P o ¥ = —— matrix

motif
46 AACA CT gc%[fz-scl-cmp - le-47 |-1.089¢+02/0.0000  [23203.0 [97.64% [23635.8  [95.92% [file  [pdf
- T T AAT cq/tiome |(matrix)
motif
47 C I ' ‘ A I ' ' NRF1/Promoter/Homer le-46 |-1.070+02{0.0000 1850.0 [7.79%  [1362.7 5.53% file  |pdf
—.—C matrix
L _ _ motif
48 I I c T X gﬁf;’%ﬁ“fﬂage Stat6 le-46 |-1.067¢+02/0.0000  [8223.0 [34.60% [7458.6 3027%  |le  |pdf
—-—E ->eg/tiome [(matrix),
A HEB?/mES-Nanog-ChIP- . , fmotf
49 Lom A DA Seq/Homer le-44 |-1.034e+02/0.0000  [8116.0 [34.15% [7368.0 29.90%  |[file  |pdf
— = - s _s w W = ((matrix)|
50 STATG6(Stat)/CD4-Stat6-ChIP- |1e-43 |-1.013¢+02[0.0000  |8282.0 [34.85% |[7545.4 30.62%  |motif |pdf
Seq/Homer file
((matrix)|
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- CA-::
T -—g T e
'@ . motif
51 C I A A I T A QA LI (Elomeobox Forebrain- 1c43 [1.004e+0200.0000 140450 [59.10% (134593 |sa62%  fiile [par
rn = " N (matrix)

RF RF motif
52 Cc: I A I C A X(HTHY/KS62-RFX3-ChIP- |, . 4> [.9.874¢+010.0000 1233.0  |5.19%  [847.7 3.44% file  [pdf
L — — Seq/Homer
= —Tw N e T e Tt =

(matrix)|
B IA

T motif
C A C RXR(NR/DRI)/3T3L1-RXR- 1e-39 [-9.101e+01/0.0000 13569.0 |57.10% {13016.4 52.83% file pdf
A—-— ChIP-Seq/Homer

= . & matrix

motif
., AT Oct2(POU/Homeobox)/Beell- 1, 39 19 062e+01/0.0000  [5927.0  [494% |s2644  [p1.36%  [file  |pdr
) & Oct2-ChIP-Seq/Homer matrix

. motif

55 -ch CC AAC Egig‘ﬂg‘fgﬁggﬁgcaf’ 1e-39 [-9.028¢+01)0.0000  [17504.0 [73.66% [17195.6 [69.79%  [file  |pdf
r—+4 matrix
. motif

56 A A ]lzgi(glsg/g“/’mﬁer le38 [-8.975e+01f0.0000  [7309.0 [30.76% 66345  |26.93%  |file  |pdf
T <= ' —— : q ((matrix)|
CC A C TEAD4(TEA)/Tropoblast- motif

57 T A A Tead4-ChIP-Seq 1e-36 |-8.312¢+01/0.0000  [11853.0 |49.88% [11283.6  [45.79%  [file  [pdf
- = A =T (GSE37350)/Homer matrix

T T motif
58 A ‘ ‘ AQ_ I ‘ ‘ ‘ A éA ‘ GFY-Staf/Promoters/Homer le-36 |-8.305e+01{0.0000 933.0 3.93% 625.6 2.54% file pdf
— S.:E _ e — matrix

T i} ) . motif
50 C? C Qa2(ZOK62-GATAZCRIP|1e 35 [ 8.196e+01/0.0000 04700 [39.85% [88513  [35.92%  file  |odr
< - AL eq/Homer

