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	Individual
	Status
	Chr
	SNP1
	SNP2
	Start (hg19)
	End (hg19)
	Length KB
	No. of SNPs
	No. of matching segments
	Allele group

	III:13
	Case
	12
	rs2408141
	rs4533076
	45,503,563
	56,069,231
	10,566
	2060
	9
	1

	III:14
	Case
	12
	rs2408141
	rs4533076
	45,503,563
	56,069,231
	10,566
	2060
	9
	1

	III:15
	Case
	12
	rs2408141
	rs1894035
	45,503,563
	52,645,754
	7,142
	1280
	9
	1

	IV:1
	Case
	12
	rs2731032
	rs4533076
	45,477,074
	56,069,231
	10,592
	2062
	9
	1

	III:1
	Case
	12
	rs6582600
	rs4533076
	37,942,622
	56,069,231
	18,127
	3254
	9
	1

	IV:2
	Case
	12
	rs6582600
	rs4533076
	37,942,622
	56,069,231
	18,127
	3254
	9
	1

	III:3
	Case
	12
	rs6582600
	rs2701128
	37,942,622
	52,429,520
	14,487
	2401
	9
	1

	III:5
	Case
	12
	rs6582600
	rs2701128
	37,942,622
	52,429,520
	14,487
	2401
	9
	1

	III:9
	Case
	12
	rs6582600
	rs2701128
	37,942,622
	52,429,520
	14,487
	2401
	9
	1

	III:6
	Control
	12
	rs6582600
	rs7963439
	37,942,622
	46,084,699
	8,142
	1294
	9
	1

	III:12
	Control
	12
	rs6582600
	rs11829800
	37,942,622
	52,569,928
	14,627
	2443
	0
	2

	Consensus
	12
	-
	-
	46,084,699
	52,429,520
	6,344,821
	-
	-
	1





