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Gh_DGH3.2  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            R   G L Y F L  V K    R T P G  L L A  P V L T  Y Y K S  H  K  R P Y     D P Y N  Y     E  I             M  C G    R    L R V  A V  A  G  L R A I R F L              S  T                   D    T    . . . .     V     N  A    P   F     A       L Q  Q Q            L        Q L

Gh_AGH3.3  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G L Y F L  V K    R T P G  L L A  P V L T  Y Y K S  H  K  R P Y     D P Y N  Y     E  I             M  C G    R    L R L  A V  A  G  L R A I R F L              S  T                   D    T    . . . .     V     N  A    P   F     T       L D  H Q            L        Q L

Gh_DGH3.3  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G L Y F L  V K    R T P G  L L A  P V L T  Y Y K S  H  K  R P Y     D P Y N  Y     E  I             M  C G    R    L R L  A V  A  G  L R A I R F L              S  I                   D    T    . . . .     V     N  A    P   F     T       L D  H Q            L        Q L

Gh_AGH3.4  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G L Y F L  V K    K T P G  L L A  P V L T  Y Y  S  H  K  R P Y     D P F N  Y     E  I             M  C G    R    L R V  A V  A  G  L R A I H F L              A  T                 N  D    T    . . . .     V     N  A    V   F     A       I M  N E            L        Q N

Gh_DGH3.4  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G L Y F L  V K    K T P G  L L A  P V L T  Y Y  S  H  K  R P Y     D P F N  Y     E  I             M  C G    R     R V  A V  A  G  L R A I H F L              A  T                 N  D    T    . . . .     V     N  A    V   F     A       I M  D E  R          L        Q N

Gh_AGH3.5  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G L Y F L  I K    K T P G  L L A  P V L T  Y Y K S  H  K  R P Y     D P F N  Y     E  I             M  C G    R    L R V  A V  A  G  L K A I R F L              A  T                   D    S    . . . .     V     N  T    P   I     A       I M  E E            L        Q L

Gh_DGH3.5  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G L Y F L  I K    K T P G  L L A  P V L T  Y Y K S  H  K  R P Y     D P F N  Y     E  I             M  C G    R    L R V  A V  A  G  L K A I R F L              A  T                   D    S    . . . .     V     N  T    P   I     A       I M  E E            L        Q V

Gh_AGH3.6  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G M Y F L  I K    K T P   L V A  P V L T  Y Y K S  H  K  R P Y     D P Y T  Y     E  I             M  C G    H    L R V  A V  A  G  I R A I K F L              S  A    S               T    D    . . . .     N     N  T    P   Y     S       C Q  K E            F        E K

Gh_DGH3.6  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G M Y F L  I K    K T P G  L V A  P V L T  Y Y K S  H  K  R P Y     D P Y T  Y     E  I             M  C G    H    L R V  A V  A  G  I R A I K F L              S  A                   T    D    . . . .     N     N  T    P   Y     S       C Q  K E            F        E K

Gh_AGH3.7  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G M Y F L  I K    K T P G  L V A  P V L T  Y Y K S  H  K  R P Y     D P Y T  Y     E  I             M  C G    H    L R V  A V  A  G  I R A I K F L              S  A                   I    D    . . . .     N     N  T    P   Y     S       W Q  K E            F        E K

Gh_DGH3.7  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S               G M Y F L  I K    K T P G  L V A  P V L T  Y Y K S  H  K  R P Y     D P Y T  Y     E  I             M  C G    H    L R V  A V  A  G  I R A I K F L   E           S  A                   T    N    . . . .     N     N  T    P   Y     S       C Q  K E            F        E K

Gh_AGH3.8  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G M Y F L  V K    K T P G  L V A  P V L T  Y Y K S  H  K  R P      D P Y T  Y     E  I             L  C G        V R V  A V  A  G  I R A I  F L              S  A                   S    N   N . . . .     N     K  T    L   Y     S       F Q N E D            F     Q   E K

Gh_AGH3.9  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S                M Y    V K     T P   L     V L T  Y Y K S  H  K  R       D P F N  F       I             L   G    R    M R L  A V  A    L R A I  F L   D   A   L Y    A  L S   C   P F  T         K    C  T R . . . .     D     D Q A    N   N     C    A   V H  H Q           A L     S   E R

Gh_DGH3.9  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S                M Y    V K     T P   L     V L T  Y Y K S  H  K  R       D P F N  F       I             L   G    R    M R L  A V  A    L R A   F L   D   A   L Y    A  L S   C   P F  T         K    C  T R . . . .     D     D Q A    N   N     C    A   V H  H Q           A L    T S   E R

