
Supplemental Figure 3. Expression profiles of genes involved in the host immune response to 
Asal as identified by RNA-sequencing. Values represent the median log2-fold change with 95% 
confidence intervals. Significant differences between treatments and over time were identified 
using a 2-way ANOVA followed by a post-hoc Tukey HSD (p<0.05). 
 
 

 
 


