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PCA of SolCAP meta−data with bi−allelic polymorphic SNPs (2,934 SNPs)
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PCA of SolCAP meta−data with consistent SNP calling (2,307 SNPs)
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Figure S9. The PCA of SolCAP meta-analysis. A)The PCA plot of bi-allelic 
                  SNPs. B) The PCA plot after removing those SNPs of reverse-
                  complement allele designation.