[(matrix)
tif
I I I C X-box(HTH)/NPC-H3K4mel- . . ot
60 - ch A = A A ChIP-Seq/Homer le-35 |-8.172¢+01{0.0000 17480 [1.36%  [1336.9 5.43% file  [pdf
= A e = T matrix
A - . _ motif
61 CA A gatj‘ll{(zn?/fﬁz GATAL-ChIP-|, o 35 |8.171¢+01]0.0000 8546.0  [35.96% [7918.2 32.13%  |file  |pdf
25 = cq/tome (matrix)|
A T motif
62 AC A c I cc:cg gé%?s(?%ggfn\/gombe-MyoD- le-34 [-7.832¢+01)0.0000  [9100.0  [38.29%  [8498.1 34.49%  [file  [pdf
== L I = A 4 ((matrix)|
63 RfxI(HTH)NPC-Rfx1-ChIP- [le-33 [-7.777¢+01[0.0000  [2997.0 [12.61% [2499.3 10.14%  |motif |pdf
Seq/Homer file
((matrix)|
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i —_ = W " =~ TwWiTw il a
motif
64 AT T I I C‘ ATCI gﬁﬁ?s(gﬁlggg‘gkat'NFATa' le-32 |-7.499¢+01/0.0000  |12589.0 [52.98% [12097.1  [49.09% [iile  [pdf
T - Cc= 4 (matrix)
A motif
65 T A I I I C‘ C N;ka;;gsngig)/shf1z787. le-31 |-7.331e+01/0.0000  [7880.0 [33.16% [1298.0  [29.62%  [file  [pdf
== A=Al LYvA poo-LAT-segHome [(matrix)
motif
66 CT T I I Ac E‘fl’l“;_léz"/r}]‘llgizgz/mw'l:"x"l' le-31 |-7.276e+01/0.0000  |19235.0 [80.95% [19177.0  [77.83%  [ile  [pdf
- L =V 4 matrix
| C? CA FOXP1(F motif
P orkhead)/H9-FOXP1- |, i - .
67 T I I I I TAT ChIP-Seq(GSE3 1006y Homer [1€29 [6763¢+01/0.0000  [72500  [B0.51% (67013 [p7.00% il o
=y, T . - matrix
C ] ; . motif
68 =CA A Gatad(Zf)Heart-Gatad-ChIP- 1, 5¢ 16 601¢+01/0.0000  [13347.0 [56.17% 120474 [5255%  [file  [pdf
A T — Seq(GSE35151)/Homer .
T A - - —_— matrix
T T A ~ motif
69 CC %CAT g‘;"l‘;ﬁojﬁﬁguver Foxa2- 1, 58 |-6.465¢+01[0.0000 11066.0 |46.57% [10595.6  [43.00%  |fle  |pdf
AA PN [ — = 4 (matrix)
C . ) motif
70 TET $ gg’?éﬁ,’fs)/fgzzﬁit 1e-28 |-6.463¢+010.0000 103700 |43.64% loss11  |40.10%  [ile  [paf
A_._A T - ’ 4 matrix
A T I\ STATS motif
71 I I ‘ I TA A AA (Stat)/mCD4+-Stat5ajb-ChIP- |1e-28 [-6.463e+01[0.0000  [5476.0  [23.04% 49563  [20.11%  [file  [pdf
< [ &= L === Seq/Homer matrix
CA Tcf3(HMG)/mES-Tef3-ChIP- uotif
72 b Seo/Homer 1e-27 |-6312¢+01/0.0000  14068.0 [17.12% [3587.6  [14.56%  [file  [pdf
25T W eq/Home (matrix)
motif
3 I I C ‘ : C A A AA giF/(giﬁl)érce“'cyde' le27 |-6241e+01)0.0000 7250  [3.05%  [490.6 199% |l |pdf
[ =N — P - P matrix
motif
74 CC A I AAC EZE"g(g}‘g‘e‘s’b";ﬁ/“f? le26 |-6.197¢+01)0.0000  [23359.0 [98.30% [23956.5  [97.22%  [file  [pdf
AS:—ETA - ———— o8- -weq/tiome (matrix)|
T T } motif
