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[bookmark: OLE_LINK6][bookmark: OLE_LINK7]Figure S1 UPGMA(Unweighted Pair-group Method with Arithmetic Mean) analysis of the eight samples tested. Tree representing the results of the UPGMA hierarchical clustering of the weighted UniFrac distance matrix for each extraction in duplicates (n=2) using four commercially available kits. The scale bar indicates the distance between clusters in UniFrac units. 

[bookmark: OLE_LINK2][bookmark: OLE_LINK3][bookmark: _GoBack][bookmark: OLE_LINK1]Four different extraction kits showed differences in grouping of eight extractions in Figure S1. The similarities and differences between the species and phylum communities in the four extraction kits were further quantified through UPGMA clustering analysis based on the weighted UniFrac distance metric. The results were clustered for each extraction kit and the parallel results within each extraction kit showed good repeatability.
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