
Additional file 3: Table S2. Summary of the solubility screening of rHuEPO. Left column shows the

complete mutational screening of all positive charge amino acids (i.e. arginine and lysine) within the

largest positively-charged patch (posQ) for aspartic acid (D). Next two columns summarize a set of

substitutions of any amino acid in the posQ for D. The column on the right shows all the negative

charge residues (i.e. aspartic and glutamic acid) within the posQ for arginine or lysine. Those proteins

with posQ ratio above 1.0 are predicted as insoluble and below 1.0 as soluble. Selected proteins for

further site-directed mutagenesis are highlighted in red.