75 CA A_._ A TC C HNF4a(NR/DR1)/HepG2 le-26 [-6.096¢+01)0.0000  |6555.0 [|27.58% |6048.4  |24.55%  [file  |pdf
m | | HNF4a-ChIP-Seq/Homer .
Ao Tl - e e W (matrix)|
76 EGR(Z)/K562-EGRI-ChIP- _ |1e-26 |-5.087¢+01[0.0000  [2521.0 |10.61% 1217  [8.61% motif |pdf
Seq/Homer file
((matrix)|
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LCCLCCCACLCA
[ @~ A T A T ) ) motif
77 <= T Ac gﬁ,TSI(SE;‘;)/HeIa“ STATI- 1005 |-5.785¢+01/0.0000  [4933.0  |0.76% |4460.8 18.10%  [file  |pdf
D B -— S S -Seg/Homer (matrix)|
A\ CT B } motif
78 ‘ C CQAC: 2’;‘{;7éNRé§égf3§§)‘/‘gl le-24 [-5.638¢+01{0.0000 20520  [12.42% [2545.3 10.33%  |file  [pdf
_— - L] = -Seq( omer [(matrix),
motif
79 C I c I ‘ : AC CRE(bZIP)/Promoter/Homer  [le-23 [-5.439¢+01)0.0000  |2674.0 |11.25% [2290.0  [9.29% file  [pdf
,'__Qg —— = matrix
C A ~ B motif
30 C é?‘%)s;(z%mm Znf263 le23 |-5.439e+010.0000  [17641.0 [74.24% 175689  [71.30%  |ile  [pdf
zC PN “Seqiomer matrix
CT B : . motif
31 A I Ac: §2F7(E2F)mela E2F7-ChIP- 1y 53 |5.408¢+01/0.0000  [1687.0  [7.10%  [13654  |5.54% file  |pdf
o - - eq(GSE32673)/Homer matrix
gl s =
T T motif
82 CI Nr5a2(NR)/mES-Nrsa2-ChiP- ) o+ | s 335010100.0000  [7085.0  |9.82% [6629.1 26.90% |file  |pdf
| ©= Ta Seq/Homer
—C =N = 4 (matrix)
motif
Smad2(MAD)/ES-SMAD2- motif
33 CT TCT 1e-22 [-5.265¢+01)0.0000  [15749.0 |66.28% [15568.7 [63.18%  [file  |pdf
IQ 1 =C ChIP-Seq(GSE29422)/Homer matrix
. motif
34 CC& é ‘ A éﬁ?aslfS‘/t;(NR)/LNcaP'AR' l1e-22 |-5.166e+01/0.0000  [22739.0 [95.69% [23227.6  [94.27%  [file  |pdf
—“:"—_%_EA = Q -HeqrHomer matrix
I A motif
35 A I ‘ C‘ A ‘SSB51({EBF)/pr°B°e“'EBF'ChlP' le21 |-4.855¢+0100.0000  [3325.0  [13.99% o421 [11.94%  file  [pdr
e . g L] —— eqHomer ﬁw}
motif
TT T Smad3(MAD)/NPC-Smad3- o o . .
36 <A CTAg: ChIP-Seq(GSE36673) Homer |120 [48276+01/0.0000 214910 00.44%  PI813.0  [88.53%  fiile ot
Py - s matrix
motif
37 AC I ACAA I I C' C GFY(?)/Promoter/Homer 1e-20 |-4.824e+01J0.0000  [1153.0 |4.85%  [897.2 3.64% file  |pdf
— ____..:.:"‘_'-_:_E.E - - ((matrix)|
. motif
88 A ATA ACA ggggg&ggg{jﬁfgf'ChIP' 1e-20 |-4.809e+01/0.0000  [17237.0 [72.54% [17183.5  [69.74%  [fle  [pdf
. =Ac (matrix)
39 JunD(bZIP)/K562-JunD-ChIP- [1c-20 |4.783¢+01|0.0000  |1135.0 [4.78%  [882.5 3.58% motif |pdf
Seq/Homer file
((matrix)|
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AT motif
90 ) GFX(?)/Promoter/Homer 1e-20 |-4.746e+01/0.0000 228.0 0.96% 118.6 0.48% file pdf
= - W (matrix)|