Gh_AGH3.17  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S                M Y  L  V K    K T P   L M A  P V L T  Y Y K S      R P F       F N  F     E  I             L  C G    R    L R V  A V  A    L R A I K F L   D   A   L     P  T    S               N N  Q N    . . . . N R   V     D  T    S   K     C       V Q  Q E           A F        E D

Gh_DGH3.17  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S                M Y  L  V K    K T P   L M A  P V L T  Y Y K S    K  R P F       F N  Y     E  I             L  C G    R    L R V  A V  A    L R A I K F L   E   A   L     P  T    S               N N   N    . . . . N R   V     D  T    S   K     C       V Q  Q E           A F        E H

Gh_AGH3.18  cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S                M   L  V R    K  P   L     I L T  Y                   S         I             M  C     R    V  V  L V               Q   R  Q L     P  I  A  S   P T  S      L I C K N  E K . . . . . . . H E S  L H    I A T    S   K     C     A  L Q  N E   C      G  T R P . . . . . . . .

AtGH3.1    cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G M Y F L  V K    K T P G  L  A  P V L T  Y Y K S  H  R  R P Y     D P Y N  Y     E  I             M  C G    R    L R V  A V  A  G  L R A I R F L              S  T       P            E    S    . . . .     V     N  A    P   F     T       L D  L S            L        Q L

AtGH3.2    cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G L Y F L  V K    K T  G  L  A  P V L T  Y Y K S  H  K  R P Y     D P Y N  Y     E  I             M  C G    R    L R L  A V  A  G  L R A I  F L              S  S   S    P            D    R    . . . .     V     N  A    S   S     A       L M  H E            L     S   Q N

AtGH3.3    cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K    L Y F L  V K    K T P G  L  A  P V L T  Y Y K S    K  R P      D P Y N  Y     E  I             M  C G    R    L R L  A V  A  G  L R A I  F L      A        T  S       P            E Q   R   N . . . .     V     N  A    P   S     T       L M  H E            L     G   Q T

AtGH3.4    cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G L Y F L  V K     T  G  L  A  P A L T  Y Y K S    R         D   S  Y     E  I             M  C G    R     R L  A V    G  L R A I  F L              S  S T  S    P            D Y   T S . . . . . .  S D  V     K  A    C   S     T       L M  H E  N       P   L     S   Q N

AtGH3.5    cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S               G M Y F L  I K    K T P G  L  A  P V L T  Y Y K S  H  K  R P Y     D P Y T  Y     E  I             M  C G    H    L R V  A V  A  G  I R A I K F L   N           S  S       P            S    E    . . . .     N     N  T    S   Y     S       C Q  Q E            F        E K

AtGH3.6    cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G M Y F L  I K    K T P G  L  A  P V L T  Y Y K S  H  K  R P Y     D P Y T  Y       I             M  C G    H    L R V  A V  A  G  I R A I K F L              S  S       P            S    N    . . . .     N     N Q T    S   Y     S       C Q  K E            F        E K

AtGH3.9    cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K    M Y    V K     T P   L  I   V L T  Y Y K S  H    R P Y     D P F N         I             L   G    R    M R L  A V  A    L R A I  Y L      A   L N    A  T S   C   P   A         K   Q C    . . . .     D L    I Q T    E   N     C    A   I H  H K           A F     S   E K

AtGH3.17   cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S               G M Y  L  I K    K T P   L M A  P V L T  Y Y K S  H  R  R P F       Y N  Y       I             L  C G    R    L R V  A V  A    L R A V K F L   E      L     P  I    S               Q    N    . . . . N K   V     D Q T    Q   K     C       V Q  S H           A F        E D

GmGH3.1    cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K    L  F L  I K    K T P G  L M A  P V L T  Y Y K S    R  R P F     D P Y N       E  I             M  C G    R    L R V  A V  A  G  L R A I R F L      A  H      A  A                   E Q   K    . . . .     V L    N  A    P   F     T       I M  H E            L        Q L

GmGH3.2    cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G L Y F L  V K    R T P G  L L A  P V L T  Y Y K S  H  K  R P Y     D P Y N  Y     E  I             M  C G    R    L R L  A V  A  G  L R A I R F L              S  T                   D    T    . . . .     V     N  A    S   F     T       I E  H H            L        Q L

GmGH3.6    cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K    L  F L   K    K T P   L V A  P V     Y K S    K  R P Y     D P Y N  Y     E  I             M  C G    R    L R V  A   A  G  L R  I H  L      A  I    T  A  Q    S        S A  M    D Q   N    . . . .     V     D  A    P   F     T       I M  H Q       N     L   S   L  Q L

