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[image: ]Supplementary Figure S1. Principal component analysis (PCA) of differentially expressed transcripts for exposures 1-3.  PCA plots were developed for each primary stressor in each exposure.
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Supplemental Figure S2 (page 1 of 3).  Heat maps and hierarchical clustering analyses for transcripts having significant differential expression in the treatment-interaction tests (1. TNT x Food Limitation, 2. Malaria x Food Limitation, and the 3. TNT x Malaria) identified by 2-way ANOVA.  
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