C motif

91 Cc‘ ‘ ‘ ‘ CC Sp1(Zf)/Promoter/Homer le-20 |-4.736e+01/0.0000 4076.0 17.15% |3680.4 14.94% file pdf
< | .
e - (matrix)|

A I . . - motif
02 CA I A A AA%‘ A I A &2 I C Ac: EES,TS'A%J”‘M NFATCL- 11019 |4d01e+01f0.0000  B111.0 13.00% 7597 [1120%  [ile  |oar
P = Tt s § A A S e “Seqrriomer matrix
03 T AT A ‘ ‘ CC‘ I - I g%fgg%ﬁg CTCFL- 1o 18 [4327¢+01)0.0000 6070  |1097% 2772 |o2a%  [ile  |pdr
G GLACT Vi | _ __:-:Cé A q matrix
motif
04 I AC‘ I I I QCCCA ?PAREC(EE/?R}I){BUU' le-18 |-4.295¢+01/0.0000  [12130.0 [51.05% [11864.8  [48.15%  [ile  [par
A—CWWICI="_"¥XT==— pare- “>eqrriomer matrix
c motif
05 < CT I ‘ I gﬂ‘;,‘i_‘;(y(‘z}lgggsg;%’zﬁi; le-18 |-4.218¢+010.0000  [15832.0 |66.62% 157417  [63.89%  |ile  [oar
#A#A I\g d (matrix)

tif
C A MafK (bZIP)/C2C12-MafK- 0 R
o6 ‘ : I A I ‘ : A C ChIP-Seq(GSE36030) Homer [/€-18 [4200e+01/0.0000  [3283.0  [13.82% 9378 |11.92% file |pdf
==—_—ad RAA % 8 Ay ===

matrix

T _ ] . motif
o7 P g C FAa ggrﬁéghgﬁ‘;?g;ﬁgﬁ ChIP- 118 |-4172¢010.0000  p210.0  [o30% 19053 |7.73%  [ile  [par
A A - P — d omer matrix
motif
08 A‘ CT QIC: Zi‘ﬁf_gﬁgﬂgﬂfuwg'“ﬂz' le-17 [-3.956¢+01)0.0000  [10997.0 |4628% [107243  |4352%  [ile  [par
[ e P — - q (matrix)|
99 ‘ A‘ TAQCQ HIE2a(HLH)/O785-HIF2a- -y ool 3 913.40100.0000  We69.0  [19.65% k3174 [17.52% E‘fé“f o h
- -3. X 5 K o . . 0 file
,_-l: [ =N - ChIP-Seq(GSE34871)/Homer matrix
SAAACCELISAAACCL XX i o
100 AAAA C P 9 A P (T:g‘l’}fzsg(/c}iﬁ/:]is Tefep2ll- 1y 16 [:3.878¢+01/0.0000 19020  [800% 16266 [6.60% [l [par
N e AA AQAQ__ — u FoR AQ q (matrix)|
T T motif
101 écA C C' ég‘ I A I QQA (S:;sf[gnz/r CDA+-CTCE-ChIP- | 14 |3.877¢+01/0.0000 1608.0  16.77%  [1349.7 5.48% file  [pdf
—- —= C-—_—h_,‘_ A Te” 8 e W (matrix)
102 Hoxbd/ES-Hoxbd-ChIP-Seq  |1e-16 |3.8526701[0.0000  [3026.0 [12.73% 27077 |10.99%  |motf |pdf
(GSE34014)/Homer file
((matrix)|
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AﬂAC‘-‘A - A_I-E—.— =
T motif
103 CC A I CTA A I c A g‘fl’l‘ll,f?:r?flg'r’;’;)/ISlet'de1' le-16 [-3.769¢+010.0000  [12506.0 [52.63% 123027  |49.93%  [file  |pdf
=A il - ¢ (matrix)
C | | C _PR-ChIP- motif
104 AA A ATAQ — fgég;)ggﬁpﬁ rChIP Sed  lie16 |3.687¢+01[0.0000  [19440.0 [81.81% [196353  [79.69%  |file  |pdr
TT“E‘QT - _5':\: L A:EAA. ome (matrix)
A TTC PRDM I/BMI1(Zf)/Hela- motif
105 A ‘ :_._c I AN PRDM1-ChIP-Seq le-15 |-3.597e+01/0.0000  [9034.0  [38.02% [8743.0  [35.48%  [fle  |pdf
_—— A 8 e = (GSE31477)/Homer matrix
c motif
106 cg I A C A ‘ é =~ g’;ﬁ?g&fgﬂig;;ﬁfﬁ} le-14 |-3.335¢+01/0.0000  14657.0 [19.60% (43472  [17.64%  file  |par
e e _,..-..._ <= e ome matrix
motif
107 A I ' I C I AAC$ gﬁgﬁ?%ﬁﬁ?mmm le-13 |-3.150e+01/0.0000  |4491.0  [18.90% [4196.6  [17.03%  [file  |pdf
= i = WO T e a matrix
I | &= motif
108 ‘ ‘ A I A I A Aé gﬁf&’[‘?gfgﬁmksrf' le-13 |-3.121¢+01)0.0000  [4869.0 |0.49% 45757 [18.57%  [file  [pdf
W 1 ALAT AVVIS 4 (matrix)
. motif
109 A QQA I AA I CA g:x/;{géglenrvw_HOX@'Chlp' le-13 |-3.005¢+01/0.0000  [8059.0 [33.91% [7805.0  [31.68%  [file  |pdf
== i E=S - W 4 matrix
A A . } motif
110 P C ZBTB33/GMI2878-ZBTB33- |, 15 15 956e+01/0.0000 4920  p.07%  [61.2 147% |l |pdf
- AN e ChIP-Seq/Homer .
— g = = = W = N matrix
motif
111 ACA I ‘ : Cé (T:‘}’:;‘l‘,(I;M%)/}rlrftr“6'T°f4' le-12 |-2.872¢+01/0.0000 67740 |28.51% 65140  [26.44%  [fle  |pdr
AT = “Seqrome (matrix)
motif
112 Ce I' A‘ I AC ‘;‘:%ﬁ’rﬁf)K562'ATF3'ChIP'1e-12 2.866¢+01[0.0000  [2166.0  [9.12% 19306  |7.83%  [file  |pdf
—-—%éc __ —_— 4 matrix
T ~ R motif
113 I I gﬁgzg%ggzgsﬂﬁlii o |1e-12 [-2.864¢+01f0.0000 (02060 [38.74%  [8991.1 36.49%  |file  |pdf
QQ — - ¢ ome [(matrix),
CT B ] . motif
114 A gﬁ%gjﬂfl{ela E2F1-ChIP- 1, 15 |2s44c010.0000  [3188.0  [13.42% |o2os  [11.89%  [ile  [pdr
o — —— i a (matrix)
115 NFY Te-12 |-2.799¢+01]0.0000  [9759.0 |41.07% [9566.0  [38.82%  |motf |pdf
(CCAAT)/Promoter/Homer file
((matrix)|
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A2CCAATE