GmGH3.8    cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G M Y  M  I K    K T P G  I V A  P V L T  Y Y K S    K  R P Y     D P Y T  Y     E  V             L  C G    H    L R V  A V  A  G  I R A I R F L         L     S  A                   S Y   D    . . . .     N     N  T    L   Y     S       C Q  K E            F        E K

GmGH3.10   cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G M Y F L  I K    K T P G  L L A  P V L T  Y Y K S  H  K  K       D P Y T  Y     E  I             M  C G        L R V   V  A  G  I R A L K F L              S  S                   S    N  T H G L N F     N     I  T    Q   Y     S       S Q N E H      S      F        E K

GmGH3.14   cc     c   c     c   c    c      c               ccc    cc cc cccc c c  c     c   c  c c           ddddddddddG B KddddddddddddddddG KdG KdG    KddG KddG B KdG KG KddG KddddG  B  KdddddddddG KdddddG   G K      F    E      G    R     S       F                T S P     L C  D S  Q S M Y  Q  L   L      V    G   F  S            K   G M Y F L  I K    K T P G  L L A  P V L T  Y Y R S  H  K  K       D P Y T  Y     E  I             M  C G        L R V  A V  A  G  I R A L K F L              S  A                   S    N  T H . . C F     N     I  T    L   Y     S       S Q N E H            F        E K
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AtGH3.5          c  c      c ccc  c  ccc  cc    c c c  cc  ccc          c         c   c                       ddddddddG KG B KddddddddG  KddG KdddddG KddddddG KddG B  KddddG KdddG  KdG  KdG B KG                       R   R       G  L E I   V   G T F   L M     S  G  S   Q Y   P R C           L          S    P                        E S  N T V Y  Q   V  D  S I  P    K I       D    D Y A I    A  I N   K     V  F   P I I E L   S R V V    F  P    K W  P  H K                   F       G   S  K           E P     K        L         T     K  . A       N     D S Y    K C    V  G   Q W G S N . . . . .       

AtGH3.6          c  c      c ccc  c  ccc  cc    c c c  cc  ccc          c         c   c                       ddddddddG KG B KddddddddG  KddG KdddddG KddddddG KddG B  KddddG KdddG  KdG  KdG B KG                       R   R       G  L E I   V   G T F   L M     S  G  S   Q Y   P R C           L          S    P                        E S L N S V Y  Q   V  D  S I  P    K M       D    D Y A I    A  I N   K     V  F   P I I E L   S R V V    F  P    K W  P  H K                          G   S  K           E S     K        L         T     K  . A       N     D S Y    K C    S  G   Q W G S N . . . . .       

AtGH3.9          c  c      c ccc  c  ccc  cc    c c c  cc  ccc          c         c   c                       ddddddddG KG B KddddddddG  KddG KdddddG KddddddG KddG B  KddddG KdddG  KdG  KdG B KG                       R   R       G  L E I   V   G T F   L M     S  G  S   Q Y   P R C           L          S    P                        E  L   I Y  Q     E  S I      R V       E    D  I I       N   K     V         L    H V M    F  P     W  P                     E  D Y     C  T K  R    A       K P     K    L    Q  G  F     T     K S N S A T F K   N G    A S F    R D  T  V  . . . . . . . . . . . . .       

AtGH3.17         c  c      c ccc  c  ccc  cc    c c c  cc  ccc          c         c   c                       ddddddddG KG B KddddddddG  KddG KdddddG KddddddG KddG B  KddddG KdddG  KdG  KdG B KG                       R   R       G  L E I   V   G T F   L M     S  G  S   Q Y   P R C           L          S    P                        D  L   V Y       D  S I  P    R V       D    D F  V      L N   K     V     G A L E I   S R V I    F       W  P                     C  D Y    R C  N R  K           S L     S     C   Q  S       T     K S . G       D     G R F   K R V  Q  E  L G L D S . . . . . . . .       

GmGH3.1          c  c      c ccc  c  ccc  cc    c c c  cc  ccc          c         c   c                       ddddddddG KG B KddddddddG  KddG KdddddG KddddddG KddG B  KddddG KdddG  KdG  KdG B KG                       R   R       G  L E I   V   G T F   L M     S  G  S   Q Y   P R C           L          S    P                        E S L N S V Y  Q   V  D  S I  P    R V       E    D Y A I    A  I N   K     V  F   P I M E L   S R V L S   F  P    H W  P  R R                          G   A  N           K N     E        R         V     S  . T       D      F H    A A    T  E   R . . . . . . . . .       

