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Nrp n N (n+4)
Dhb 7.14 11.14
Thr 5.85 9.85

Ala 8.00 12.00

FIGURE S7 | The predicted structure of braspeptin. Calculation of n was based on estimated amino acid
structures and MALDI-TOF molecular weight of braspeptin, and the characteristics of tolaasin group CLPs.
N means carbon atom number of fatty acid tail. The uncertain amino acid (Nrp) was replaced with the most
likely amino acids (Dhb, Thr and Ala). Non-standard amino acids are abbreviated as follows: Dab,
2,4-diaminobutyric acid; Dhb, dehydrobutyrine; Hse, homoserine.
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