| A M motif
I yf5(bHLH)/GM-My{5-ChIP- |, B o o
116 A Seq(GSE24852)/Homer le-12 |-2.770e+01/0.0000 8322.0 [35.02% [8097.6 32.86% file pdf

N, - gmatrlx
Foxhl(Forkhead)/hESC- motif
117 I I I FOXH1-ChIP-Seq le-11 |2.673¢+01[0.0000 91500 [38.51% [89543  |36.34%  [fle  [pdf
AAA
—_m (GSE29422)/Homer ((matrix)|
motif
118 PN Estrb(NRYmES-Estrb-ChIP- ) 1y | 630e+01/0.0000  [8957.0  [37.69% [87618  [35.56%  [ile  |odf
Seq/Homer
-::—..—-—'EZ= gmamx
C T A C Six1(Homeobox)/Myoblast- motif
119 — I A I Six1-ChIP-Chip le-11 |2.625¢+01[0.0000  [3845.0  [16.18% [35952  |14.59%  [fle  [pdf
2T A. T (GSE20150)/Homer [(matrix)
A (e o TT : motif
120 AA I C A_._ A A AAA Xgﬁﬁggﬁf_}é\f?ﬁg; o [re1n [2601er01f00000  p2140 |1353% po723  [1206%  file  |odf
== WA = P = ST N 4 matrix
121 cJ kAT | A A A Unknown/Homeobox/Limb- ;15 510¢+01/0.0000 10355.0 |43.58% [10210.5  [41.44% ’fffé“f bdf
- =L, 0 B . 0 . of 0
# C A Y p300-ChIP-Seq/Homer matrix
C motif
122 é T A A ACCA ‘C‘;ﬁ;‘fls‘f){gﬁf”&IRF“- 1e-10 |-2.489¢+01(0.0000  [6773.0  [28.50% [65509  |26.59%  [fle  [pdf
TAC__ nE|s 1—_._ q matrix

motif
123 A A AT I ‘ CC gﬁ%ﬁgﬁ;liel(mm/m& le-10 [-2.481e+01)0.0000  [9079.0  J.12%  [8185 332%  ffile  |pdf
_ —a———= P P (matrix)
. Imotif
124 A ETS:E-box/HPCT-Scl-ChIP- ;10 15 335¢+01)0.0000  [14340 [6.03% [12558  |s.0%  [ile  [par
o Seq/Homer
- - - = (matrix)|