GmGH3.2          c  c      c ccc  c  ccc  cc    c c c  cc  ccc          c         c   c                       ddddddddG KG B KddddddddG  KddG KdddddG KddddddG KddG B  KddddG KdddG  KdG  KdG B KG                       R   R       G  L E I   V   G T F   L M     S  G  S   Q Y   P R C           L          S    P                        E  L N S V Y  Q   V  D  S I  P    R V       E    D Y A I    A  I N   K     V  F   P I M E L   S R V V S   F      H W  P  R R                  C        C   A  H           R N     E        R         V     N  . T       D      V H   Q E L    T  E   R . . . . . . . . .       

GmGH3.6          c  c      c ccc  c  ccc  cc    c c c  cc  ccc          c         c   c                       ddddddddG KG B KddddddddG  KddG KdddddG KddddddG KddG B  KddddG KdddG  KdG  KdG B KG                       R   R       G  L E I   V   G T F   L M     S  G  S   Q Y   P R C           L          S    P                        E S L N  V Y  Q   V  D  S I  P    R V       E    D Y A I    A  I S   K     V  F   P I  E L   S R V  S   F  P    H W  P  R R                     A     G   A  H           K N     E        R         V     T  . T   T    D    E  V H    S E    T  E   R . . . . . . . . .       

GmGH3.8          c  c      c ccc  c  ccc  cc    c c c  cc  ccc          c         c   c                       ddddddddG KG B KddddddddG  KddG KdddddG KddddddG KddG B  KddddG KdddG  KdG  KdG B KG                       R   R       G  L E I   V   G T F   L M     S  G  S   Q Y   P R C           L          S    P                        E S L N S V Y  Q   V  D  S I  P    K I       D    D Y A I    A  I N   K     V  F   P V L E L   S R V V    F  P    K W  P  H K                          G   S  K           E Q     K        L         T     K  . A       N     E K Y    K C    V  G   Q W I N Q N S S . .       

GmGH3.10         c  c      c ccc  c  ccc  cc    c c c  cc  ccc          c         c   c                       ddddddddG KG B KddddddddG  KddG KdddddG KddddddG KddG B  KddddG KdddG  KdG  KdG B KG                       R   R       G  L E I   V   G T F   L M     S  G  S   Q Y   P R C           L          S    P                         S L N S V Y  Q   V    S I  P    K I       D    D F A L    A  I N   K     V  Y   P I V E L   S K  V S   F  P     W  P  H K                 G         G   S . E           E N     K        Q         T     K  . A       D   T   N Y    K C  Q  V  G   K W C M Y P . . . .       

GmGH3.14         c  c      c ccc  c  ccc  cc    c c c  cc  ccc          c         c   c                       ddddddddG KG B KddddddddG  KddG KdddddG KddddddG KddG B  KddddG KdddG  KdG  KdG B KG                       R   R       G  L E I   V   G T F   L M     S  G  S   Q Y   P R C           L          S    P                         S L N S V Y  Q   V    S I  P    K I       D    D F A L    A  I N   K     V  Y   P I V E L   S K  V S   F  P     W  P  H K                 G         G   S . E           E N     K        Q         T     K  . A       D   T   N Y    K C  L  V  G   K W C M Y P L D N K       

GmGH3.20         c  c      c ccc  c  ccc  cc    c c c  cc  ccc          c         c   c                       ddddddddG KG B KddddddddG  KddG KdddddG KddddddG KddG B  KddddG KdddG  KdG  KdG B KG                       R   R       G  L E I   V   G T F   L M     S  G  S   Q Y   P R C           L          S    P                        E S L N S V Y  Q   V  D  S I  P    K I       D    D Y A I    A  I N   K     V  F   P I V E L   S R V  S   F  P    K W  P  H K                          G   S  K           E Q     K        L         A     K  . A       N    T  N Y    K C    V  G   Q W I H Q N . . . .       

GmGH3.22         c  c      c ccc  c  ccc  cc    c c c  cc  ccc          c         c   c                       IIIIIIIIH JH C JIIIIIIIIH  JIIH JIIIIIH JIIIIIIH JIIH C  JIIIIH JIIIH  JIH  JIH C JH                       R   R       G  L E I   V   G T F   L M     S  G  S   Q Y   P R C           L          S    P                        E S L N S V Y  Q   V    S I  P    K V       D    D F A L    A  I N   K     V  Y   P I L D L   S K V L S     P     W  P  H K                          G   S . E           E N     K        Q         T     T  . A       N      S Y I   K C  N  V  G   D W C T L H . . . .       
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