Figure S9. Predicted structure of the Mias AhCPL1 protein variant shown as a light green ribbon. The four catalytic residues are shown as red sticks.
Residues which are derived in both metallicolous populations Mias and Klet are shown as blue sticks. The segment of the protein incorporated by
additional A. halleri exonic sequence is shown in dark forest green. The Propeptide that is likely cleaved during enzyme maturation is shown in yellow.

A, Front view. B, Back view. C, View looking down upon the catalytic crevice.