T motif
125 Ac‘ : A I T Atohl(GHLH)/Cerebellum- o 15 sg3e101/0.0000  [12396.0 [s2.17% 123473 |s0.11%  [ile  [pdf
A

Atoh1-ChIP-Seq/Homer

SCARaA (matrix)
T T . R motif
126 A C A A I 2‘;3“@9@8/55229‘3%1 le-7 |-1.778¢+01J0.0000  [5538.0 [23.31% [5376.0 21.82%  |fle  |pdf
T _ﬁ_T_ ] x T_ - ™\ -Seq( )/Homer (matrix)|
AN ATTTT motif
127 AT LIA I c A ‘ :A ?g‘lf_<§fl(l’(§/s‘§§§§%§§fl;wr le-7  |-1.705¢+01/0.0000  [5257.0  |22.12% 51006 [20.70%  [ile  [pdf
AA(:: q (matrix)|
128 PAX3:FKHR-fusion Te-7  |-1.672¢101)0.0000  |3263.0 |13.73% |3098.6 12.58%  |motif |pdl
(Paired/Homeobox)/Rh4- file
PAX3:FKHR-ChIP-Seq/Homer (matrix)|
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PAN
ACCLTGACTAATEZEE
= TA AW S R
C : . : motif
129 T Ac T c ggl,fgiH/LH}?r;“:rcm HIFla- | 7 |i671er01j0.0000 4170 |1438% 2528 [13.20%  [ile  |oar
<= A S AL q (matrix)|
. . motif
130 AQC A I C I Tcl 8£§§%’H%gs)g‘;%gr§’2")‘%lfn2‘r le7  |-1.623¢+010.0000 183230 [77.11% [18643.5  |75.66%  |ile  [pdf
T AXLDGA —= e ome (matrix)
A 5 : motif
131 A AA‘ :c A‘ :AAC Eﬁ?ﬁi“};‘{;zifrkm RUNXI-110 7 [r618ero1]0.0000 123530 [51.98% 123927 [50.20%  [ile  [oar
— _ g AT == 4 matrix
motif
132 AACTCA I AAA I CA_._ ?Gos)é?gélt){;)/cﬁlcf;?@hlp'seq le6  |-1.489¢+0100.0000 07340  |40.96% [07043  [39.38%  file  [pdf
E= - é “;: = matrix
motif
133 A Ac A CT gﬂé;Gs(Zqu(g;/gg)ﬁ)?/Il{y:ger le-6  [-1.445¢+01)0.0000  [11546.0 [48.59% [11582.4  |47.01%  [file  |pdf
—cs matrix
tif
T I HOXA2(Homeobox)/mES- o .
134 < C A CA ‘ A le6  |-1.444e+01/0.0000  [1525.0 |6.42% [1397.4  |5.67%  [file  |pdt
<C X Y C < Hoxa2-ChIP-Seq/Homer —_
<A AATT TS . N motif
135 oA ‘ — gﬁlT,AS Ik(zggggggg)%am le-5  |-1.220e+01[0.0000  [1260.0 |5.30%  [1154.1 4.68% file  [pdf
T =Sase AT2 ed omer matrix
tif
AT TCFL2(HMG)/K562-TCF7L2- . . motit
136 ACT C A A A ChIP-Seq(GSE29 196y Homer |13 [1-1986+01(0.0000 12420 1523% (11385 |462% fiile |odf
L —— matrix
I | AC Tbx20(T-box)/Heart-Tbx20- motif
137 A le4  |-1.107e+010.0000 8130 [11.84% 7063  |1098%  |fle  |pdf
Ac C I =C ChIP-Seq(GSE29636)/Homer i
TT NeuroD1(bHLH)/Islet- motif
138 ACC A I c I & NeuroD1-ChIP-Seq le4  |-1.093e+01f0.0000  [10114.0 |42.56% 101613  |41.24%  [file  |pdf
AP — C (GSE30298)/Homer matrix
N B 3 : ~ motif
139 A I TT1 Ac E;’III‘;CSS(T};;”?I(HB Eomes led  |-1.051c+0100.0000 27460 [95.72% [234499  |95.17%  [ile  [pdf
;‘éc‘;_ﬂ_ é4—r - ->eqrtiome (matrix)
C motif
140 c I A A E-box(HLH)/Promoter/Homer [le-4 |-1.007¢+01/0.0001 971.0 4.09% 887.4 3.60% file pdf
_-__’.‘:‘_;f'z:-:-:c c_ b I <= |(matrix)
141 ATA:SCL/Ter119-SCL-ChIP-|1le- -9.642¢+ . 713. 7.21% 1622.7 .59% motif |pdf
2 GATA:SCL/Ter1 19-SCL-Ch 4 |9.642¢+00[0.0001  |1713.0 [721%  |1622 6.50% it [pdf
Seq/Homer file
((matrix)|
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C cCcAC
Q_._As.:c I GFASSS==C
H = - [ _ N - W - " paan EE_—— - —
A . g g motif
142 C Egg_cs(?%ggﬁi\ic” My Niea [9.430e10000.0001 50480  [124% 149900 [2025%  [le  [pdr
—_= A 4 [(matrix)
A A( : T T CR. g motif
143 C:A L | <\,C SR%NSIFVAS@ GR-ChIP-f, . 3 1.8080¢+000.0002  [1613.0 [6.79%  [15300  [621% file  |pdf
W —w— = = _ C:Aﬁ Ny —— eqiome (matrix)|
A [ @- A Tbox:Smad/ESCd5- motif
144 r A n Smad2_3-ChIP-Seq le3  [-8.267¢+0000.0004  |2783.0 [11.71% [2710.8 11.00%  [file  |pdf
W e e = N <= =2 =" (GSE29422)/Homer matrix
A FAN g | T | | motif
145 A A‘ AC | I I c‘ L ’;R%{(NE])TNCAP'AR'CMP' le-3  |-8.043¢+00[0.0005  [3075.0  [12.94% [3008.1 1221%  |ile  [pdf
=8 W o~ E n e g = eq/tome matrix
TTC T motif
146 gA A A‘ A A I I cc SR%RAWZMJ'GRE'CMP' le3  [-7.589¢+0000.0007  [2945.0 [12.39% [2883.4 11.70%  [file  |pdf
o L= = E - A—._—_— cqrHiomer matrix
CCT I T L &= _HSFI. motif
147 =\ @ A éé gﬁ?fg:%ljgﬁz HSF1 le3  [-7322¢+000.0010  [2021.0 [8.50%  [1955.4  |7.94% [l  |pdf
P e e e ’“—A - P -V . =T === 4 (matrix)
c A A . motif
148 C I I ‘ Ac ‘ Ac: ?E’E?éf?ﬁﬁf’é’é”%%3878 le-3  |-7.278¢+00{0.0010  [3065.0  [12.90% |3009.4 1221%  [file  [pdf
S = . L =—— g7 =" a matrix
motif
149 A CCTA %ﬁ?;ii%ﬂ{g%s‘/ﬁ‘{ le3 |-7.047¢+0000.0013  |17434.0 [7337% [178547  [1246%  |file  [pdf
= —= “n-seq/Homer matrix
motif
150 AAA I A A c igﬁﬁ}(g‘l’lﬁhgad)/%}igép‘ le2  |-6.716e+00/0.0017 15275.0 [64.28% [15605.9  [63.33%  |ile  |pdf
I . TA-::...: w . -oeq/tiome [(matrix)
0 3 ] . motif
151 C I CA—-—CQ | C‘ :A LONPCHIKAmELCHIP ey [6574er0000.0020 55550 [p338% [s559.9  [p2.se% [l [pdf
LIS QLY A P-S = 7.% o = cqrHiomer matrix
( : motif
152 AA ACC A‘ A EEI;);(R%‘”?; C7-RunxI-— 5 |.6.417¢+00[0.0023 8830.0 [37.16% [8929.5 36.24%  |file  |pdf
—‘ﬁ\—cl T ->eg/tiome [(matrix),
motif
153 - A I C AA A I C A g?‘tglfn/gm)mela'TR“'Chlp' le2  [-6.188¢+00/0.0029  [1529.0 [6.43% 14759  |5.99% file  [pdf
= -l —— = = 4 matrix
154 GLI3(Zf)/GLI3-ChP- Te2 |-5.898¢+100)0.0038  |I816.0 [1.64% |17674  |7.17% motif |pdf
Chip/Homer file
((matrix)|
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CSTCEOTGETCS

motif
155 AA I C NFKB-pSO.pS2(RHDYPSO- 110 5 |5 772e+000.0043  [17160  [722% 16686 [6.77%  [ile  [paf
= b 4 == . _d ChIP-Chip/Homer

_ = ((matrix)|
. motif
156 A I I CA I I C ISRggﬂgﬁhIOM“'LP S le2  [-5.755¢+00)0.0044  [1069.0 J4.50% 10206  |4.14% e [pdf
= & —I—Q _n = XP [(matrix),
T A motif
157 USFICHLI)/GMI2BT8-UtL- 1y 5 |5 s500100(0.0053  [5523.0  [324% [s549.0  |p2s2%  ffile  |pdf
| & o ChIP-Seq/Homer
e w -— (matrix)
158 C A I g]s];RSUI\%Jr‘:‘rkrat'RUNXI' le2  |-5.113¢+00(0.0082  [1450.0 J6.10% 14097  [5.72%  [file  [pdf
="t A - -weq/tiome [(matrix),
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Homer Known Motif Enrichment Results

Homer de novo Motif Results
Gene Ontology Enrichment Results

Known Motif Enrichment Results (txt file)
Total Target Sequences = 29429, Total Background Sequences = 25640

0,
# Target ’I@afgfe is # % of
RankIMotif Name P_valuc log q-val_ue o Se'quences Sequences Background|Background Motlf PDF
P-pvalue |(Benjamini)|with ith Sequences [Sequences |[File
Motif 1V\V/10 e [with Motif |with Motif
motif
1 ?é?g?ﬁ;ﬁgixiz'cm'seq le-416 [-9.582¢+02{0.0000  [23161.0 [78.70% [17229.8  [67.20%  |ile  [pdf
= = (matrix)
(&= AC motif
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tif
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= A s T e W= matrix
AT motif
97 Ac I A A I C' C GFY (?)/Promoter/Homer le-10 |-2.477e+01/0.0000  [1562.0 [531%  [1150.1  |4.49% file  |pdf
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motif
98 A A‘ A ‘ Cclc:g g&‘fg%ﬁgﬁf’mbe“yw' le-9 |-2.198¢+01[0.0000  [12652.0 [42.99% 105664  |4121%  [file  |pdf
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motif
99 P A C NE-E2(0ZIPYKS62-NFE2- ;o 15 190e+01[0.0000  [199.0  p.72%  [s56.3 2.17% file  |pdf
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—= I T d (matrix)|
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T L AT = _I_ s HNF4a-ChIP-Seq/Homer matrix
T AN motif
132 A C ‘ g < g‘;“%zilé?/ K562-JunD-ChIP- {1 5 894¢+00/0.0045 1183.0  4.02%  [o51.4 3.71% file  |pdf
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Homer Known Motif Enrichment Results

Homer de novo Motif Results
Gene Ontology Enrichment Results

Known Motif Enrichment Results (txt file)
Total Target Sequences = 41569, Total Background Sequences = 39569
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RankIMotif Name P_valuc log q-value Sequences Seqi ences Background|Background [Motif PDF
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motif
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’ A QCCCAT A EBFUEBE)NearE2A-CRIP- 10 234-5.3910+0200.0000  [25935.0 [6230% 15472 [s4d6%  [ile  [par
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P = A — matrix
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20 A I I ‘ A A A ((POU/Homeobox/HMG)/mES-|1e-116 [-2.692¢+02/0.0000  [5868.0  [14.12% 41527 [10.50%  |file  [pdf
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AA A EWS:FLII-fusion motif
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22 éAC‘ A I ETS(ETS)/Promoter/Homer  |le-113 [-2.605¢+0200.0000  [8885.0  |21.37% [67527  |17.07%  [file  |pdf
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T EWS:ERG-fusion motif
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motif
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A A motif
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